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1, 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1292 


41660 


A 


1 1360 


35 


142 i 




1 1293 


41661 


C 


1 1361 


151 


484 




1 1294 


41662 


A 


11362 


1 


1245 




11295 


41663 


A 


11363 


2 


1464 


CQAKFUVTNRLKK/NERQKVQDI 

KEVKQNIHLIRASFAGKGKQLE 

EKMQPLEPEA1MLSELMQEQKT 

KCRMFSL1SGKHGVHMDSKTG 

ATDSGAYLRVEEIQTT1REYYK 

HLYANKLENLEEMDKLFLDKYT 

LPRLNQEEVESLNRPITGAEILAI 

1SSLPTKKSPGPDGFTAEFYLRY 

KEELVPFLLKLSQSIEREGILPNS 

F YE A S II L I PKPG RDTTKKEN FRP 

ISLMNIDAKILNKILANR1QQHI 

KKLIHHDQVGFIPGMQGWFNL 

RKSrNVIQHINRAKDKNHMUSI 

HEEKAFDKIQQPFMLKTLNKLG 

I DGT YLKIIRAI YDKPTAN IlLNG 

QKLEAFPLKTGTRQGCPLSPLL 

FN1VLEVLARA1RQEKEIKG1HL 

GKEEVTLSLFADDMI VYLE7MP1 

VSAQNLLKLISNFSKVSGYK1M 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASRR1KYLGIQLTRDMKD 

LFKENYKPLLSEIVTVF 


11296 


41664 


A 


11364 


41 


559 




11297 


41665 


C 


11365 


63 


370 




11298 


41666 


A 


11366 


3 


211 




11299 


41667 


A 


11367 


47 


358 


PDMGLEDEQKMLTESGDPEEE 

EEEEEELVIGLRLSVHTGNLGRP 

GM*NFPLLLS1QN*MGDPHSAIS 

GGQCGSAS WPSARJ PLQQVREQ 

CRASWKXCVK\ARERLEL\CDE 

R\*SSRSHTEEDCT\EELFDF\LH 

A\RDHC\VAHKLL*QLAFCTDPP 

TTSERAMPSQLEEMCKRPGSG 


11300 


41668 


A 


11368 


1 


2082 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1301 


41669 


A 


1 1369 


1 


2013 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DA WLVHSVA AGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGCASEE 

NGVLREKHEAVDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESRNEGISLG 

DIPLPGSISDGMNSSAHYHVNFS 

QAISQDVNLHEAILLCPHNTFR 

RDPT ARTSQSQ E PFLQLN S HTT 

NPEQTLPGTNLTGFLSPVDNHM 

RNLTSQDLLYDLDJNIFDEINLM 

SLATEDNFD\P1DVSHLFDEPDS 

DSGLTLDSSHNNTSDIKSNSSHS 

VCDEGAIGYCTDHENSSSHHDL 

EGAVGGYYPEPSKLCHLDQSDS 

DFHGDLTFQHVFHNHTYHLQP 

TAP\ESTS\EPFPW\PGGRSQEGL 

RJE*DTLKDTDRNLSRDEQRAK 

ALHIPFXSVDEIVGMPVDSFNSM 

LSRYYLTDLQVSLIRD1RRRGK 

N K V A AQN CRK.RKLD II LN L E D D 

VtNL^AKKb I LKREQAQCNKA 

I N 1 M KQKLHDL YHDIFSRLRDD 

QG RPVNPNH Y ALQCTHDG SILI 

VFKbLVAbGHKlvbTQKGKRK 


1 1302 


41670 


A 


1 1370 


■j 






I 1303 


41671 


A 


1 1371 


1 


161 1 




11304 


41672 


A 


11372 


109 


207 


MLCLQRFYMIFVDFQSRPQF*L 
KSCQHIISCHQ 


11305 ! 


41673 


A ! 


11373 


1 


666 | 




11306 


41674 


A 


11374 


1 


1254 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mef 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop eodon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1307 


41675 ; 


A 


11375 


33 


1458 


KLPLKLAKMGKLEKTHINIVVIGH 

VDSGKSTTTGHLIYKCGGIDKR 

TIEKFEKEAAEMGKGSFKYAW 

VLDKLKAERERGITID1SLWFCFE 

TSKYYVTIIDAPGHRDFIKNM1T 

GTSQADCAVL1VAAGVGEFEA 

GISKNGQTREHALLAYTLGVK 

QL1VGVNKMDSTEPPYSQKRYE 

EIVKEVSTYIKKIGYNPDTVAFV 

PISGWNGDNMLEPSANMPWFK 

GWKVTRKDGNASGTTLLEALD 

C 1 LPPTRPTDKPLRLPLQD V YKI 

G G 1 G T VPVG R V ETG V LKPG M\ V 

VT\F A PDN VTTE V* S VEMHHEA 

LSEALPGDN/VGAFNVKNVSVK 

DVRRGNVAGDSKNDPPMEAA 

GFTAQVIILNHPGQISAGYAPW 

LDCHTVAHIACKFVAELKKKIXDR 

RF\G KKJL E D\G P KAF W K SG DA A I 

VDMVP\GKP\MCVESFSDYPPL 

GPFAVHDMRQTWAGGAHQKQ 

VDKK\AAGA\GKVTK\SAQKAQ 


11308 


41676 


A 


11376 


1 


880 




11309 


41677 


A 


11377 


1304 


2340 


KETEAQRKRLRRNEPEEQEIRT 

RKTRSPQTPDQQTYKKGRNER 

LCG I SQPTKE PTRG G FCRFRNPP 

SNRIFACWGKPAWTACCNSLR 

ARRMLM ERNARAAG SRKRMG 

RMDCWARVLDIXNLAAEAKSEP 

EKKAGVKR1CKRRCTGSSFDL\ 

DY*LFNGDYYDRMYSYP\ARVP 

PPPPIARAVVPXSKRQRVSGNTS 

RRGKSGFNSKSGQRGSSKSGKL 

KGDD\LQAIKE\ELT\QIKRKSGF 

LFLGKTWEKIEKEQSKQAVEM 

KK**SQKEEQSSQLR*KKDET*C 

* RLE VLKGG A\EDS A\EEG DLLD 

DDDNEDRGDDQLELIKDDEKEV 

AEEEEDDRD\SANGR\DDSLST 
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SEQ ID 

NO: 


SEQ II) NO 
of peptide 
sequence 


: Me 
hod 


t SEQ II) NO 
in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la* 
codon for last Amino acit 
of peptide sequence 


>t Amino acid sequence ( X=Unknown, 
1 *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




1 1310 


41678 


A 


1 1378 


80 


1 14 J 


ETQNRISSPSPSCEIFLIFSYIFRL 

CEKPYHQTRSASN VTNKTDPRS 

MNS\RVFIGNLNTLVVKXSDVE 

AJFSKYGKAVGCSVHKGFALSF 

SMLMKRNARAAVAG\EDGRM1 

AGQVLDINLAAEPKVNRGKAG 

VKRSAAEMYG/SQ*QNTLLRPL 

YFSSSFDLDYDFQRDYYDRMY 

SYPARVPPPPPIARAVVPSKRQR 

VSGNTSRRGKVSGFNSKEWNSG 

VSSKFWKR*KGDDLQ\A1KEEL 

TVQIKQKVDSLVLENLEKIEKEQS 

KOAVFMICMnkr^PPPVnQQccM i^l 
*^v<r' v v ^• v ArviNi^is.,z>c.rit\v^c>ooo\Ll i v 1 

KDETANI KMF^Pr.r,rRT ti dec 1 
GDP\1 D**YnF**PQr,r.MnDArc 1 
*SKDDFK\FAFF\r,Fnnpn\cA\i 1 
GVEDDS 




11311 


41679 


A 


1 1379 


1 


1134 






1 1312 


41680 


A 


11380 


1 


642 | 






11313 


41681 


A 


11381 


397 


898 






11314 


41682 


A 


11382 


I 


663 






11315 


41683 


A 


11383 


44 


398 


ATMLGLNIISRKWFYKSSEKSL 
GLRGGI CJRPI APTl vqi f r\\ ai 1 

LCVNAIAVLHE/ERRJSSKNICA 
GGTRT1GIGWIWEKEPGIKSQL 

MNLIRSVRTEMRVPLIIVNSIAI 
VLLLLFG | 




11316 


47684 


A 


11384 


3 


754 

] 
] 
< 

1 


GLYYRKCQLISKEDVTHDTRLF 

CLMLPPSTHLQVPI/GEHVYLKL 

PITGTEIVFCPYTPVSGSLLSEFKE 

PVLPNNKYIYFLIKIYPTGLFTPE 

LDRLQIGDFVSVSSPEGNFKISK 

FQELEDLFLLAAGTGFTPMVKI 

^NYAI TDIP^I RkTVl^T N/fPiTMr^T* 

^DDIIWRSOI FT<fT AFkriWlM r\\r 
^FVLSAPKFWMPiK'nr.UTCDAi i 1 
SEFWKRNl DK^KVi vpirv^Dx/o 1 
-TEQGVRLLHDLNFSKNEIHSFT 




1317 * 


U685 / 


V 1 


1385 I 


1 


785 




1 


1 1 1 » / 

I j 15 4 


nooo / 


V 1 


1386 S 


>5 2 


169 




1 


1319 A 


H687 / 


^ 1 


1387 5 


ill 1 


r 28 




1 
1 


1320 A 

1321 A 


H688 / 
1689 / 


^ I 
i 1 


1388 1 

1389 1 


1 

7 


00 
77 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SCQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1322 


41690 


A 


! 1390 


2 


707 


PNPKCR*VFPVFLFYRP1*PFPSS 

PA/SLIARPS*VPILPQPPLL/TPY 

NPPTTSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVNAHVP 

FSLSDLSQISQHLGSFSSDPTKYI 

QEFRYLTLSYNLTWSDLNVILT 

STLSPDERER V F P VSQS H/V * * P/ 

SG FM SQTSRJCA L EQFPERJ PQ W 

NYQANSPG KNFKN*NLALKJPH 

NRN* STLPSTCT1 1 ERKQPDGN A 

FLSYNYLPP 


1 1323 


41691 


A 


1 1391 


2 


339 


LLLFRSLPAKLNQAPILPWPL/PP 

PPYNPSITSPVHTWFSLQFHSET 

SPPPPAQQFPLRAVAGTEG1VR 

MNGKEFFLQPNLTL1TAGFKSQ 

TSRKALEQFPERJPNGTIRQIPQ 


11324 


41692 


A 


11392 


1 


993 




11325 


41693 


A 


11393 


3 


1127 


TKETRFIHGPKTPAPVTDWEGS 

LPLVFNHCRDASL1IHSRFKGVR 

PHRDTCLGPSPLAASPAFLGKG 

QAAHCQAELSPNSSSASTPPPY 

NPSITSPPHTRSGLQFSSATSSSP 

PAQQFPLREVAGAEGIVRVHVP 

FSLSDLSQISQCLGSFSSDPTKY 

TQEFQCLTLSYNLTWSDLNVIL 

TSTLSPDEWERVSSLAQSHADN 

\PGFTSQTSRKALEQFPE/TDPQ 

WNHQANSPGIARRDYMVSCLV 

EGLKKAAYKAVNYDKLKETTQ 

GEDENPAQVVARLAATLRRFT 

ALDPEGPEGRLILNMHF1TQSAP 

DITKKLQKLESGPQTPQQELINL 

TFKVH>JNGEETDAARSPWKPP 

GPSRTPSFRACFPCPHNFCGY 


11326 


41694 


A 


1 1394 


1 


312 




11327 


41695 


A 


11395 


1 


244 


MFADR*LFSTTHQS\IVPLYL\LF 

GA*AGVLATA\LSLL1RAELGQP 

GNLLGNDHIYMVIVTAHAFVIIF 

FIVIPII1GGFGN*LVPLIIGAPDM 

AFPRINNISF*LLPPSLLLLLAS\A 

IVE\AGAGTRLNKSYPP\LAGNY 

SHPWKPPVDLT1FSLHLAGVSSI 

LG A INFITTI IN 1 KPP A ITQYQTPL 

FV*STTHQSHRTTIP!YSAHELA 

SSPQPLSLL1RAELGQPGNLLGN 

DHIYNV1VTAHAFVIIFFIVIPIITG 

GFGN 


11328 


41696 


A 


11396 


1 


1287 




11329 


41697 


A 


11397 


~» 


583 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1330 


41698 


A 


1 1398 


3 


419 


ILSISKLRTSLAGEGSVDTPKAS 
GVTRH1KGPGVAAEMSAFILPL 

rvJ v or\j W c WnAOn V LINULK 1 

Tl Al RRfiVf! IR<sRPflTI m pn 

SEVDEKLKRJALDFLGLHGGDD 
PRSSWH 


i mi 


41699 


B 


11399 


1 


1242 




1 J332 


41700 


c 


11400 


504 


755 




11333 


41701 


A 


11401 


155 


710 


ETETTGEREGSLSNHPSNPTAA 

GLSLDTMKSHCPNHSSLLSTAA 

SPPKLWUCFKEEHVELAVLGAP 

PKPLLPPTSHRDPTSASVYLRAP 

Tuvvvx/Qi pi/ u r>i c+TDrryrni 
1 n V V WoLr Krir Lo 1 r^L-IVlvjrM 

AYASTAK\CLN\1WALILGLLHD 
HSGSSSSPVL1VPGLWDRSGGIT 
GGQELCP 


11334 


41702 


A 


11402 


1 


1158 




11335 


41703 


A 


11403 


80 


996 


LKGKFLSMSG\ALDVLQMKEE 

DVLKFLAA\GTH\LGGTNLD\FH 

MEQYIYKRKSDG1Y1IYLMRTW 

EKLL\L A A R A I V A I EN PA D VS A I 

SSRNTGQRAVLKFAAATGATPI 

AGRFTPGTFTNHIQAAFRE\PR\L 

LVVTDPRADHQPLTEASYVNLP 

TIALCNTDSPLRYVDIAIPCNNK 

GAHSVGLMWWMLAREVLRM 

RGTISREHPWEVMPDLYFYRDP 
FFIFk" ppha A A Pf a \/tv p p v:r\r^ 

CU/TA PA PPPTATflDPV A HU/CC 
C W 1 ArArcr l/\ l K^ril. v /\LJ Wot 

fiVOVP^vpinnFPTFnu/QAnPA 

uvy v r o v r iv^KJr r 1 CU W oAl^r A 

TFOWsA A PTAHA TFW\/f. A TTH 
■ CL/ W ortAr 1 f\\£r\ 1 cWVuAl ID 

ws 


1 1336 


41704 


A 


11404 


1 


819 




11337 


41705 


A 


11405 


1 


1032 




11338 


41706 


B 


11406 


63 


344 




11339 


41707 


A 


11407 


49 


281 


FFKST VCS FQKQFQTLP V P1GG S 
I M Y * n i *s dhr nop * *>j vr; prn H 


11340 


41708 


A 


1 1408 


985 


1213 


i v^v_^ v i in i vjivirv vv uor vj iivrn 

KHfifAl in^RFHTFPV<sFkm<:rk 
rv L^Kj\^r\ l_< i i^/rvivi n I rLV or mjoU 

QGLMVPIVGS 


11341 


41709 


A 


11409 


1 


774 




11342 


41710 


A 


11410 




249 ~] 




11343 


4171 1 


A 


1 141 1 


3 


619 




11344 


41712 


A 


11412 


3 


493 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 




41713 


A 


11413 


3 ; 


292 


DALPRWPSGSGDGGAVREAGQ 

QGTRLERPAAVLIRAADPGRRT 

QALA/GLPRG*PHPRMDPPESFQ 

ATGGTQQMTSTAPSWLTM*LR 

SVSGW*ELKD 


1 1 346 


41714 


B 


1 1414 


190 


315 




1 1347 


41715 


A 


11415 


227 


545 




1 1348 


41716 


A 


11416 


1 


1896 




1 1 349 


41717 


B 


11417 


52 


1822 




1 1350 


41718 


A 


1 1418 


1 


458 




11351 


41719 


C 


11419 


196 


327 




11352 


41720 


A 


11420 


258 


375 


TRALSKFGSSRVEQS*AGYSGP 
GTP* EGGSG I LG ETVC 


11 353 


41721 


A 


1 1421 


3 


854 




1 1354 


41722 


A 


1 1422 


1 


434 


MTVSKNKCHTKGGKKGTEKK 

VVASFSK1YWYNVKAPAMFSIR 

NIGKALVIGTHGTDFVSDGFKG 

GLIE1PDSIGKDKEKACRSIYPLH 

DVFVRKVKMLKKPKFELGKLM 

EL HG EGRSSG KATGNESG A/K V 

E*ADGYGSPAQKSF 


11355 


41723 


A 


11423 


1 


642 




1 1356 


41724 


A 


1 1424 


260 


534 




11357 


41725 


A 


1 1425 


1 


438 




1 1358 


41726 


C 


1 1426 


391 


750 




1 1 359 


41727 


A 


1 1427 


786 


926 


AQGQRQETIQGGRSLSRTLYL* 
GRSGTSLSQKLAQLSSLTGDST 


11360 


41728 


A 


11428 


488 


649 


VLQLLKVAHPELFIPPGGFVFSL 
TSGVKLHT*ALQLLKVAHPELL 
IPPGSWSH 


11361 


41729 


A 


11429 


1 


2028 




11362 


41730 


A 


11430 


1022 


1417 


SLMGTSTSSALGMHVPRAITRD 
VLSAPV1 VSGNTAKFCTMLGHF 
LKKTRTERRD1QAP*SFISLPPKS 
TWEKLSSAAMVSTLR*GASDQ 
K/C* LLGGNDRVSLI VIQVEGXPL 
QDPGTLGRLLQSLTVKRJSV 


11363 


41731 


A 


11431 


1 


535 




1 1364 


41732 


A 


1 1432 


3 


1 186 




11365 


41733 


A 


11433 


201 


458 


QVDGCIPELKV*F*KKRGRRGR 
RGRRRRRRGRRREEGGGGGGG 
SFWRTHHTKPKDQHKKDTMG 
HFRSCAFQEGFVVHVPLLSSEK 


1 1366 


41734 


A 


11434 


1392 


1532 


AQGQRQETIQGGRSLSRTLYL* 
GRSGTSLSQKLAQLSSLTGDST 


1 1367 


41735 


A 


1 1435 


1253 


2820 




1 1368 


41736 


A 


1 1436 


1504 


1718 


VIGIWALALGILARPQRGFHVV 
HLQDVGGAAA*AAKGLLRNVV 
R**VDQVQVSGAQGIAGVVVT 
VGGEEDF 


1 1369 


41737 


B 


1 1437 


1 


1383 
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SKQ ID 


SEQ ID NO: 


Mel 


SKQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino ncid sequence ( X=Unkuovvn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for Inst amino acid 


*=Stop codon, /=possible nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, \=possiblc nucleotide insertion) 










sec| uence 






1 1370 


41738 


A 


1 1438 


3 


^ 10 


VHPiRAS^l Pi VP/TPIPk'P.UP.PMk r 
v n vj i\.rA. o ol.u v vj/ i i»i rvvj nuyl rv 














p/ORl VC PPV YPi APK"! 1 r>IV4PI CM 
r/ L/I\Li\r r V I VJr\v_/i\.LL,Ly IVI cLt iVl 














AFFVPiPPilMR 1 PiFP/IPI^kT AHPPI 














FGMV1 MNAWSARHIDI^WFYV 

I VJ i V I v LilVll>J / \ W JA IV I 1 1 VJ^ iv W IZr 1 V 














PLGPF1 GKSFGTPVKSS 

I L>VJI 1 L/VJ IVOl VJ 1 I V rVskJO 


1 1371 


41739 


A 


1 1439 


1 


1337 


MSFIPVAFDSOFPIKNI PYPiVFS 














i rvvj ur rvjr rvi vj v r\ 1 vj I LL/L^l 1 rv 














pthpvi v^k' unn\/PMr\DTi xic 














r ivlvJl_,vJV<//\/\ W rv t/\rv V r LV^lN LLo 














VQOARl RnnTFT RI^PA Pl^OAv 
V Oyn rvJ_y rvl^ VJ l CLI\I\L/Ar loyAo 














ATlv/fHf P A TirihVTnPVvvRnH A 
r\ 1 IVl nLrA 1 IvJL' T 1 Ur i oolvynA 














TKIVPtlMFR DK FtsI A I N/IPTvTUAl 141 

I IN V VJ 1 IVl I XVL-TVOIN r\ L.iviriN vVLnL 














r VU I nUlvAoo V V VovJ 1 rl rvrva fvl 














GOM K PDD^K PPV Yfi A 1 1 DM 














PI PA/I A PP\/r. PPlvl P I P.PDIDICI/ A 














HFH1FC1MVI MNDW < sARnink r U/ 
ncniru ivi v l.iviin vj w jrtlvL/l v<f iv w 














fvvpi nPFi fiPFFwr.Hn i pw 

l> i v r LurrLuccr wunv/LLr w 














VVPMDAl MPFAVPlvIPK'OPPRr; 
v v r iv i u /-\ L_ ivi rrn V r iNr rvv^VJ i rvvj 














PPRY1 PHnFPYTFnilMT <sVM\I \C 














vJXCrVjlvlov^AA. I Xlv^lvv v^lLrV YIVl Y 














WT\MI OOAH^PTI ^"NlfiPVrvIT \RP 

W 1 \1V1 l_,VJV<//-\ 11 OF 1 JN VJ V^ \1N 1^ Vivl 














nm i p.fi riPi\<st^pr; AOkr>jFr;vv\ 














IVILCl^O W rvVJ 1 rvr\lLI\LvVJiNvJv^ 1 \rv 














rvr LLUxUlJE, Vll 1 A. ivi A I KJUrrvW 














Y^innnri y\r ipfpovpapi^vi p 

i >3 \vJVJ UVJ I \rV I vj r vj vJXv-rVVJ ivVLr 














AI 1 PiMR FFI 1 F 
AL-Lr 1 IVl rv i i L^L,r 


1 1372 


41 740 




1 1440 

1 I *"t*-t \J 


i no 


JOj 




1 1373 




A 


1 1441 

J 1 *T*T I 


1 
1 


Z.UJ 


MFVVA A Ikf kTHFFIv/fQFVR 

iviCi i i AAVlr\.rvL/L_,rivlor V rv. 1 W IVI rv 














L*C. I 1 1 l^olvv Uov^vJv^rv. 1 NnrvKroLI 














Dfi/IHHR ^FTRTFrsJ^ORTriR I^r 
jl/vj/ inn rvor i rv i ciNoOyiV i vjixrvv^ 














W1\J**PTPP1 A R sWFfi^TW^r.M 

WIN r 1 VvULMiVoVVrvJIv 1 WoVjIN 


1 1374 


4 j 742 


A 


1 1442 


2 


1 uu 




1 1375 


41743 


A 


1 1443 


150 


308 


pi hr*CiRP < sPr pnpnnn^Tnn a 

v_^ Lit l rv vj rvvjor rvi vJr vjvJVJO 1 vJVJrA 














npriAnpci appi PAfYNJApni nn 














JVivrvvJ jn jv. i Li 


1 1376 


41744 


A 


1 1444 


1 


372 




1 1377 


41 745 


A 


1 1445 


49 


177 


^Pioni ya k^pt^^piai *r;r>r;rkA<v 

oVJv^vJi-v I r\ rvi 1 ooyrt L« UlJUyAo 














AFMPR1T <sYF*FHA VFHF^^T 

AVJwlVIVJ Ivi I l—t I 1 1 \ V I VJ I vjij L_< 


1 1378 


41746 


B 


1 1446 




420 




1 1379 


41 747 


c 


1 1447 


] 


J J*T | 




1 1380 


41 748 


c 


1 1448 


| 


268 




1 1381 


41 749 


Q 


1 1449 


J 


S64 1 




11382 


41750 


A 


11450 


1 


264 




11383 


41751 


A 


11451 


33 


194 




11384 


41752 


C 


11452 


I 


309 




1 1385 


41753 


A 


11453 


1 


738 




11386 


41754 


A 


11454 


1 


2028 





1519 
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WO 01/075067 
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SKQ ID 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


11387 


41755 


A 


1 1455 


3 


1008 


LKDAVFSIRISPESQKLFAFQWE 

DPESGVTTQYTWTQLTQGFENS 

PT1FGEALARDLQKFPAKDLGCI 

LLLYMDDLLLGHSTAVRCAKG 

MDALLQHLEDCGYKVSKKKA 

QICRQQVTKWGDWERFEWEPL 

QQQAFCKLKEKFMSAPALGLP 

DLTKPFTLYVSEREKTAVGVLI 

QTVGPWPTPVAYLSftQLDGVS 

KGWPPCLRALAATALLAQEAD 

KLTLVQNLNIKAPHAVGTSAQ 

KPELIALTRALELSEGTWMKLE 

TIILSKLSQGQK/DQTLHVLTGIS 

RST*ACSCLASLQVGLETGSQL 

SLENPLRVGIQRRRCFTCAVDG 

EGFLLGVPMA 


11388 


41756 


A 


11456 


677 


879 


KRRNHQILEI RSH LQS VEDN LK 
SGLGSTASL*MSWTQPRNGAE 
VGFLL1LGY1KETPRNAETPSMV 


11389 


41757 


A 


11457 


1 


624 




11390 


41758 


A 


I 1458 


3 


130 


VEEEQGHSFRNAR*IISW*RNEN 
GLDRMDCSCRNGERDKGHG 


11391 


41759 


A 


1 1459 


1 


1477 


MADPPWSSVQVNKYDSGLLSS 

VSAEPLASSASSHPGMSDNAPA 

SLESGSSSTPTNCSTSSAIPQPGA 

ATKPWRSKSLSVKHSATVSML 

SVKPPGPEAPRPTPEAMKPAPN 

NQKSMLEKLKLFNSKGGSKAG 

EGPGSRDTSCERLETLPSFEESE 

ELEAASRJMLTTVGPASSSPKIAL 

KGIAQRTFSRALTNKKSSLKGN 

EKEKEKQQREKDKEKSKDLAK 

RASVTERLDLKEEPKEDPSGAA 

VPEMPKKSSKIASF1PKGGKLNS 

AKKEPMAPSHSGIPKPGMKSMP 

GKSPSAPAPSKEGERSRSGKLSS 

GLPQQKPQLDGRHSSSSSSLASS 

EGKGPGGTTLNHSISSQTVSGS 

VGTTQTTGSNTVSVQLPQPQQQ 

YNHPNTATVAPF*EGFHLP*HA 

*VITF*TANYASSDNDLNVGYT 

H*LTASEFFQSRLSSLGEVAGLH 

AHTC*A*LGSNIPFSVRLRPVPA 

ASAEDLRGHQGLIKJDRAQVS 


1 1392 


41760 


A 


1 1460 


1 


327 


LLLMGLKHNVLKLPRGPMVTL 

RESVWETLNFLK*SFV*LNMLIF 

KKSS*RLQ*VRFHFLCPRVLIVQ 

LPFMSENMRCLVFCSCVSLLRM 

MVSSFIHVPFFKVLSFFALG 


1 1393 


41761 


B 


1 1461 


119 


203 




1 1394 


41762 


B 


11462 


1 


677 





1520 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1395 


41763 


A 


1 1463 


2 


74 




1 1396 


41764 


A 


1 1464 


1 


1256 


MSASQDSRSRDNGPDGMEPEC 

VIESNWNEIVDSFDDMNLSESL 

LRDIYAYGFEKPSAIQQQAILPC 

1 RG YN V 1 AQ A RSG TG KM A TF A I 

SILQQ1ELDLKATQALVLAPTRE 

LAQQ1QKVVMALVDYMGASC 

HACVRGTNMRAEVQKLQMEA 

PHIIVGTPSRVFDMLYR\RYLAP\ 

KSIRMLVLNEADEMLSRGFKG 

QIYADISKRLNSTTKWVLLSAT 

MPFDWLEVTKKFMRGPH/IR1L 

VKKEELPLEGIRHFYINVEPEE\F 

NLDTLC\DWYEP*PIT\QAVIFHQ 

PPGGKVDW/LSPEKMHARDST 

VPPMHGDMTKKE\RD\VIMREF 

RSGS* PEF* ITPLTLPGQRPLMC 

QPGFL*SFKLMTLPPPTRGKLLI 

HRNRSRVDRFGRKGVAUNMVT 

EED\KRTL\RD1ETFY\NTSIEEMP 


11397 


41765 


A 


11465 


1 


402 


KSRGRGLPYTMDAFMLGMGM 

LKYPNFVAT* A RG Y PG F A PS YG 

YQFPGFPAAAYGPVAAAAVAA 

ARGSGSNPARPGGFPGANSPGP 

VADLYGPASQDSGVGNYISAAS 

POPGSGFR/HTGIAGPF 1 ATA FT 

NGYH 


1 1398 


41766 


A 


11466 


226 


486 




11399 


41767 


A 


11467 


2 


432 




11400 


41768 


A 


11468 


1 


834 




11401 


41769 


A | 


11469 


205 


570 




11402 


41770 


B 


11470 


61 


939 




11403 


41771 


A 


11471 


96 


269 




11404 


41772 


A 


11472 


123 


593 


VAVLEARLLSPVRASKMTKKR 

RMNG RAKKG RG\H VQPI RCTNC 

ARCVPKDKAMKKFVIRNIVEAA 

A\VRDISEASVF\DAYVLPKL\YV 

KLHYCVSCA1HSNVVMESISVK 

ARKD\RTPPPRFRPGGCWPHVP 

PPKPNVRELEFFKDLKDRLISS 

WEEK 


11405. 


41773 


A 


11473 




228 




11406 


41774 


C 


1 1474 


187 


423 




11407 


41775 


A 


1 1475 




546 




11408 


41776 


A 


1 1476 




1254 




11409 


41777 


A 


11477 




1386 
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SEQ ID 

NO: 


SEQ ll>NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


11410 


41778 


A 


1 1478 


1 


1445 


HLKAKMGKEKTHINIVVIGHVD 

SG KSTTTG HLIYKCGG1DKRTIE 

KFEKEAAEMGKGSFKYA WVL 

DKLKAERERG1TID1SLWKFETS 

KYYVTIIDAPGHRDF1KNMITGT 

SQADCAVLIVAAGVGEFEAGIS 

KNGQTREHALLAYTLGVKQL1 

VGVNKMDSTEPPYSQKRYEEIV 

KEVSTYIKKIGYNPDTVAFVPIS 

G WNG DN MLEPSANMP WFKG W 

KVTRKDGNASGTTLLEALDCIL 

PPTRPTDKPL\ALPLQGVH\KLG 

GIGTVSSAPMETAGFSNPGMVV 

TFAPSPR*QRKVKSVE\MH\HEA 

L\NEALSGEQCGLSMSKKVSVK 

ECFVRGN\VAG*PAKNDPTQWE 

ASWLSLLQVIILEPSQAQISAGL 

CPLYWDC\HTGSHLHAKFAELK 

EKIDRR\SGKXV\EDGPKIL/RSL 

GDAAIVDMV\PG\RPMCVESFS 

DYPPLGRFAVRDMRQTVAVGV 

IKAVDKJCAAGAGKVXTKSAQK 


U4I1 


41779 


A 


11479 


1 


996 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO. 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acitJ 
of peptide sequence 


t Ammo acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


I 1412 


41780 


A 


1 1480 


1 


1875 


MPSDLAKKKAAKKKEAAKAR 

QRPRKGHEENGDVVTEPQVAE 

KNEANGRETTEVDLLTKELEDF 

EMKKAAARAVTGVLASHPNST 

DVHI INLSLTFHGQELLSDTKLE 

LNSGRRYGLIGLNGIGKSMLLS 

AIGKREVP1PEH1DIYHLTREMP 

PSDKTPLHCVMEVDTERAMLE 

KEAERLAHEDAECEKLMELYE 

RLEELDADKAEMRASRILHGLG 

FTPAMQRKKLKDFSGGWRMR 

V A LA RA L Fl RPFMLLLDEPTNH 

LDLDACVWLEEELKTFKR1LVL 

VSHSQDFLNGVCTNIIHMHNKK 

LKYYTGNYDQYVKTRLELEEN 

QMKRFHWEQDQIAHMKNY1AR 

FG HG S AKL ARQ AQSKEKTLQK 

MMASGLTERVVSDKTLSFYFPP 

CGKIPPPVIMVQNVSFKYTKDG 

PC I YNN LEFG IDLDTRVAL VG P 

NGAGKSTLLKLLTGELLPTDG 

MFRKHSHVKIGRYHQHLQEQL 

DLDLSPLEYMMKCYPEIKEKEE 

MRKIIGRYGLTGKQQVSP1RNL 

SDriOICPRVPI AWT A u/r^xrDUKyf 
ouuyrvv^iv. v^L./v WLA Wl^iN PH IVl 

LFLDEPTNHLDIETIDALADAIN 
EFEGGMMLVSHDFRLIQQVAQ 
El WVCEKQTITKWPG\DIL\A YK 

FHI K^IO VnXFPPf^T TkTI DTTr 


11413 


41781 


A 


11481 


194 


418 


Yfil A < \V < sPTOTQQ<^Qr , Tv7PUAA>fl7E? 

i UL-rto v l yiooooLiNrWlVlrb 

GGTi vnr;nwir:<ii4FiQpr:\/i td 

vjvj i l, v vjvJL/ w i\JorlJ_/ot\j V L/ 1 K. 
OVJV/L.I o v wnr v or/\ i L KKL 
11 I I PI pp 


11414 


41782 


A 


11482 


1 


675 




11415 


41783 


A 


11483 


1 


1125 




1 1416 


41784 


A 


1 1484 


I 


711 




11417 


41785 


A 


11485 


673 


796 




11418 


41786 


A 


11486 


3 


570 

< 

] 
1 

\ 

( 


RLQEFGTRNRHLPVNSPKLTNT 
KGKRRGTR\YMF\SRPFRKHGV 
VPLATYMRIYKKGDIVDIKGM 
3TVQKGMPHKCYHGKTGRVY 
MWTOHAA/Mfi IV WkTiA *r:r*p 

* ' * 1 v^l l/A/ V JVIVJ 1 V V T r^\£/\ vJVJK. 

57 1 PKRI*CPVIFT-MVkT HQVk'QP ncr 

*~->i rvivl v^L- V icnj \l\.rlo\l\ol\Uor 
L/ rv \ rv v ivii4NI^v^IVJV1VCA.i\J^\K.Li 1 

W\ VQ L\N RQL APPRE A H F V RT\N 
j\KEPGACWNP!PYEFHGHNR 


11419 < 


11787 


\ 


11487 


: 


>091 




1 1420 ' 


11788 


\ 


11488 1 


: 


>208 




11421 i 


11789 4 


\ 


1489 ^ 


130 J 


032 
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SEQ ID 

MO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Linknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possible nucleotide insertion) 


11422 


41790 


A 


1 1490 


-> 
j 


1158 


EDQIDRLDFIRNQMNLLTLDVK 

KKiKEVTEEVANKVSCAMTDEl 

CRLSVLVDEFCSEFHPNPDVLICI 

YKSELNKHIEDGMGRNLADRC 

TDEVNALVLQTQQEIIENLKPLL 

PAGIQDKLHTL1PCKXFDLSYNL 

NYHKLCSDFQEDIVFRFSLGWS 

SLVHRFLGPRNAQRVLLGLSEPI 

FQLPRSLASTPTAPTTPATPDNA 

SQEELMITLVTGLASVTSRTASM 

GI1IVGGVIWKTIGWKLLSVSLT 

MYGALYLYERLSWTTHAKERA 

FKQQFVNYATEKLRM1VSSTSA 

NCSHQVKQQ1ATTFARLCQQV 

DITQKQLEEEIARLPKEIDQLEKI 

QNNSKLLRNKAVQLENELENF 

TKQFLPSSNEGSVTIEIALVTLIG 

GNR1ML 


11423 


41791 


A 


11491 


132 


381 


SKAESVFPPTLPRQRPAAAAGP 
HWGAG*GQDEAGLHPGPEDRG 
FLRETPADPGLQAGLGQVHPPR 
SRADPPAPYQVPPRMGT 


1 1424 


41792 


B 


1 1492 


129 


470 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=lJnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11425 


41793 


A 


1 1493 


1 


1955 


FVSCQAPWSHPPAQLSPVGADA 

MTLTLSVLICLG LSVGPRTC VQ 

AGTLPKPTLWAEPASVIARGKP 

VTLWCQGPLETEEYRLDKEGLP 

WARKRQNPLEPGAKAKFH1PST 

VYDSAGRYRCYYETPAGWSEP 

SDPLELVATGFYAEPTLLALPSP 

V V A SGGN VTLQCDTL DG L LTF 

VLVEEEQKLPRTLYSQKLPKGP 

SQALFPVGPVTPSCRWRFRCYY 

YYRKNPQVWSNPSDLLEILVPG 

VSRKPSLLIPQGSVVARGGSLTL 

QCRSDVGYDIFVLYKEGEHDL 

VQGSGQQPQAGLSQANFTLGP 

VSRSHGGQYRCYGAHNLSPRW 

SAPSDPLDIL1AGLIPD1PALSVQ 

PGPKVASGENVTLLCQSWHQID 

TFFLTKEGAAHPPLCLKSKYQS 

YRHQAEFSMSPVTSAQGGTYR 

CYSAIRSYPYLLSSPSYPQELVV 

SGPSGDPSLSPTGSTPTPGPEDQ 

PLTPTGLDPQSGLGRHLGVVTG 

VSVAFVLLLFLLLFLLLRHRHQ 

SKHRTSAHFYRPAGAAGPEPKD 

QGLQKRASPVADIQEEILNAAV 

KDTQPKDGVEMDARAAASEAP 

\QDVTYAQLHSLTLRREATEPPP 

S\QEREPPAEPSI YAPLAI HLAHG 

GPRSHTQQKETQRLQKARELPP 

VDTN E PQP A WDP 



BNSDOCID: <WO__0175067A3_IA> 
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SEQII) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno*vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


! 1426 


41794 


A 


11494 


22 


1991 


G LI PLQS AG SPEG DA MTPA LTA 

LLCLGLSLGPRTRVQAGPFPKP 

TLWAEPGSVISWGSPVTIWCQG 

SLEAQEYQLDKEGSPEPLDRHN 

PLEPKNKARFS1PSMTQHHAGR 

YRCHYYSSAGWSEPSDPLELV 

MTGAYSKPTLSALPSPVVASGG 

NMTLRCGSQKRYHHFVLMKEG 

EHQLPRTLDSQQLHSGGFQALF 

PVGPVNPSHRWRFTCYYYYMN 

TPRVWSHPSDPLE1LPSGVSRKP 

SLLTLQGPVLAPGQSLTLQCGS 

DVGYDRFVLYKEGERDFLQRP 

G QQPQ AG LSQ AN FT LG P V S PSN 

GGQYRCYGAHNLSSEWSAPSD 

PLNILMAGQIYDTVSLSAQPGP 

TVASGENVTLLCQSWWQFDTF 

LLTKEGAAHPPLRLRSMYGAH 

KYQAEFPMSPVTSAHAGTYRC 

YGSRSSNPYLLSHPSEPLELVVS 

GHSGGSSLPPTGPPSTPGLGRYL 

EVLIGVSVAFVLLLFLLLFLLLR 

RQRHSKHRTSGLRLCPSSPRPE 

KAADFQRPAGAAETEPKDRGLL 

RRSSPAADVQEENLYAAVKDT 

QSEDGVEIYTRQSPHDEDPQAV 

TYAEVKHSRPRREMASPPSPLS 

GEFLDTKDRQAEEDRQMDTEA 

AASEAPQDVTYAQLHSLTLRRE 

ATEPPPSQEGPSPAVPS1YATLA1 


11427 


41795 


A 


11495 


1 


1818 




11428 


41796 


A 


11496 


3 


574 


IRCSSVDPRVRPRVRGASGAAA 
YCCRHVSIPRDHTTHNQSRKW 
HRNGIKJCPRSQRYESLKGVDPK 
FLRNMRFAKKHNTKGLKKMQ 
ANMAKAMSARAEA1KALVKP 
KEVKPKI PKGGQP1N LI RLA YIA 
HP\KLGKRARARI\AKGLKLCRP 
KAA KA KA KA K A K DQT K A Q A A 
A P A S V P AQ A PKRTQ A PTKA SE 


11429 


41797 


B 


11497 


45 


331 




11430 


41798 


A 


11498 


1 


1779 




11431 


41799 


A 


1 1499 


1 


837 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1!) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1432 


41800 


A 


1 1500 


3 


557 


ERGYSFTXFAERDIVRDIKEKLC 
YVA\LDFEQEMATAASSSSLEES 
YE\LPDGQVIT1GNE\RFRCPEAL 
FQPSFLGMESCG I HETTF\NS IM 
n\uuvuiknulyan 1 VLSGGTT 
ivi \ r r O r A UKJV1Q K b 1 T A L A PSTM 
IS.I ivi l A KPbKR Y £> V W I GGS 1 L\A S 
La i r\V^vJJVl VVl^KQbYDvESGPSlN 


1 1433 


41801 


A 


1 1501 


1 


1 1 88 




1 1434 


41802 


A 


1 1502 


1 


684 




1 1435 


41803 


A 


1 1503 


1 


1 198 




1 1436 


41801 


A 


1 1504 


22 


1239 




1 1437 


4 1 805 


A 


1 1505 


837 


971 




11438 


41 806 


C 


11506 


1 


3018 




11439 


41807 


A 


1 1507 


23 


368 




1 1440 


41808 


A 


11508 


1 


816 




1 1441 


41809 


A 


1 1509 


1 


441 




1 1442 


41810 


A 


1 1510 


195 


293 


IKVSPSGRDPVRDN*ITW*FLPY 
CSSTTGSLH 


i 1443 


41811 


A 


1 151 1 


56 


372 


MnLKAbrALrAR J PQPLGGRW 
u WAFWbKO WKbSRRLGPHRSP 
RRGSEAQAWRAAGPEPCPAGR 
QLRPVNIEWLFALILTHTFGTFQ 
VLA*TSQALI*NPRVLYPD 


1 1444 


41812 


B 


11512 


108 


326 




1 1445 


41813 


A 


1 1513 


3 




u^>lv^wK.^ , H'HbRlLERSRSWRTS 

YQGRPQEPSWLHPVDPHRGCR 

WSCLPVPCRAPSTPQPLGGRWD 

WAPWSRGRRLSGRLGPHRSPR 

NRGRLRHGGLQVPSRASQEGS 


1 1446 


41814 


A 


11514 




619 | 

< 


VRDIHGSPTHHRPGGLRGKNGF 

VGEARDPRYRSGHCFRECRTQ 

ALVAFT*C*SCGFTEVKN*GLSC 

LPAGQGSGPAARHV*ASHPLHG 

LPCGPSLP/NRAPPPTPRRPVPST 

I DXIACADDrTrDAi i r ■ r~\ r» 

1 ^uLKJNAoAKKO 1 GRQLHLQP 
w^vjIM V IS.rAULLoLLriCjQAC 

"tHPATPCDCDI CADA\/DTAI y> o 

Li Li r A I roKJ^IvLJi^FA Vr 1 ALGS 
ixJvlvLLLO rAObrOo5>LrroRQPP 

3GRRRPP 


11447 - 


41815 ] 


B 


11515 


i 


1524 




11448 - 


41816 


\ 


11516 


i 


1365 




11449 i 


11817 ] 


3 


11517 


i < 


S54 




11450 i 


11818 1 


3 


11518 


i 


795 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


1 1451 


41819 


A 


11519 


486 


929 


QKQEESWPEDTYPRALAAFPR 

GRARDLQPAMPEPPTLSMGSC 

APEPPRGAPPPAPRRRIPSTTQG 

LRSSGAGRRTCRQLHLQPRCRJ 

HWVKPAGLLSLWLFQMHSASC 

WWMYHSGAWRMVALFSWLH* 

ECPSGESGAPILHFPFALP 


11452 


41820 


A 


1 1520 


35 


473 


VLQLLRRHVWSCSFPPGVVVSL 

ALA V KLQTF VTQ EPSWLHPVD 

PAPGLQVELPASPLQCTRTSQPL 

GGRWDWAPWSRGRJISSGRLGP 

HRSPWRG*EAQAWRAAGPEP/ 

WPRGKA/C*GPARMRAKRRFPH 

CTF*EEVTVCSPQKRGGD 


1 I4S"} 


4 1 8? 1 


A 


1 1521 


23 


229 


RSWNPQTLFVGMYNATAAWK 
PI *QFLKKLNMKLP* DPG REPLN 
QTG*KGKRGGQEAFLEKGISSR 
MSQ 


11454 


41822 


B 


11522 


152 


901 




11455 


41823 


A 


11523 


1 


3063 




1 14S£ 




A 


1 1524 


242 


263 


VLQLIKAVWTQRTQEPSWLHP 

VDPALGLQVELPASPAPCACTP 

QPLG\PLLPGLPLWRHLRSPSVH 

HCTVGAPFWAGQGRSPLPQRR 

CALFLAGP 


11457 


41825 


A 


1 1525 


1584 


2082 


QRAGSPHSPRSLSVPPLPGLPLW 

RHLRSPSAHRCTMGAPFWAGQ 

GHSRLPQLAGRRGGRGASGNR 

CCVQRLQASWSSRWAWAWRA 

PHSEQPAGPAGPGQ*GTWHPG 

QRLQRMYWVLQQCRLTGAVL 

DFSPGLSCLPAGQGSGPAARHA 

♦AFHPLHGLLCGRSLPD 


1 1458 


41 826 


A 


1 1526 


1293 


1558 


C1QHCHHCCCYRCRASAAGAA 
S LQG STHVRIQ H\CTP\C P V L LTP 
SVRJLRDVCTRSIWPLVVTGLPS 
AMNVSSWCSTSSPAFGVLVLWI 


1 1459 


41827 


B 


1 1527 


179 


1031 




1 1460 


41828 


A 


1 1529 




342 




1 1461 


41 829 


A 


1 1530 


l 


3081 




1 1462 


41830 


A 


1 1531 


1 


371 




11463 j 


41831 


A 


11532 




501 




11464 


41832 


A 


11533 




836 




11465 


41833 


A 


11534 


88 


573 




11466 


41834 


A 


11535 




675 




11467 


41835 


A 


11536 


1239 


1556 


FLSLPTFLFVIFSGEEELLVLALV 
FLSLFFFFFFLRWSFAVVAQAV\ 
VQWHNLSSLPFGFKQFSCLSLP 
SS WDYRCPPPRPAN FCI FTRDG 
VSPCCPGWSRTSDLR 
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SEQ II) 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


I 1468 


41836 


A 


11537 


2 


375 


ASIE1DSLYEGIDFYTSITRARFE 
bLNADLFRGTLDPVEKALRDA 
KLDKSQ1HD1VLVGGSTRIPKIQ 
KLLQDFYEAVAYGAAVQAAIL 
SGDKS\ENV\QDLLSL\DVT\PFP 
LG1ETAGGWMTVPH 


1 1469 


41837 


A 


1 1 JJO 


9 


ZyJ 


NKMGNHF1AEFKRKHKJCDISEN 
KR A VRRLRTACERAKRTL/SSST 
QASIEIDSLYEGIDFYTS1TRAPF 
EELNAWGISWWWSLPPPVGAS 
SGPTIEEVD 


1 1470 


41838 


A 


11539 


1 


1659 




11471 


41839 


A 


11540 


1 


810 


AGKPHCGGEFCTPNVHHFFR*F 

* AN PK RT1 I/EN KEALTPPPT V/C * 

RAKPTLSSAPRAVI/EIDSS*E/G1 

GLYTSITPPRFEELNADLFLAPL 

TPVEKALRN A\KLDKSQI HDI VL 

V\GGSTRJPKIQSFLQDFF\NGKE 

LNKSINPDEAVAYGAAVQAAIL 

SGDKSENVQDLLLLDVTPLSLG 

IETAGGVMTVLIKRNTTIPTKQT 

QTFTTYSDVMQPGVLIQVYEGER 

AMTKDNNLLGKJFELTGMPGG 

MPGGFPGGGAPPSGGASSGPTI 

EEVD 


1 1472 


41840 


B 


11541 


848 


2399 




1 1473 


41841 


A 


11542 


1 


876 




11474 


41842 


A 


11543 


16 


1203 


SIPHEPWPVSLLLFQEQVPGKK 

ELRKGLALLEAIISICGSLDKVL 

KEKRKLFIHSMGEGTINGLLDE 

LLQTRVLNQEEMEKVKRENAT 

VMDKTRALIDSVIPKGAQACQI 

CITYICEEDSYLAETLGLSADQT 

SGNYLNMQDSQGVLSSFPAPQ 

AVQDNPAMPTSSGSEGNVKLC 

SLEEAQRIWXEQKSAEIYPIMDK 

SS\RT\RVALNCNEEFDSIPRRTG 

AEVDITGMTMLLQNLGYSVDV 

KKNLTASDMTTELEAFAHRPE 

HKTSDSTFLVFMSHGIREGICG 

KJCHSEQVPDILQLNAIFNMLNT 

KNCPSLKDKPKVIIIQACRGDSP 

GVVWFKDSVGVSGNLSLPTTE 

EFEDDAIKKAHIEKDFIAFCSST 

PDNVSWRHPTMGSVFIGRLIEH 


11475 < 


41843 


A 


11544 


2 


554 




11476 < 


41844 


a ; 


11545 


3 : 


291 

1 


IPPLLRPI VOSrifilPFMnk'PM^ 
l-.ii i ui^ivr Li v v^ovjvjir^cjvivj rvF lvl fv 

PGKVVLVLAGRYSGRKAV1V\R 
YSVDIPLDKTVVNKDVFRDPAL 
fCRKA RRE A K VKFEER Y KTG KN 
fCWFFQKLRF 



1529 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ H> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \= possible nucleotide insertion) 


1 1477 


41845 


A 


1 1546 


157 


386 




11478 


41846 


A 


1 1547 


2 


531 


FWQESASGHLWLSGFLSGPFSL 

LSAEMGKFMKPGKVVLVLAGR 

YSGRICAV1VKNIDDGTSDRPYS 

HALVAGIDRYPRKVTAAMGKK 

KIAKRSKIKSFVKVYNYNHLMP 

T\R YS VDI PLADKTV VNKDG FTD 

P\ALKRNARMEA\KVKFEERYK 

TGKNKWFF\QKLRVLDAFVLI1 

KNYKE 


11479 


41847 


A 


1 1548 


1 


414 


LGGLKGTWGETKPAMAAAEEE 

DGGPEGPNRERGGAGATKTLL 

YTGNHLFSPQWLETRPERQECP 

VCKAGISREKVVGEKSLLTFSL 

HFLRLKTPQICRLPV*LFLPP*GF 

QPFGDTGGFHFSFGVGAFPFGF 

FNSPSY 


11480 


41848 


A 


1 1549 


1 


654 




1 1481 


41849 


A 


11550 


3 


663 


RGQEVVSGLLGRVYVYLGGLK 

GTWGETKPAMASAEEENSGAPN 

VPNRERGGAGRPKTPFECNICL 

ETAREAVVSVCGHLYCWPCLH 

QWLETRVPERQECPWCKAGISR 

EKVVP\LYGRGS/QRSPQDPR!K 

NSPRPPGGRGPAPE\SRGGSQP\F 

GDTGG FHF\SFG VG AFPFGFFTT 

V RN A H E PFRRGTG VDLGVQG H 

PSLQLGKEFPLPGFSAIFFLFWL 


11482 


41850 


A 


1 1551 


3 


369 




11483 


41851 


A 


11552 


375 


851 




11484 


41852 


A 


11553 


1 


927 




11485 


41853 


A 


11554 


104 


845 
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SEQ n> 

NO: 



SEQll>NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location or llrst 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 



41854 



11555 



200 



1496 



ET1QAVVFMSLHFLYYCSEPTL 
pVKlAFCQGFDKQVDVSYIAKW 
YNMSKSKVDNQFYSVEVGDST 
FTVLKRYQNLKPIGSGAQGIVC 
AAYDAVLDRNVAIKKLSRPFQ 
NQTHAKRAYRELVLMKCVNH 
KNI1SLLNVFTPQKTLEEFQDVY 
LVMEL MDANLCQVIQMELDHE 
RMSYLLYQMLCGIKHLHSAGII 
HRDLKPSNIVVKSDCTLKILDF 
GLARTAGTSFMMTPYVVTRYY 
RAPEVILGMGYKENVDIWSVG 
CIMGEMVRHKILFPGRDYIDQW 
NKVIEQLGTPCPEFMKKLQPTV 
JRNYVENRPKYAGLTFPKLFPDS 
LFPADSEHNKLKASQARDLLSK 
MLVIDPAKRISVDDALQHPYIN 
VWYDPAEVEAPPPQIYDKQLD 
EREHTIEEWfCELlYKEVMDS\EE 
KT* K WC * L KGQPSP\S AQ VQQ 



41855 



41856 



B 11556 



56 



564 



11557 



970 



41857 



41858 



A 

Ia" 



11558 
11559 



903 



237 



479 



PVGTNTECE1PFQPMETGHSSR 
VDASGYK*PCLLCSVYSRGKTA 
GECTLF* VHHFLSSLCPVNLGA 
NNQL H YIP WFSTDG 



1859 



1860 



41861 



11560 



477 



11561 



A 

Ia" 



11562 
11563 



125 



1133 



837 



1862 



708 



CQHYKFRYHQQGEGQEEPPLN 

PHGAARAEVYLRKCTFDMFNF 

LASQHRVLPEGATCDEEEDEVQ 

LRSTRRATSLELPMAMRFRHLK 

KTSKEAVGVYRSAIHGRGLFCK 

RNIDAGEMV1EYSGIVIRSVLTD 

MRKKFYDG KG 1G\C YMFSMDD 

FDVVDATMHGNAARFINHSCE 

PNCFSGVIPGGGPENKIVIFGLR 

|RILGGEEVNLRTKXFP1E\DAK\N 

I KLPONCG A KRCRRFLN 



1863 



1864 



A 

Ia" 



11564 
11565 



136 



551 



AILYAKRASVFVKLQKPNAAIR 

DCDRAIE1NPDSAQPYKWRGKA 

H/RAQKIAEHRRKYERKREEREI 

KERIERVKKAREEHERAQREEE 

ARRQSGAQYGSFPGGFPGGMP 

GNFPGGIPGMGGGMPGMAGM 

PGLNEILSDPEVLAAMQDPEVM 

VAFQDVAQNPANMSKYQSNPK 

VMNLISKLSAKK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
— oiup louoii, /— puss i Die nucleotide 
deletion, \=possible nucleotide insertion) 


1 1497 


41865 


A 


1 1566 


1 


804 




11498 


41866 


A 


1 1567 


64 


1215 


PPSFAHHLPTMDPRXVNELRAF 

VKMCKQDPSVLYTEEMRFLRE 

WVESIGGKVPPATQKAISEENT 

KEEKPDSKKVEEDLKADEPSSE 

ESDLEIDKEGVIEPDTDAPQEM 

GDENAEITEEMMDQANDKKVA 

A1EALNDGELQKAIDLFTDA1KL 

NPRLAILYAKRASVFVKLQKPN 

AAIRDCDRAIE1NPDSAQPYKW 

RGKAHRLVLGHWEEAAHDLAL 

ACKLDYDEDASAMLKEVQPRA 

QK1AEHRRKYERKREEREIKER1 

ERVKKARJEEHERAQRE\EEARR 

QSG\AQYGSF\PGGFLGG\MPGN 

FP\GG\MPGMGGG\MPGMG\GM 

PGLNEILSDPEVLAAMQDPEVM 

VAFQDVAQNPAXNMSKYQSNP 

KWMNLISKLSAKFGGQA 


11499 


41867 


A 


11568 


1 


265 


VKAK1QDKEGIPPDQQRL1FAG 
KQLEDGRTLSDYNIQKESTLHL 
VLRLRGGI1EPSLRQLAQKYNC 
DKMICR/KKCGHTNNLRPKKK 


11500 


41868 


A 


11569 


3 


318 




11501 


41869 


A 


11570 


7 


57 


RFFNFLGGIP/P*SGPKGMTL/DQ 

TQGSKSKQIQWPALTFKPLVER 

NIPSSVTAVEFLVDKQLDFLTE 

DSAFQPYQVRNFRLLFKIKG*L 

NFIDIQTFFKQYSLNI1SSNF*LC 

EKPNECSQL1LLIG*TVY*FFNFL 

GGIPLNLGQKE 


11502 


41870 


A 


11571 


1 


2109 




11503 


41871 


A 


11572 


50 


251 




11504 


41872 


A 


11573 


1 


1922 




11505 


41873 


A 


11574 


2 


479 




11506 


41874 


A 


11575 


1 


909 


LILTSVLLFQRHGYCTLGEAFN 

RLDFSSAIQDIRTFNYVVKLLQL 

IAKSQLTSLSGVAQKNYFNILD 

KIVQKVLDDHHNPRLIKDLLQD 

LSSTLC 1 L 1 RG VG KS V LVGN IN I 

WICRLETILAWQQQLQDLQMT 

KQVNNGLTLSDLPLHMLTNILY 

RFSDGWDIIT\LGQVTP\TLYML 

SEDRQLWKKLCQYHFAEKQFC 

RHLILSEKGHIEWEVGCNFATF 

RKHYPAKEQYGRQHCIFCRHCS 

ILFWKDSGHP\CTAADPDSCFTP 

WSSQQFIALFQVLRAAPCHPY 

WRFVNPAVCAGL1VSVL 


11507 


41875 


A 


11576 


1 


1035 
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SEQ ll> 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Mel 
hod 



SEQ ID NO: [Nucleotide^ 
in USSN location of first 
09/540,2 1 7 [codon for peptide 
sequence 



Nucleotide location of lastUiiiino acid sequence ( X=Unknown 

codon for last amino acid *=Stop codon, /=possible nucleotide' 
of peptide sequence (deletion, \=possible nucleotide insertion) 



A 11577 |63 



606 



FAKNERTQRGKRRGVTRYMFSR 

PF\RK\HGVVPLGPHICR1\YRKG 

D1VDTQGNGVLFKKGMPHKCY 

PWPKLEGVLQLLPQHAWAIVV 

NQPVLGQSFFPRE*iVRIEHI\KH 

SKSPR*ASLK/RVLKENDSEKER 

SPNEKGTWGSNLKRHLAPPQK 

khtl*rtngkepel\lep1pyefh 
Ighnrc 



11509 141877 

11510 41878 



A 11578 



490 



A 11579 



150 



536 



11511 [41879 A 11580 m6~ 



M>512 41880 |A 1 1 1381 TT 



476 



626 



NCKISFLHFCYIFVICALKRISAL 

srgkilakrjnvriehikhsksr 

J DSFLKR VKENDQK K KE A KEKG I 
TWVQLKR/QGKNLVYISLVLRA | 

|l*g*dlthhiiilfpfffl**papp 

reahfvrtngkepell 

gmgtvqkgmphkcyhgktgr I 

V YN VTQ H A VG I V VN KQ VK * V V 
LCG 

wafrpeppssskfaqndgpqrg I 

krrgt\rymf\srpf*enhgvvp I 

lahifmrmykvkgdivrhprgm 

gycskkgmpptscypwqklgr I 

vvynvtpamlfgivckqtklkg 

ndslprg/ilmwri*ahlrhf*g 

ard/raslktcgrengsrkker 

KPKGGKVTWGFQLKRRHLGFP | 
PQEEATFLLKEPIGGREP*ACLE 

Ipyfpywiswginrc 



11513 141881 
111514 41882 



A 

ia" 



[11582 
111583 



499 



723 



96 



411 



PAPTSRCRRRRAPLPKKKAEGD 
AKGNKAKVKDEPQRRSARLS\A 
KPAPPKPEPKPKKAPAKKGEKV 
PKGKKGKAD\AGKEGE*PLQKN| 
GDAKTDQAQKA\EGA\GDAK 



111515 
111516 



41883 
41884 



A 

Ia" 



[11584 
1 1 1585 



|3_ 
|588 



493 



759 



[11517 
11518 



41885 
41886 



A 

Ia" 



11586 
11587 



m3 



111519 41887 A 11588 [l 
11520 41888 A 11589 \32T 



626 
645 



739 



676 



11521 141889 



11590 



1 1 



328 



I GEGCG WAEVGRCRPGPPDPAG 
PAGAAGP\GAARGGLFRGVLSP I 
ISSRCGGGSSSSRSGR 



NPNPSWNLAHVWDMDRK*EQ 
RGIQ/V**SNINKS*KEKMSMQC I 
LEMPRNPDH*GRIDVSFQNLMR| 
LTR*SQMG YLPWDLKQELETFS 
KLS* KQ VMLS V VVTFVRNMLQ [ 
LRFLTSFSG 
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SEQ ID 

NO: 


SKQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11522 


41890 


A 


1 1591 


1 


378 


LFIVTVCPAFLRFSSAICDSFLIC 

PQVGGCVRRVLLVTVGVLLSIS 

LDMAATGVSLGSSWSLFLGIW 

LMIRFQVS*WYPNWLLILSWRN 

1SITSTPSYYFTYFPTFCYQISPPN 

QLFCFCLCSWFL 


1 1523 


41891 


A 


1 1592 


1 


780 




11524 


41892 


A 


1 1593 


1 


1461 


MVTLMGHAALCLHYVMQLGT 

TGG A WYFPRA SSQ A REM PQCP 

TLESQEGENSEEKGDSSKEDPK 

ETVALAFVRENPGAQNGLQNA 

QQQGKKKRKKKR1IIISGKVLED 

FLALAMH F A DEETGQKRCS LN 

QTIQLLITPDTGSI WHQAFLSS1 V 

RRAAQQYGFREGGEDDDWTL 

YWTDYSVSLERVMEMKSYQKI 

NHFPGMSEICRKDLLARNMSR 

M LKMFPKDFRFFPRT WCL PADP 

AQLDLWSQTFWPRPRTAPDGT 

GADGLGLRLGSLGK/VSFWFPA 

CHGLG*PEASYTAS/MACGSLP/ 

WKLSTFSAYLEDHSYNVEQIW 

RDIEDVIIKTLISAHPIIRHNYHT 

CFPNHTLNSACFEILGFD1LLDH 

KLKPWLLETEKMQTAGALFISP 

ALPSYSNFPLQVARREFQTSVV 

SRDIDTAAKFIGAGAATVGVAG 

SRAGIGTVFGSLIIGYARNPSLK 

QQLFSYAILGFALSEAMGLFCL 

MVAFLILFAM 


11525 


41893 


A 


11594 


1 


2301 




11526 


41894 


A 


11595 


3 


381 




11527 


41895 


A 


11596 


1 


729 




11528 


41896 


A 


11597 


1 


1006 


MVKVKARVNEFGYTGCLVTRA 

AFNSGKVDIVAINDPF1DLNYLA 

YMLQYDSTHGKFHGTIKAENG 

KLVINGNPITIFQE*DPTKIKWG 

DAGTEYVVESTSIFTAMEKVGA 

HLQRGAKRVMIFAPSTEAIMFM 

MKVNYEKYDNSLKI ISN ASCTT 

NCLAPLAKVIHDNSGIVERLM1 

TVHVITTTQKTVDGPCRKLRPD 

GHRALQNIIPASTSTAKAMVKV 

IPELNKKLTGMASHVPTAKVLV 

VDPTCHL/EKPAKYYDIKKMM 

KQASEDPIKG1LGYTEHQIVSSD 

FNSDTQSSTFDAGAGITLNDHF 

VKLISWYDNEFGYSNRVVDLM 

AHMASKE 


11529 


41897 


A 


11598 


3 


508 




11530 


41898 


B 1 11599 


1 


5068 
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(SfcQ ID 
NO: 



SKQIDNO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
locution of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



11531 41899 



11600 



58 



659 



PVATTCECIFIHLGEADVWIGN 

AA/WELYYLEQSJQHDSPMPSD 

KTTG*GDN*FYASS\GAGKFVS 

RAVF1NLEPIVTDEVCTGTYHQ 

LFHPEQL1TDKEDAAHNYAWG 

HHDIGKIIGCYSTNKTKCTIQFV i 

D WC FTSLK VGINCQLPTV VPAG j 

NLANIKRAACMLSNTIAIAEA W 

VCLGHKSDLSYANCSFVHQFFN 
KSIH 



11533 41901 



11601 



511 



11602 



1173 



497 



wcdgpqnryalicqqc/yshng| 

MALKEEFEYJAFRCAYCFFLNP 
ARKTRPQAPRLPEFSFEKRQVV 
EGSSSVGPLPSGSVLSSDNQFNEl 
ESLEHDVLDDNTEQTDDKIPAT [ 
EQTNQVIEKASDSEEPEEKQET 
ENEEASV1ETNSTVPGADSIPDP 
ELSGESLTAE 



[11534 |41902 
11535 41903 



11603 



764 



11536 
11537 



41904 
41905 



B 



[ 11604 

11605 



444 



44 



1748 



B 11606 



1134 



11539 [41907 
111540 41908 



11607 



II 



549 



11608 



212 

n 



548 



11609 



905 



11541 41909 



A 11610 



186 



209 



ESVAAAARAFPFTAPKELERQQ 

RRRFRFHHLFLFPSLRTPCRVSV 

SLQPWLWKATEVMAMFEQMR 

AN VG KLLKGIDR YN PENLATLEI 

R\YVETQ\AKENAYDLEPNLAV 

LKLYQFT^PAFFQTTVTAQILLK 

ALTNLPHTDFTLCKCMIDQATI 

QERNGPIPDQIFVPSGTLLEDPA 

hfpgpfwqtpgngracqkawd| 

ENH WTLFG K VLTAG F* RLL VRK 
FIC\HVVGYHLPSHIDR\WLLAE 

mlgdl\sdkpakrcwmskirlr| 

EDDRRGQIFMCS\QE*EHLNPRN\| 
1VEKIDFPSVSSIMASSQ 



QLWPN*LLSRNKEATLRYSQLP j 
TCHSICY*MPAF*HTISDLSFNK 
NINCKSYHLRVFYKYV*IVCHF 
*VPKVYWTKYYQTSCRT*WR* 
SGVE*PPJISSSSSACCLLRRLPT 
EGTCPEIFWNPRLGISAECRDSC | 
GPTSF 



1 1542 
1 1543 



41910 
41911 



11611 



2948 



11612 
1 1613 



999 



657 



[11545 41913 
11546 41914 



1 1614 
1 1615 



707 



297 



1535 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1547 


41915 


A 


1 1616 


1 


1287 




1 1 j**o 


4 1Q1 6 


A 

/V 


11617 


242 


540 


LTNEKKVQDQMDSQPNSTRGT 

RRSLYPFLLKLFQLIEKEGILPNS 

FYEASIILIPKPGRDTTTTKKEF* 

TNIPDEHRCKNPQ*NTSKPNPA 

AHPKAYPP 


11549 


41917 


A 


1 1618 


193 


916 




1 1550 


41918 


A 


1 1619 


1 


2169 




11551 


41919 


A 


11620 


1 


615 




11552 


41920 


A 


1 1621 


39 


568 


NSAWARRPLVLPLMSLVSPWK 

SSQH I FAR VLN PPN L DG RRKN S P 

LPITCHLRVWARRYAHVNALRK 

AD\1DLTK\RAGEL\TEDEVERVI 

TILQ\NPRQYK1PD\WFLNRQKD 

VKDGKYSQVLANGLDNKLRED 

L\ERLKEDSAP1EGLRH\FWGLR\ 

VRGQHTQDQLGRRGRHRGASA 

GARR 


1 1553 


41921 


A 


1 1622 


1 


378 




11554 


41922 


A 


11623 


1 


222 




1 1555 


41923 


A 


11624 


2 


367 




1 1556 


41924 


A 


11625 


2 


376 


QTYSLRRATPRHI1VGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFN1LKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


11557 


41925 


A 


11626 


1 


633 




11558 


41926 


A 


11627 


164 


714 


IGVNRHL1QESPSWNLAGAPLE 

QIFQRKEQAAIFAILQPLLV1SRQ 

TGSGVDPQQTPADLQK/SGSDS 

REQNKTENEFDELTEIGCRRWV 

ITNSSELKEHVVTQCKEAKNLE 

KMLQELLTRITSLEKNINDLME 

LKNTAQELREAYTIINSQTDQA 

EERISEIEDQLNE1KGEDN1REKT 

VKRNE 


11559 


41927 


A 


11628 


504 


936 


TESSS1NINKKDDHAKTPXPKDH 

NSSPAREQNKTENEFDELTEIGC 

RRWVITNSSELKEHVVTQCKEA 

KNLEKMLQELLTRITSLEKNIN 

DLMELKNTAQELREA YTI INSQ 

TDQAEERISEIEDQLNE1KGEDN 

IREKTVKRJE 



1536 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la< 
codon for last amino acic 
of peptide sequence 


>t Amino acid sequence ( X=Unknown, 
1 *=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


1 1560 
11561 


41928 
41929 


A 
A 


II629 
11630 


1949 

1 


3232 
421 


PGKQDLEWTSSKLQQTCRRGT 

LL VEGKLTNRKE* HQHQQKLR 

PHGNLIQRDHNCSPAREVQNWM 

ENEFDKLTEVGFRRWTITNSSK 

LKERVLTQCKEATNLAKRLEK 

LLTR1TSLEKNKNDLMELKNTA 

QELREAYTSISGRINQAEQRTSE 

IEDQLNEIKRRGVSVCPQPSEDT 

PRSTARVPKGMVPFRPRVPLVT 

PPREKKEAPWLACLRTRALRJLI 

DPPSQVWDIVSCDAENETKLEN 

TLQDI IQE N FPN L A RQ AN\ V Q I Q 

EIQRTPQRYSSRRATPRHI1VRFT 

KVEMKEK\MLRAAREK\GQVT 

HKAKPIRLTADLSAENLQAR/R 

TEWGPIFNILKEKNF\QPRISYPA 

K\LSFISEGEIKYFTDKQMLRDF\ 

VTTRPALK\ELLKEALN\MERD 

N\RYQP\LQNHAKFVKTIEAREE 

TCINLMCQITS 


11562 
11563 


41930 
41931 


A 
A 


11631 
1 1632 


2 

59 


415 1 

492 


GHIGVRPSLHPVTSTTSGNVSPT 

LARAMASISELACVYLALILHD 

DEVI1MEVN 1NTLI KAASVNVE/ 

PFWPGLFGKALANVN1GSLICN 

VGAGGPALAAGAAPAGGPAPSI 

AAASAEEKKMEAKKEESEESD 

DDMG FG LFTKP V L 


11564 

11565 i 

11566 < 


41932 

H933 / 
11934 J 


\ 

K 1 
>i 1 


11633 

1634 1 

1635 I 


100 

t 
1 


527 

1 

j 
< 

I 

i75 
032 


PPRTGQRQPLHSARRHGPSVSVE 
LAC1\YSALISARTDEVTVTVEDK 
fNALIKSSPL*MLSPFWPWLCLQ 
^PLA\NVN1GSL\ICNVRGPVEPA 
\SQPGA\GPARKVLAPST\AAAP 
5*RRRKLEAKKRXNPKEVLNDE 
1GLLVFLN 



BNSDOCID: <WO 017S067A3JA> 



1537 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \~possible nucleotide insertion) 


1 1567 


41935 


A 


11636 


3 


976 


HEAKHQMADDAGGS/AGGPEG 

PGGPWDG KTPLLSGEVFG1V1R 

GRGSRP/RGRGRGRAGRGARGG 

KGPRIK/W1GMPVHQVGAALVK 

DH*RSKPPWKEIYLFSLP\IKGIK 

DS*FSFLAGPLSKDEGFEGLCPV 

QKQTRAGQAQQVSRPFVAIGG 

LQMAHVGSGVLSAPKEWATG 

HPVGAIILAKLSIRPRAQKG1WG 

TKYWQSPNTVP\CKV\TGRCGF 

VVVRL1P\APRGSGIVSAPVA\K 

KLLMMAG1DDCYT\SAPGCTAT 

LG\N FA KG HPLI AI FKATYKL P* P 

PDLWKAETVFTKV\PYQ\EFT\DH 

LVKDPHPESSVQRDLRLQLVAT 


1 1 S6K 


41936 


Q 


11637 


279 


322 




1 1569 


41937 


A 


11638 


1 


107 




11570 


41938 


C 


11639 


69 


134 




1 1571 


41939 


B 


1 1640 


223 


950 




11572 


41940 


B 


11641 


1 


684 




11573 


41941 


A 


11642 


1 


564 


EFGTRDNRVLLPLVNPTVFFDI 

AVD/GVYPLGRVSFELFADKVP 

KTAENFRALSTGEKGFG\YKGS\ 

CFHRLFPXG FMXCQG W*L* SH KN 

GT\GGKSHLWGRNLKDENFI\L 

KHTGPGILS\MANAG\PNT7sIGSP 

VFLTSCTA\KTE\ W L DG KHVAG L 

GKVKEGMNIVEAMERVFGSRN 

GKTSKKIISIANDCGTTSN 


1 1574 


41942 


A 


11643 


1 


877 


MSGALDVLQMKEEDVLKFHA 

AGTHLGGTNLDFQMEQYIYKR 

KSDGIY1INLKRTWEKFLLAAR 

AVVAIENPADVSV1SSGNTGQR 

AVLKFAAATGATP1AGHFTPGT 

FTNQIQAAFREPRLLVVTDPRA 

DHQPLTESSYVNLPT1ALCNTDS 

PLRYVD/ICNNKGAHSVGLMW 

WMLAREVLRMRGTISRGHPWE 

VMPDLYFYRDPEEIEKEEQAAA 

EKA VTKEEFQG E WTA PAPEFTA 

TQPEVADLSEGVQVPSVPIQQF 

PTDDWSTQPATENWSAAPTAQ 

ATEWVGATTDWS 


11575 


41943 


A 


11644 


1 


1674 





1538 

BNSDOCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/USOI/08631 



I 1576 



11579 
I 1580 



11581 



SEQ ID NO: 
of peptide 
sequence 



41944 



SEQ II) NO: 
in USSN 
09/540,217 



1 1645 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of lastl Amino acid sequence ( X=Unkno>vn" 

codon for last amino acid *=Stop codon, ^possible nucleotide' 
of peptide sequence deletion, V=possible nucleotide insertion) 



11648 
11649 



4 1947 
1948 



11650 
11651 



11582 



1652 



I 121 



19 



41950 



450 



11655 



11656 



66 



1954 
1955 



11657 
11658 



11659 



587 



644 



157 



1539 



MLEAVLEESPREEAAFSWVMK 
GNLAAGKT1QAQDRDAVG1LSS 
RTG ESM ENLQKN LLPKQRRRT 
RETFTMSGALDVLQMKEEDVL 
KFLAA\GTH\LGGTNLDFQMEQ 
YIYKRKSDGJY1INLKRTWEKLL 
\LAA\RAIVAIENPADVSVISSRN 
|TGPEGLCLKF\AAVATGATP1AG\ 
RFTPG\TF7ANQIQ\AAFREATGF 
LVVTWTPGLD\HQPLTEA\SYV 
I YLPT1 A\LCNTDS\PL\R Y VDJ A IP 
CNNKGAHSVGLMW\WML\ARE 
VLRMRG\TISREHPWE\VMPDL 
YFYRDPEEIEKEEQAAAEKAVT 

keefqgewtapapeftatqpev 
adwsegvqvpsvpiqqfpted 
wsaqpatedwsaaptaqate 
wvg attdws 



PDRRWSSLDTMNHTGQTFFSPV) 
NSGQPPNYEMLKEEHEVAVLG 
APHNPAPPTSTVIHIRSETSVPD 
HVVWSLFNTLFMNPCCLGFIAF | 
AYSVKSRDRKMVGDVTGAQA 
YASTAK\ALNIWALILGILMTIL 
ILIVIPGLIFQAYG 



SLRLWVTERTAVTNLPSSSRGV | 
GDKPPVGSPHLFLSLVVAFNPL 
QSTRNPASASQPQ\PCSAEQPAR I 
RG*AEPALRTVLP1HAEMWLPR | 
LHEFEEHRLVHRCFTLTFVDET 
DHC A VLPRGAGSGQGGG FERIlJ 
SQSPGSLWESC*PGLWLNILSNP| 
PPCPLPAPLGRTAQ 

RGTWSnA*KSQGlSWDRFEEVT| 
LCREPFT 



1LSWLTLWSILRLYIVTLTGKIC 

SLTSEASEATSPPRGTNNSRSVA 

LAVVTLVWRVCSFIFDSKAFfL 

AFAFFFSHWFSILPFPPQHGATL 

WYFWGDFECSRGPRNIHTDDR 

ARLVPMTERGGPPQGGEPART 

RSPRQGGRGGMEGGE*YPCPPH 
ILGGQERKPG 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11589 


41957 


A 


1 1660 


180 


583 


YTEVL'KGPDGAENHGTRTT** 

MHKPH*PIRSTGRKADKQLQQS 

LR\NKI>iVQKSQAFLYT7NTNRQT 

ESQ1MSELPFTIASKRIKYLG1QL 

TMDVKDLFKENYKPLLKEIRG 

YKQMGEHSMLMGRKNQYSEN 

GHTAQ 


1 1590 


41958 


A 


11661 


82 


159 




1 1591 


41959 , 


A 


11662 


2 


1008 | 


NAAPLQQRNKAGCR/YDLDEL 

REEGFRRSNFFKLKAEVRTQCK 

ETKNLEKTLDKWLTRKTSVEK 

SLNDLMELKTMVQGLRDKCTN 

FSNGFDQLEERVSVIEEQMNEM 

KQEKKYREKKDRSMTQKVNFC 

D1QELDSALHQEEL1DIYRTVHP 

KSTEYTFFSAPHRTYFKIDHIVG 

SKA L LS KCKRTE1 ITNCLSDH S A 

IKLELR1KKLTQNRSTTWKLNN 

LLLNDYWVHNEMKAE1KMFFE 

TNENKDTTYEN L WDTFKA VCR 

GKFRALNVHKRKQERSK1DTL1 

SQLKELERQELTHS1CASRMQEI 

TK1RAEQKEKETEKNIQKNQRI 

QELFLLKDQQN 


1 1592 


41960 


B 


11663 


! 


1529 




11593 


41961 


B 


11664 


Ill 


1350 




11594 


41962 


C 


11665 




2127 




11595 


41963 


B 


11666 




1350 




11596 


41964 


A 


11667 




1506 





1540 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT7US01/08631 



SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Mel 
hod 



SEQ ID NO 

in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
r =Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



11598 



41965 



41966 



A 



11668 



1855 



1 1669 



2678 



2897 



M111VPLYSSLGDRVKSCEKKRE | 
RERERRKKERKKERKKERKKE 
RKKASSKEREEGRKKERRKKL 
RKKEEKERXKRKKKRREGRKE 

rkkekerkegkkeerknipgkrI 

RESTDPLKEMDHRCLLPEMLK 
GTWWTTPARASGPAVPLLCEF 
RQ WTVDTTSV VPESTHMPGQM | 
TQP1PAPDSHNMDEAGGHYPK 

qtntrpenqilhvftdkwelntI 

eykdpkkrttdtraylrveat 

laadwmvptqiegrssfvlatll 

AADWMVPTQ1EGRSSFVLATL 
AADWMVPTQTEGRSSFVLATL 
AADWMVPTQIEGRGRMTPHM 
AGYSSETKLPEERSGSSICGSP1S | 
AVLQPPLLIPRQTGSGVDLQQT 
PTDLQLRVLMERSSSPATEQS W | 
MENDFDEMRDEGFRRSNYSEL 
KEEVQTYCKEVCRGKFKALNA 
HKRKQETSKIDTLTSQLKELEK 
QEETHSKASRRQElTKIRAELKEl 
IETQKTLQKINESRSWTFEKINK 
IHRPLARL1KKKTEKNQINAIKN | 
DKWDITNNLTEIQATIREYYKH 
LYANKLENLEEMDKFLDTYTL 
PRL*N/CRQSLIAYQQIKVQDQ 
MDSQSNSTRGTRRSWYHSF 



PDGAKKHGKRT\RDERTSFSSEF| 

NQLEERVSVIENQMNEMKREE 

KFREKRVKRNEQSLQEIWD\M* 

[kdqmrsts 



11599 



1967 



11670 



843 



2004 



NNQCREVLKGVDGAESQGSRT\| 
REERRSLRSRCDQLEERVS vied 
QMNEMKREGKFREKRIKRNEQ f 
SLQEIWDYVKRPNLRLIGVPES 
DGENGTKLENTLQDIIQENFPN 
LTRQANIQ1QEIQRTPQR YSSRR 
ATPRHIVVRFTKVEMKEKMLR 
AAREKGRVTHKGKPiRLTADLSl 
AGTLQARREWGPIFNILKEKNF 
PPRISYPAKLSFISEGEIKYFTDK I 
QMLTIVHLKTLDIIYMYN1RRPK 
GGEKKADQEVNSEPRNN1VLET 

kg drg pq a pa spggpppr r v rr i 

sasgsragitfhpvhyltrrpfaI 

hrfhyqshgygvgsvqsaelr 

hktnsaaraalrdggvdcrgrI 

ergsacqkrsddeagglvlsd 

lprvmsgswevrr 



1968 



1671 



3221 



1541 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possiblc nucleotide insertion) 


1 1601 


41969 


A 


1 1672 


82 


160 




11602 


41970 


A 


1 1673 


1 


551 


AAAMADSGTAGGAALAAPAP 

GPGSGGPGPRVYFQSPPGAAGE 

GPGGADDEGPVRRQGKVTWS 

YDRKELRKRL\NL\EDWIL*QLN 

GAFYDCQ\EEEIPELE1DVDELL 

DVMESD\DARAA\RVKELLVDC 

YKPTEAFISGLLDKIRGMQKLS 

TPPEEVRVPDPGRTVAPTGQSL 

PPDLVATA1TGGT 


11603 


41971 


A 


11674 


362 


650 




1 1604 


41972 


A 


11675 


1 


651 




11605 


41973 


A 


1 1676 


1 


3101 




1 1606 


41974 


B 


11677 


1 


2838 




11607 


41975 


A 


11678 


1326 


1980 


TSEASRQSERVDSAALSALSLLS 

RSSKCRPWGTARVARAGGCLT 

PLLSRRFLETRPFTGPWDPGLG 

VTCWCCPPKRRLKSTPRPKFSV 

CVLGDQQHCDEAKAVDATFEV 

CLGDQVLSNANGFLSLSAKKY 

DAFLASESLIKQIPRJLGPGLNK 

AGKFPSLLREEGQAICYSSTNLT 

♦SSLPSSQVLCLAVAVGHVKMT 

DDELVYTvJIHLAVNFLVSLLK 


11608 


41976 


A 


11679 


1 1 


720 


EAMSSKVSRDTLYEAVREVLH 

GTQRKRRKFL\ETVELQISLKNY 

DPQ\KDKRF\SGT\VRJLKSHSPAL 

SFSVCVLG D\RQH\CDVE A KAW 

DIPPHGPSEAAEKTSTKNKKLV 

QKS WPKX V *MPFLA\SESS DQ A 

RFPR1PRAPGLNKAGK\FP\SLLT 

HNGKHGGPKVDEVKVPQSRFQ 

M KKVLCLAVA VGH VKMTD\DE 

L V FN 1 H LAWN F LAV SL LKAKN W 

QKCSGALYYQEAPMGQSPKRL 


11609 


41977 


A 


11680 


34 


507 




11610 


41978 


A 


11681 


407 


806 


LRVGMLQRSKANGPDDDHLLG 

ASCTCGPSTGSPSPRJLPSLPQRP 

QKGLLHQ/RATRMKPGNIAKGL 

WTCRLSKGTVMKLWLLTAVPRL 

SGLLVCPLVHQLLLAFKFLKRF 

PIFCLV/FRAANRHARFSILFKLS 

RP 


11611 


41979 


A 


11682 


I 


1551 





1542 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


: Me 
hoc 


t SEQ ID NO 

in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la 
codon for last amino aci 
of peptide sequence 


st Amino acid sequence ( X=Unknown, 
J *=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


1 1612 


41980 


A 


11683 


1 


(751 


MAGYSSETKLPEERSDSSIRGSR 

KSTVLQTLLLIPRQTGIKKLTQN 

RSTTWKLNNLLLNDYWVHNE 

MKAE1KMFFETNENKDTTYQN 

LWDA r IQSSV*RElYSTKCPQEK 

AGKIQNXDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAEPKEIQT 

QKTLQKINESRSLFFKRINKIDR 

PLARLIKJCKREKNQIDAIKNNEK 

GISPPIPQNYKLPSENTTNTSMQ 

IN*KI*KXWINSWTHTPSQE*TR 

KKLNL ! 


11613 


41981 


A 


11684 


49 


551 


VRATYFHHAPANCTEFVPRQL 
VSRAENLPQATSLPTEKASRAF 
R V L L 1 PRQTRSG V DLQQTPTDL 
QLRVLIVRRKTNKQKGHPHQN 
PICTSPLRRSNFFELKEEVRTHG 
KDAKNLEKRLDKWLTRISSVE 
KSLNDLMELRTM A * ELCDECTS 
FSS*FNQLEERVSV! J 


1 1614 

11615 4 

11616 4 

11617 4 

11618 4 


41982 

1983 / 

1984 E 

1985 E 

1986 A 


A 

V 1 
t 1 
I 1 
i 1 


11685 

1686 1 

1687 1 

1688 |i 

1689 \2 


1 

4 

01 h 
II 

1 |2 


1566 

< 

} 

1 
1 

T 
I 
F 
C 

962 
772 

047 [ 
87 


MNSLLTGQIPESQQ1HRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

S1CGSPISAVLQPPLLIPRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKDIQDLNSALHQA 

DLIDIYRTLHPKSTEYTFFSAPH 

HTCSKIDH1VGSKALL/EQM*KN 

RNYQKLSLRPQCNQVLELRJKKL 

TQNHSTTWKLNNLLLNDYWM 

QKRPLKIQQCFM L K TLN K L G I D 

GTYLKIIRAIYDKPTANIILNGQ 

KLEAFLLKTGTRQGCPLSPLLL 

NVVLEVLARAIRQEKEIKGIQL 

3KEEVKLSLFADDMIVYLENPI 

VSAQNLPKLISNFSKVSGYKIN 

^QKSQTFLYTNNRQTESQIMSE 

-PFTIASKRIKYLGIQLTRDVKD 

.FKENYKPLLKEIKEDTNKWK 

^IPCSWVGRINIVKMAILPKVIY 

IFNA IPIKLPMTFFTELEKTTLK 

'IWNQKRACIAKSFLSQKNKAG 

} ITLPEFRL YTRLQ | 



BNSDOCID: <WO 0175067A3JA> 



1543 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \-possihlc nucleotide insertion) 


1 1619 


41987 


A 


11690 


131 


723 


LLEGKLTNRKDI HTKN PSVRH/ 

RSSKTKERVSAMEDEINEMKRE 

EKFREKRVKRNEQSLQEIWDYL 

KRPNLRLIGVPESDGENGTKLE 

NTLQDIIQENFPNLARQANIQ1Q 

EIQRMPQRYSLRRATPRHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLT/ADLSAETLQARRE 

WGPIFN1LKEKNFQPRISYPAKL 


11620 1 


41988 


A 


1 1691 


1 


1257 




11621 


41989 


A 


11692 


1 


759 




11622 


41990 


B 


11693 


107 


511 




11623 


41991 


A 


11694 


170 


726 


LLEGKLTNRKDI HTETPSVCHH 

HQRPKDIIQENFPNLARQAN1QI 

QE1QRTPQRYSSRRATPRHIIVR 

FTK/VEMKEKMLRAAREKGRV 

THKVKPIRLTADLLAETLQARR 

EWGLIFNILKEKNFQPRISYPAK 

LSFISEGEIKYFTDKQMLRDFVT 

TRPALKELLKETLNVERNNRYQ 

PLQKHAKL 


11624 


41992 


A 


11695 


I 


569 


MAGYSSETKLPEERSGSNICCSP 

1SAVLQPPLLIPRQTGSGVDLW 

QTPTDLQLRVLTVRRKFNKQKG 

HPHQNPICTSPSSKTKGQ1RAEL 

KEIETQKALQKINESRMWVFEK 

INK1DRPPARLIKKKREKNQIDA 

I KN D RG D1T1 DPTEIQTTI RE Y Y K 

HLYANKLENLEERDKFLNTYTL 

PRLNQEEVESLNRP1TGSEIEAII 

NSLPTKKSPGPDGFTDAFYQRY 

KEDLVPFLLKLFQS1EKDRILSN 

SFYEAS1FL1PKLGRDTTKKEN* 

QTERTSTPKPHLY1TIIEDQRPD 

QSRTEGNRDTKSPSKNQ*1QEL/ 

WFLKRSTKLIXATSKTNKEEKRE 

ESNRCNKK* * RG Y H H RSH RNT 

NYHQR1L*TPLCK*TRKSGRKG* 

IPQH1HSPKTKPGRS 


11625 


41993 


A 


11696 


3 


1039 




11626 


41994 


C 


11697 


1 


1251 




11627 


41995 


A 


11698 


1 


807 
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ISEQ ID 
NO: 


SEQ ID NO 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 

in USSN 
09/540,217 


: (Nucleotide 
location of first 
jcodon for peptide 
(sequence 


Nucleotide location of la* 
codon for last amino acit 
of peptide sequence 


it Amino acid sequence ( X=Unknown, 
1 *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11628 


41996 


A 


1 1699 


|] 


713 


MNSLLTGQIPESQQIHRDSSAAT 

WWKKIYRQKMGNDIEKSEVRG 

GLTPHTAGYSSETKLPEKRSGS 

SICGSP1SAVLQPPLLIPRQTGSG 

VDLQQTPTDLKLRVLTVRRKS 

NKQKGHPHQKPICTSPLSKTKD 

RSTRQKVNKD1QDLNSALHQA 

DLID1YRTLHPKSTEYTFFSAPH 

HTCSKIDHJVGSKALL/KQM*K 

NRNYQKLSLRPQCNQTRTQD*E 

THSKPLNYMETEQPAPE 


11629 


41997 


A 


11700 


1 


1768 


MNLSRHLNEVKGELLWSLEWR 

DPDGGSIRMEVGLGGWTQRLE 

EEKKGNVCSHGNLEKDFPYIPH 

LFGLQQKKMDLKGVFKSCFKI 

YCSSKHLLKTGFISEAVLCYGE 

GGEGDTVLTMKERWPHECIVLI 

QCNKGRLTPHTARYSSETKLPE 

ERSGSS1CGSPISAVLQPPLLIPR 

QTGSGVDLQQTPTNLQLRVLT 

VRRKTNKQKGHPHQKPICMSPS 

SKTKDFKPTKIKRDKEGHYIMV 

KGS1QQEELT1LNIYAPNTEAPR 

FIKQVLSDLQRDLDSHIIIMGDF 

NTP1STLDRSMRQKVNKD1QEL 

KSALQQADLIDIYRTLHPKSTE 

YTFFSAPHHTYSKIDHIVGSKAL 

LSKCKRMEI1TNCLSDHSAIKLE 

LRIKKLTQNRSTTWKLNNVLLN 

D Y WVHNKM KA El KM FFETNG 

NKDTTYQNLWD/YIQRSV*REI 

YSTKCPQEKAGRJ*N*HPNI\QL 

KEL EKQEQTHSK VSRRQE ITK I R 

A EL K E I ETQKTLQKINESRS WFF 

EKFNKI DRRL A RLIKKKREKNQ 

IDAIKNDK\GISPL1PQKYKLPSE 

MTINTSTQIN* K I * KK W1NSSTHT 


11630 i 


11998 a 


\ 


11701 \i 


535 ( 


J 


k:grniqlnglvigtlsn*lkcl 

<MFFTMPLGYINGGISSDFFLH 


11631 ' 


11999 j 


\ 


1702 : 


>o : 


>62 




11632 i 


12000 I 


S 1 


1703 1 


i 


254 




11633 A 


12001 / 


\ 1 


1704 1 


i 


032 




11634 A 


12002 / 


V 1 


1705 U 


m ] 


491 




\ 1 1635 A 


£003 / 


^ 1 


1706 \2 


t i 


'17 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location ol" first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


11636 


42004 


A 


1 1707 


348 


1976 


SRVRPVVHLRRAPMVCQGHTT 

PPVCGSLAGPGDCVHYSVPAG 

YSSETKLPEERSGSNICCSP1SAV 

LQPQLL1PRRTGSGVDLQQTPT 

DLQLRVLTVRRKTNKQKGHPH 

QKPICMSPSSKTKGSNSHITILTL 

NVNGLNAP1KRHRLANW1KSQ 

DPSVCCIQETHLTCRDTHRIKIK 

GWRE1YQANGKQKKAGVAILV 

SDKTDFKPTKIKRDKEGHYMM 

VKGSIQQEELTTLNIYAPNTGAP 

RFIKQVLRDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVMKDIQ 

DLNSALHQVDLIDIYRTLHPKS 

TEYTFFSALHHIYSKIDHIVGSK 

ALLSKYKTTEIITNCLSDHSAIK 

LELRIKKLTQNRSTTWKLNNLL 

LNDYWVHTMKMKAEINTLFETN 

ENKDTTYQNLWD/Y1QSSV*REI 

HSTKCPQEKAGK 1 *N*H PN1XQL 

KELEKQEQTHSKASRRQEITK1R 

AKLKEIETQKILQKINESRSWFF 

EKINKIDRPLARP1KKKREKNQI 

DAIKNXEKG1SPL1PQKYKLPSEN 

TINTSMQIN*K1*KKWINSSTHT 

PSQD*TRKKLNL*INTSMQIN 


11637 


42005 


A 


11708 


1124 


1717 


LLEGKLTNRKDIHTKNPSVRHH 

HQRPKVDKTTKMGRKQSRKTG 

NSKNQSASPPPKERSSSPATEQN 

WTENDFDELREEGFRRSNYSEL 

KEEVRTNAKEVKNFEKKLDEW 

1TRITNAEKSLKDLMELKTTAR 

ELRDECTSPSSQCNQLEERJSAM 

EDKMNEMKREEKFREKRJKRK 

EXQSLQEIWDYVKRPNLCLIGVP 


11638 


42006 


A 


11709 


1 


3549 




11639 


42007 


B 


11710 


209 


403 




11640 


42008 


A 


11711 


3 


248 




11641 


42009 


A 


11712 


61 


594 


IQPLVSVLDEKPSNGVLVHMVK 

LLIKTFLDGIFDDLME1MNVLNT 

DEI HLIGKCLKFV VSN AENL VD 

DITETAQTAGKIFREHLWNSKK 

QLSSVHGSEHEDKALTCHWVG 

HPGFPEKLKERKKFCG1MVVGL 

FGFTTDSGKAGADIHGRFLQGN 

FCNDAVTKAHVEKDFMAFKSST 
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SEQ II) 

NO: 



11642 



SEQ ID tNO: 
of peptide 
sequence 



42010 



Mel 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



1 1713 



Nucleotide = 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



430 



Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



fsavredggcylwqiypikerm| 

DRIRLVLIICNKEFDHLPPRNGA 
DFAIMEMKKLLEDLGYSVDVE 
ENLTA R/HN V SQG ETGTKG LP1 F I 
ITQLIACFQRYSWRCHUEEVFWl 
KVQQAFESPEATVQMPTIERVS 
MTRYFYLFPGN 



11644 



11645 



11646 



11647 



11648 



'2011 
42012 



A 

ia" 



11714 



1195 



11715 



35 



42013 



42014 



[A 



1716 
111717 



42015 



42016 



A 

1a" 



111718 
11719 



1288 
1641 



2933 



73 



42017 



1720 



357 



1494 



642 



MVCSAAPLLLLATTLPLLGSPV 
AQASQPL WPM A KGQTM WAQT | 
STLTLTEEELGQSQAGGESGSG 
QLLDQENGAGESALVSVYVHL 
DFPDKTWPPELSRTLTLPAASA 
SSSPRPLLTGLRLTTECNVNHK 
GNFYCACLSGYQWNTSICLHYP| 
PCQSLHNHQPCGCLVFSHPEPG 
YCQLLPPVPGILNLNSQLQMPG 
DTLSLTLHLSQEATNLSWFLRH | 
PGSPSPILLQPGTQVSVTSSHGQ 
AALSVSNMSHHWAGE 



KSSHCIKMGPQIFHKTSELFLPA 

TSCPSCPDQNEEDVSQTQYKEC J 

CGGGWCSHSIFAVWHF1*RPDA | 

T*FG*SSAYGFVASDQCP*GSS* 

LYHLWYSYSGSENKQCG*RUA| 

LG AGFSDKTPAHT VTM AC1SAN | 

QAMTTGVGLIASGQCDVJVAG 

GVELMSDVPIRHSRKMRKLML 

DLNKAKSMGQRLSLISKFRFNF 

LAPELPAVSEFSTSETMGHSAD 

RLAAAFAVSRLEQDEYALRSHS| 

lafckaqdegllsdvvpfkvpg 
kdtvtkdngirpssleqmaklk| 

PAFIKPYGTVTAANSSF/LLTDG 

asamlimaeekalamgykpkaI 
yl/rrdfmyvsqdpkd\hlllg 

PTYATPKVLEKAGL\TMND1DA 
FEFHEAFSG\QILANFKAMDSD 

wfae\nymg*kkprfglpplwr| 
rfnnwg\gslslghpfgatgcr [ 
lvmtaaanrlreegrasma*v 
macaaggqg h a\m i v\e a ypk 
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SEQ M> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


1 1650 


42018 


A 


1 1721 


17 


960 


KSGARSLQPQFLRAPEDGGPLS 

LPNAAMARGPKKHLl\RVAA\P 

KHWMLDKLTGGCA\PRHSPVP 

HKL\RECLPL11F\LRNRLKYALT 

GDEVKK1CMQRFIKI\DGKV\RT 

* YNPTPAGFHGMSSAFDKTGEE 

NFPS* SIDTKGS A F AW H PYLTTL 

EEGQSTSLVPKVKKRSFVGHKK 

GIPSSWVTS*WPATIR*PRSPSSK 

VN * YHFRLDLET WQRLLDFM K F 

\DTGNL\CMGDWGGA\NLGRN 

WVLITN\R£RHPGSFDPWFHV\K 

DANGNXSFATRLSN 1 F V IGKGNK 

PWISLPRGKGIRLTIAEERDKRL 

AAKOSSG 


1 1 OJ 1 




A 
r\ 


1 1 799 


1 


460 




1 1 /^9 
1 I 0_)Z 




A 
r\ 


1 1 79^ 
11/ j 


1 
j 


243 




1 1 A^T. 
1 I Ojj 


4909 1 


A 
f\ 


1 1 794 

11/ 


04 


3 1 1 




1 1 

1 I OJ** 


49099 


A 


1 1 79S 


400 


792 




11655 


42023 


B 


11726 


473 


596 




11656 


42024 


A 


11727 


1 


1707 




11657 


42025 


A 


11728 


3 


484 




11658 


42026 


A 


11729 


122 


253 




11659 


42027 


A 


11730 


1 


803 


RGGRGGAGAAGAELAGPLPSP 

APFESPGFTPPGPWGSICPAAFA 

HALHSGTVPARSGRTMARGAA 

LALLLFGLLGVLVAAPDGGFDL 

SDALPDNENKKPTAIPKKPSAG 

DDFDLGDAVVDGENDDPRPPN 

PPKPMPNPNPNHPSSSGSFS\DA 

DLADGVSGGEGKGGSDGGGSH 

RXEG EE\A DA PG V I PG I VGA V V 

VAVAGA1SSFIAYQKK\KLCFK\ 

EN\AEQGEVDMES\HRNAQRQK 

PAVQ\RTLLEKIEDCPEKQPQAF 

GSRVRTAA 


11660 


42028 


A 


11731 


335 


476 




1 1 fsfx 1 




A 


1 1 7^9 


2 


169 




11662 


42030 


A 


11733 


49 


289 


VPVVQVPAAPGPLPGPATGSCS 
ASAAPRPPDPPPGHPEGHHGHS 
P/GVLGFEVG1FSYCQEQPQKCV 
TIKIFESPPIRRRL 


11663 


42031 


A 


11734 


22 


412 


ARVGFLLGQEGKAGARASGPA 

DDVC\GKG AS A I RSHM RASRSP 

PSPRRCHHHHEATGTASGSAAG 

GPGAGCVWLCRLALTPSAQDG 

RNSTFQTYKKJBVCLPRHSHPCW 

MHAAGTTAGGSAVMSACCPSS 

SR 
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SEQ ll> 

NO: 


SEQ ID NO 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1664 


42032 


A 


1 1735 




3 / I 


KOPRVTQGATVPKRQAPSAGL 

D/GSPISQFPWSY/DV*AIAILCG 

QGVT*PLPVSPPGGPAPPESVAL 

AEWVCSGSRRPLSNSGIARRPIG 

VIQPLDFLQNWPKPVLRC 


1 1665 


42033 


B 


1 1736 


1 


1593 




1 1666 


42034 


A 


11737 


2 


I 175 




1 1667 


42035 


B 


11738 


206 


354 




1 1668 


42036 


B 


11739 


850 


1461 




11669 


42037 


A 


11 740 


2 


663 


VLLDERSAALDGAKRDGTLAL 

AAGALCREARAAQVFFLKGGY 

EAFSASCPELCSKQ/INVSANCP 

NHFEGHYQYKSILCGMTTHKA 

DISSWFNEAJDFIDSIKNAGGRV 

FVHCQAG ISRS ATICL A YLM RT 

NRVKLDEAFEFVKQRRSIISPNF 

SFMGQLLQLESQVLAPHCSAEA 

GSPAMAVLDRGTSTTTVFNFPV 

SIPDHSTNSALSYLQSLITTSSHC 


1 1670 


42038 


A 


11741 


1 


474 




11671 


42039 


A 


1 1742 


"» 

.5 


1354 


WAVCATRVGGAVGGTAKKPR 

SPEPRVTLLSQSKSGFWFGAER 

PGGLAFPRKAPPCPWPREQTKS 

TAGPITLGALRPAMVMEVGTL 

DAGGLRALLGERAAQCLLLDC 

RSFFAFNAGHIAGSVNVRFSTIV 

RRRA KG A MG LEH I VPN AEL RG 

RLLAGAYHAVVLLDERSAALD 

GAKRDGTLALAAGALCREARA 

AQVFFLKGGYEAFSASCPELCS 

KQSTPMGLSLPLSTSVPDSAES 

GCSSCSTPLYDQGGPVEILPFLY 

LG S A YH A SRKDM LD A LG I TA L I 

NVSANCPNHFEGHYQYKSIPVE 

DNHKADISSWFNEAIDFIDSIKN 

AGGRVFVHCQVAGISRSATICLA 

YLMRTNRVKLDEAFEFVKQRR 

SIISPNFSFMGQLLQF*VPQD/VL 

VPHCSAEGWEAPDMAVL\DRG 

RSTTTVFNFPVFIPV\HST\NSAL 

5LPFRGPINGPFPAG 


11672 - 


42040 


\ 


1 1743 


I 70 


1 ZOU 




11673 - 


4204 1 


A 


11744 ; 


5 i 


447 




11674 - 


42042 


\ 


11745 


i : 


328 




11675 * 


12043 


\ 


11746 : 


5 : 


364 




11676 i 


12044 


\ 


11747 


i 


$16 




11677 i 


12045 a 


\ 1 


1748 




377 
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SEO "> 

MO: 


SEQ Il> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


11678 


42046 


A 


1 1749 


1 


989 


EGRTVLGGGLGSAAAMASRLL 

LNNGAKMPILGLGTWKSPPGQ 

VTEAVKVAIDVGYRHIDCAHV 

YQNENEVGVAIQEKLREQVVK 

REELF1VSKLWCTYHEKGLVKG 

ACQKTLSDLKLD Y LDLYLI H WP 

TGFKPGKEFFPLDESGNVVPSD 

TN I LDT W A A MEELVDEGL VKA 

IGISNFNHLQVEMILNKPGLKY 

KPAVNQ1ECHPYLTQEKLIQYC 

QSKGIVVTAYSPLGSPDRPWAK 

PEDPSLLEDPRIK A I A AKHNKVT 

TAQVL1RFPMQRNLVVIPKSVT 

PERIAENFKVFDFELSSQD\MTT 

LLSYXNRNWRVCALLSCTSHKD 


11679 


42047 


A 


11750 


1 


855 




1 1680 


42048 


A 


11751 


2 


367 




1 1681 


42049 


A 


11752 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NKPIRLTVDLSAET 

LQARKEGGPIFNILKEKNFQPRI 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


1 1682 


42050 


A 


1 1753 


j 


1536 




1 1683 


42051 


A 


11754 


] 


2541 




1 1684 


42052 


A 


11755 


1 


1788 




11685 


42053 


B 


11756 


1 


1014 




11686 


42054 


A 


11757 


j 


777 




11687 


42055 


A 


11758 




1029 




11688 


42056 


A 


11759 




2052 




11689 


42057 


A 


11760 




1392 




11690 


42058 


A 


11761 




993 




11691 


42059 


A 


11762 


1 


1240 


PT D PA A EG PCLL D A KTN KRKG P 

STPI LPFCPSPFIRGPKVDSTHG A 

WGQKQHR*TGIF*RSRAPSPP\P\ 

KEHGSSPATEQSWMENDFDEL 

REEGFRRIWYSELKEEARTHGK 

EVINLEKKVLDEWITRITNAEKC 

LK\ELMELE\TKA\RELREECRS\ 

LRSRRNQLEERVSAMEDEMNE 

MK\QEEKFREKKNKKK*TKAL 

KELWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDI1QENFPNIAR 

QANWQ 1 RGN YRERPQRJLPPRG 

RATPRTH/IIVRFTKVGNGREKM 

FKG QPG G KG R\ VTL KG KPI TLTT 

ADLSA ETSTSQKTE WGP1FNILE 

GKEFSNPEISYLSQT*AFISGREE 

LNSFYRTSQMLRDFCHHQASRL 

P*KSTRPALKELLKEEALKHGK 

GKNPVPSHLQKF1A 
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|SEQ ID 


SEQ ID NO 
of peptide 
sequence 


: Me 
hot 


t SEQ ID NO 
1 in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la. 
codon for last amino acit 
of peptide sequence 


5t Amino acid sequence ( \=Unknown, 
J *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11692 


42060 


A 


! 1763 


1 


1917 




J 1693 


42061 


A 


1 1764 


268 


307 


AHHTHI CI 1 TF^PPPr.R*\/r\i/r 

CGLGWGVVI si vrpp i 


1 1694 


42062 


A 


1 1765 


2 


349 




11695 


42063 


B 


1 1766 


1 


1734 




11696 


42064 


A 


11767 


1 


603 




11697 


42065 


A 


11768 


1 


420 




11698 


42066 


A 


11769 


115 


796 


EWSSVRRSLVEKRALRRPHPQC 
LCFRMKTILSNQTWDIPENVDM 
TLKGRTVIVKGP/REGTLRRDFQ 
SPSMENFTFLERKKKRLRVDK \ 
WWGNRKE\LATVRTICSHVQN 
MIKG VTLGFRYKMRSVWAHFP 

NISARVRMRP\GVA\CSV\SQAQ 
KGEF/ISLEGNDI\ELVSNSA\ALI 
QQATTWKNKDIRXFLDGIYVFE 
KGTVQQADE "J 


11699 

[ 


42067 


A 


11770 


1 


295 


ASTAOVSYYVAOAf;! vi i n\ c 1 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSLWIYFFLDEFM 
YFAOTWMkTI FTin Qw i cnrni/ 1 

TKHRMFSi vnnxi 

1 .rv.i 1 1 VI v j r o L/ v vj vj IN y 


11700 
11701 


42068 
42069 


A 
A 


1 1771 
11772 


3 
1 


342 
182 




11702 | 


42070 


A 


11773 


1 


439 | 




11703 


42071 


A 


11774 


1 


325 ! 




11704 


42072 


A 


11775 


2 


91 j 




11705 
11706 I 


42073 


A 


11776 


167 


861 ] 

] 

] 

j] 


1WA1LADPRMAQGKLRMEIGTK 
LRCL1WTVHKGVHWVTFWWV 
ERSQTGNLEVRRLWLGLLTHL 
HSG VNSLFTRARI WNPSMID W/I 
KKMWHIYTMEYYAAIKKNQF 

MSFAGTWMKLSAPAAPTVLFL 
ASFTNHYNI RASi T vpqpi adc 1 

VTSVFPRFSTPnQF TPADP.ccnr 1 

-1TCFSHOSHDST I IPAnQTUPu/ 1 

i » ^->» ui ly kJiiL/jLLilV/AL/o 1 Mr W I 
^SAHIWIOANAPPVPP APQPTI QT 1 

CTRLKCSPOI NI RRPP 




12074 j 


\ 


11777 


1 ( 


>60 j 




11707 U 


12075 I 


3 


11778 


i : 


>633 




11708 U 


12076 / 


\ 


11779 


i : 


>985 1 




11709 Y 

11710 \a 


12077 / 


\ 


1780 : 


598 t 


i05 i 




11711 4 

11712 |4 


J2078 7 

2079 A 

2080 A 


>i 1 

i 1 
i 1 


1781 : 

1782 1 

1783 1 


104 5 
8 

88 5 


>85 \ 
C 

\v 

T 
V 
|I1 

10 

34 | 


HlvlCDRKAVlKNADMSEEMH 

?DSVECATQALEKYNIEKD1AA 

IIKKEFDKKYNPTW\HCAVGEG 

tgslc*hietkhfhltsylgak| 
^aisfcfkfwfkrhgtvathpv 
^fqkqgiaalnfqlped j 



1551 



BNSDOCID: <WO 0175067A3JA:. 



WO 01/075067 



PCT/US01/08631 



SKQ Il> 

NO: 


SKQ ID NO: 
of peptide 

2>LL|Ul.lI(-t, 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1713 


42081 


A 


1 1784 


1 


11 88 




1 1714 


42082 


A 


1 1785 


1 


1137 




11715 


42083 


A 


11786 


19 


428 


ERRNSGNMALRVERSVRAVLC 

SLHVVLAPAAPCLSRPWQLGM 

GAVWXYCNLPEVGTKLNKQDE 

FGALERVKAASELYSPLSGEVT 

EINEALAENPGLVNKSRYEDG 

WLIKMTLSNPS*LDELMSEEAY 

EKYIKS1EE 


11716 


42084 


A 


11787 


66 


631 


RRDPRTPANMALRVVRSVRAL 

LCTLRAVPLPA\APCPPRPWQLG 

VGAVRTLRTGPNALLSVRKFTE 

KHEWVTTENGIGTVGI\SNFAQ\ 

EALGDVVYCSLPEVGTKJ*TKP 

SWSLVLLE\SVKAASELYSPLSG 

\E VTE1 N\E A LVA EN PGTCKTN FC 

Y\EDGWLIKMTLSNPSE\LDELM 

SEEAYEKYIKS1EE 


11717 


42085 


B 


1 1788 


46 


743 




11718 


42086 


A 


11789 


209 


401 


MKPPVRSLSTPPRS1IMGSSATEI 
EELENTTFKYLTGEQTEKMWQ 
RLKGMEIKKLN*G 


11719 


42087 


A 


11790 


135 


313 




11720 


42088 


A 


11791 


I 


624 




11721 


42089 j 


C 


11792 


81 


299 




11722 


42090 


A 


11793 


5 


166 


SPVMMSFFLFVCLLTT*RSPSSS 
SSSSSSSSSSSSSSSSSSPSPSSSFS 
GSVV 


11723 


42091 


A 


11794 


3 


173 




11724 


42092 


A 


11795 


169 


291 


SCNSS1LSFLSLSLVADPQIATYR 
/S*CSRJLGHKGTLLPGS 


11725 


42093 


C 


11796 


1 


429 




11726 


42094 


A 


11797 


1 


279 




11727 


42095 


A 


11798 


3 


376 




11728 


42096 


B 


11799 


1 


736 




11729 


42097 


A 


1 1800 


753 


2455 




11730 


42098 


A 


11801 


1 


312 




11731 


42099 


A 


11802 


48 


397 




11732 


42100 


A 


11803 


51 


286 




11733 


42101 


A 


11804 


1 


420 




11734 


42102 


A 


11805 


I 1 


537 


PDRPTRPCRQCARSFRRKLKAA 

VGVEGPSLSSGELGTRVPAAPS 

PTTRPRAMAFCLPSFACI\YSALI 

LHDDE\VTVVTEDK1\NALIKSSR 

V*MLSPFWPGLFAKAL\ANVM 

MGSL1CNVGAGGPCCPASWVL 

QPAGRSLPPPLLAASSLREKKVX 

EAKKEGFRGSFD*LTWGFGSF 


11735 


42103 


A 


11806 


1 14 


399 





1552 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 

PCTYUS0.1/0863.1 



ISEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met SEQ ID NC 
hod in USSN 
09/540,217 


>: Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
i of peptide sequence 


t Amino acid sequence ( X=Unknown, 1 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11736 


142104 


\ 11807 


1 

p 


1599 


AIRRLR1SAREEERENQPRLLPL 

SLGAGGGVGGFVQQWPRFKAR 

DLRGKKKEEL\LKQL\DDLKVE 

LVPSARRQKRQGGAAS\KLSKI 

RWVRKS1APCSPRLFTQTQKEN 

y 1S.OKLK YK.PLXDLRPKKTR j 
AMRRRLNKHEENL\RTKKQQR 
KERLYPLRKYAVKALGGALSIK 
HKENLKTKKQQRKERLYPLRK 
YAVKA 


11737 


42105 A 


^ 11808 


226 


I 370 AGSP*FPQFSEA*RRGALGSGA 
| DQDLSHPRIT1ETLTSCRSLQTSS 
1 PR 


11738 
11739 


42106 A 
42107 A 


i 11809 
11810 j 


3 

1 


17964 

j] 


RGSGSSKJFEPRSRSASVLAPSAL 

GPPNTSPRQLVAHCALPATRMP 

VTEKDLAEDAPWXKIQQNTFT 

RWCNEHLKCVNKRIGNLQTDL 

SDGLRLIALLEVLSQKRMYRKY 

HQRPTFRQMQLENVSVALEFL 

DRESIKLVSIDSKAIVDGNLKLI 

LGL V WTLILHYSISMPV WEDEG 

DDDAKKQTPKQRLLGWIQNKI 

PYLPITNFNQNWQDGKALGAL 

VDSCAPGLCPDWESWDPQKPV 

DNAREAMQQADDWLGVP 


11740 

11741 
(11742 1 


42108 A 

42109 A 


11811 
11812 


3 
1 


636 [" 
261 ( 
h 
! 

]/ 

621 


3KKPLKQPKKQA*EMDEVRAG 
\EALAGAGALGDRPELNTLCLS 
>\EDKAFKQKQKEEQKKLEELK 
^ KA\AGKGPLAT\GG IKKSGKK 


[ 1 1 743 1' 

11744 I 

11745 U 


42110 A 

42111 A 

12112 A 

12113 A 


11813 
11814 

11815 i 
11816 


1 [ 

174 

1 


1024 j 

332 S 
L 

c 

1323 


HCLANAPGDVKVRNDPESPRE 
*HL*R*RJNYTRWKRSI*EEWC 
)GHSWRG 


11746 U 

11747 p 


12114 A 

12115 A 


11817 ] 

11818 : 


j: 

!2 h 


| 1 

136 1 

;91 PPPPAAKTRRKKVLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRK\YLRSVG\D 
GETVEFDVWEGEKGAEAANVT 
GPDGVPV/EKGSRYAA\DRRR\Y 
RRCY\YDR\RRGPPPEYW 


11748 4 


2116 A 


11819 4 


33 8 


66 1 PPPPA A1DAEKK VLATKVLGTV 
KWFNVRNGYGFINRNDTKEDV 
FVHQTAIKKNNPRKYLVRSVGD 
GETVEFDVVEGEKGAEAVANVT 
|GPDG VPVE\GSRY A ADRRRYRR J 
pGYYGKARWPFPANYAGGGRR 
[RKGAAQVEGFLPPLPLD 



1553 



BNSDOCID: <WO_0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide j 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


1 1749 


421 17 


A 


1 1820 


63 


484 




1 1750 


421 18 


A 


1 1821 


1 


819 




11751 


42 119 


A 


1 1822 


150 


463 




11 752 


42120 


A 


1 1823 


63 


594 


FAKLPNPKG KGGEATRYMFSR 

PF*ENHGVVPLGHNN*RF\YKK 

GDIVDIQGEWGTLFQKGNCPH 

KVVTHGQNLEGVLPMVTPAML 

VGHLL*TNQF*GKVFS\KR1NVR 

IEP1K\HSKSR\DSFLK\RVKEND 

QKKKEAKEKGTWVQLKRQPAX 

PPREAHFVRTNGKEPELLEPIPY 


1 1753 


42121 


A 


1 1824 


2 


1376 




1 1754 


42122 


C 


11825 


132 


341 




1 1755 


42123 


A 


1 1826 


155 


245 




1 1756 


42124 


A 


1 1827 


3 


293 




11 757 


42125 


A 


11828 


204 


467 


LRAPHV ACSRCNQGPCM ENCL 

NTDQTHTQTQRQG*EEKSSSSK/ 

PISSLMEYYKRSQCSVKSKARS 

VF*LKLRAQAQLLQETKKPVFR 

L 


11758 


42126 


A 


11829 


1 


768 




I 1 759 


42127 


A 


11830 


348 


568 


RJEISYKERIGM*MPPSVILNSYV 
KSMLETYPHPLLRGVVAPGPLK 
KGFLTESLLALPDPSFSGRMTSF 
KITPV 


1 1760 


42128 


A 


11831 


1 


840 




1 1761 


42129 


A 


11832 


2 


216 




11762 


42130 


A 


11833 


1 


726 




11763 


42131 


A 


11834 


3 


3231 


PGGWLRRALPGRERLQSPVHA 

VPPQHGTSHSRLLVTWPGAGR 

DQDFSSPPLLLLGETDHLHLDL 

PLSPLPTSDELFLPGICDPYVKL 

SLYVADENRELALVQTKTIKKT 

LNPKWNEEFYFRVNPSNHRLLF 

EVFDENRLTRDDFLGQVDVPLS 

HLPTEDPTMERPYTFKDFLLRP 

RSH KSRVKGFLRLKMA YM PKN 

GGQDEENSDQRDDMEHGWEV 

VDSNDSASQHQEELPPPPLPPG 

WEEK VDN LGRTYY VN HN 


11764 


42132 


A 


11835 


1 


624 




11765 


42133 


A 


11836 


2 


361 




1 1766 


42134 


A 


1 1837 


3 


432 


NSRVDDFVAAQDAKGKKVAP 

APAVVKKQEAKKVVNPLFEKR 

PKNFGIGQXQRLLARAEKKAAG 

KG D V PTKRPP VLRAG VNT VTT 

LVENKKAQLVVIAHDVDPIELV 

VFLPALCRKMGVPYCIIKGKAR 

LGRLVHRKTCTTVAFT 


11767 


42135 


A 


1 1838 


1 


684 





1554 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



11768 



11769 42137 



42136 



11770 



42138 



1 1839 



1 1840 



1 1841 



247 



273 



218 



AVTSDEPKGKKAKLAKKVAPAP I 

AVVKNQEAKKVVDPLFEKRHK 

N\FGIGQDIQPKRASPRLCELPR\ 

YIRLQRQRAILYKXRLKGPFCDY 

PGFTRALDRQTV*SSLLKLVAHK 

YRP\ETKQEKK\QRLFARAREEG | 

vlakgdvpnerdppv\lrarsl 
tpfhhpwvekqeklqlvvnwh| 

TDV\DPI\ELVVLLALPLCREKW 
GVPWCNYRREKARLWDRLVP 
QERPCTTC PPFTQG ELRKTKGG 
FWLKLGWKLIRTQFTIDQILMR 
SRRH\WG\GNVLG\PKSVGS*SP 
KLEKAAKAKELAH*TG 



42139 



1 J 842 



11772 



1522 



42140 



11843 



136 



441 



11844 



24 



274 



11774 



42142 



1775 



42143 



11845 



94 



365 



11846 



782 



SRQAWHEAASASARRRGTRSP 
ALSPARAPAGP! WTNARRSARA | 
NSVSPAAAPPPRRPVSLSXDPGE 
SCTRDPRAPDPCG PFRCC 



LLVVGTTVVVYFPNGRFKEFM 
SRH VHLMCYR1C VRA LTA I IT Y 
HDRENRPRNGGICVANHTSPID 
VIILASDGYYAMVGQVHGGLM | 
GVIQRAMVKACPHVWFERSEV i 
KDRHLVVKVRLTEHVQDKSKLP 
ILIFPEGTC INNTS VMMFKKGSF 
EIG AT V YPV A 1 K YDPQFGDAF W 
NSSKYGMVTYLLRMMTSWAIvl 
CSVWYLPPID*ERQIEDAVQFA 
NRVKSAIARQGGLVDLLWDGG | 
LKREKVKDTFKEEQQKLYSKM 



42144 



11847 



916 



42145 



11848 



13 



473 



DPPTDSLSPDGGS1ELEFYLAPE 
PFSMPSLLGAPPYSGLGGVGDP 
YAPLMVLMCRVCLEDKPIKPLPI 
CCKKAVCEECLKVYLSAQIQCP 
TCQFVWC*CAGCAWKTSPSSPc| 
LAARRPCARSASKST/SSAQ1QC 
PTCQFVWCFKCHSPWHEGVNC 
KEYKKGDKLLRHWASEIEHGQ 
RNAQKCPKCKIH1QRTEGCDH 
MT 



1778 
1 779 
780 
1781 



42146 
42147 
42148 
42149 



A 

[A" 
IB" 



1 1849 
11850 
11851 
1 1852 



200 



1103 
516 
642 
608 



1555 



BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11782 


42150 


A 


1 1853 


1 


1856 


MEETGMCEGHGASPGMEASSG 

EREKRGTGEASPGDREKRGTGE 

ASSGEREKRRTGEASSGDREKR 

GTGKASSGEREKRGTGEASYG 

EREKRGTGAAGGQESCAHCGG 

WLMPRAKPSTHRETNPRGTEA 

TAMAMDHVGQQADTTDSTDG 

SQWDPSEHSPNCGIREVGAGDP 

DTQQTGRHHCYYPAKETNEKT 

NTNRNSNTFIEQLLHAKQQRGN 

SGVPFKPGHMVRALTTNALSW 

AKLYPDPWCLRMGGTGNEVFE 

NE1KTGSCW1KEQEGQPRPQSP 

RSQVRPEADPGPSPLTKMSAEN 

EYRPPSPPKLAAERDKPSPRLRP 

RGVPWRRESRVRAGRECALLR 

VAAEGARPPPAGMSYDRAITVF 

SPDG HLFQ VEY AQE A VKARG ST 

AVGVRGRDIVVLGVEKKSVAK 

LQDHRPVRKICTVLHDNWCMA 

FAGL/TPADARJV1QTGPGVEFQX 

SHRA*TWEGPRVTVE\YITPLTF 

ASLKASVYTQSKWGARPFGMS 

GPHRGFSTFDGTP\*LYQTDPSG 

TY\HAWKA\NSIG\RGAKSSARS 

SWEKN\YTDKAIETDDL\T1\KLV 

IKALLEVVQSGGKNIEXLAVMR 

RDQSLKI\LNPEEIEKYVA\EIEK 

EKEENXEKKKQKKAS 


11783 


42151 


A 


11854 


12 


432 





1556 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



SEQ ll> 

NO: 



SEQ ||> NO: 
of peptide 
sequence 



Met 
hod 



111784 142152 



SEQ II) NO: 
in USSN 
09/540,217 



11855 



PCT/US0 1/08631 



11785 
11786 



42153 
42154 



11787 42155 



11788 42156 



Nucleotide 
location of first 
codon for peptide 
sequence 

T 



Nucleotide location of last 
codon for Inst amino acid 
Of peptide sequence 



1775 



B 11856 



11857 



11858 



B 11859 



537 



98 



334 



422 
2567 



Amino acid sequence ( X=Unknown, 
~ : Stop codon, /^possible nucleotide 
deletion, \-possiblc nucleotide insertion) 



MSYPADDYESEAAYDPYAYPS 
DYDMHTGDPKQDLAYERQYE 
QQTYQVIPEVIKNFIQYFHKTVS | 
DL1DQKVYELQASRVSSDVIDQ 
KVYEIQDIYENSWTKLTERFFK 

ntpwpeaeaiapqvgndavfli 
lykelyyrhiyakvsggpsleq) 

RFES YYN YCNLFN Y1LN ADG PA 
PLELPNQWLWDI1DEFIYQFQSF [ 
SQYRCKTAKKSEEEIDFLRSNP 

kiwnvhsvlnvlhslvdksninI 

RQLEVYTSGGDPESVAGEYGR 

hslykmlgyfslvgllrlhsllI 

GDYYQAIKVLENIELNKKSMYSI 
RVPRVPRSPTYYYVGFAYLMM 

rryxqdairvfanillyiqrtks 

MFXQRTTYKYEMINKQNEQMH 
ALLAIAL\TMYPMR\IDESIHLQL | 
REKYG\DKMLRJV4\QKGDPQVY 
EELFSYSCP1CFL\SPVVPNYDNI\ 
HPN\YHKE\PFLQ\QLK\VFSDEV 
QXQQAQLSTI RSFLKLLHPPCL V 
AKPGLASLDLTEQEF\RIQLLVF 
KHKMKNLRVDSA VSQALDGEF | 
QSA SEVDFY1\DKDMI\H I A DTK 

varrygdffirqi\hkf\eelnpn| 
p*rrmg\qrpwmiftthsgnlv 



WATER WKGRKNHEISWKCFPG 
KAIS*MRSSKQMKPNFPRCSSIT 
VLS VRGM VLFLTLACPRFKMSS | 
RTDFRFGNPQVT 



A 

|A~ 



11860 
11861 



364 



11791 42159 



42160 
42161 
42162 



U795 42163 



501 



11862 



402 



C 111863 

C 11864 

A 11865 

|A 11866 



30_ 
195 



673 
1263 
^48" 



200 



420 



ILPSALRPPNPNWNVG/YVQTQ 
LVSKPLSLPTG1PCSTTSNILKPV | 
ITKD A RLHRV IVHGWGI KGTIPI 
AKIA1S 



BNSDOCID: <WO 0175067A3JA> 



1557 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib!e nucleotide 
deletion, \= possible nucleotide insertion) 


11796 


42164 


A 


11867 


1 


502 


MQLPGRGHSFVCKANAGSTQA 

RQGASAGVAGCRGWLNYAAS 

EQIVLRVPHMRCEIPHKCVRRK 

SRI RPHSPFRLRNC WKGRS VRA 

FSLLRQLAKGGCAARRLSWVT 

PGFSQSRRCKTTASAKLACLQV 

RAQSED1STVPIHYAYNMTRVG 

RMQMLGKYNPQSAKLVREA1L 

PTK ATLDLSNQNNEDFS A FQLG 

LAQALH1KVHTMTREVMSDEL 

TKLLEGNLKPA1DMMVEFNTT 

GSLPENAVDVLNTALGDRKSF 

VALMALMEYSRYLVAEDKSAF 

VTPLYVEADGVTNGPINAMML 

MTGGLFTPDW1RNIAKGGL* FQ 

YTFTFNRNSRSQCFHIFQETSKK 

FFSMCF*SSLLTKHCHSSRDVW 

VFSTSFQH1RHTLIDGISNRTNQ 

LTCNTTSTRTIDGNSQRVLSNTT 


11797 


42165 


C 


11868 


1 


3831 




1 1798 


42166 


A 


11869 


] 


5370 




11799 


42167 


A 


11870 


! 


3999 




11800 


42168 


B 


11871 




12036 




11801 


42169 


B 


11872 




16395 




11802 


42170 


A 


11873 




19997 




11803 


4217! 


A 


1 1874 




70 




1 1804 


42172 


A 


1 1875 


44 


613 


AGTHLRPFSPSLSAAMALRYPM 

AVGLNKGHKVTKNVSKPRHSR 

RR\G RLXTKHTKF VRDMI RE VCG 

FAPYERFvAMELLKVSKDKRAL 

KFIKKRVGTHIRAKRKREELSNV 

VLAAMRKAAAKKDLGPSPCPL 

PEIKDKLDRSPGSPAVRGWVW 

VCRGPAVPCLVPALSHTLSGCC 

LVVNQKPWPAHPSRGSR 


1 1805 


42173 


A 


11876 


1 


150 


FRGRCCVQRYRGCTLASA/CLL 
VGEAEAPSPVDPLERSRPYAVL 
RGQNLE 


11806 


42174 


A 


11877 


447 


725 




1 1807 


42175 


A 


11878 


2 


206 


RPVAYLLLQGWGRCCVQRYRG 
CTLASA/CLLVGEAEAPSPVDPL 
ERSRPYAVLRGQNLDQTLH*ST 
HQA 


1 1808 


42176 


A 


1 1879 


1 


413 




11809 


42177 


A 


11880 


122 


268 




11810 


42178 


A 


11881 


1 


555 





1558 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1811 


42179 


A 


1 1882 


221 


419 


LQTILQGYSNQNSMVLVPKQR 

YRPMEQNRALRNNAAYLQKSP 

*ADKOLOO/ECODTKSMCKNH 

KHSYTP1TDKQRAKSRVNSHSQ 

LLQRE*NT*ESNLQGA*RTSSRR 

TTNHCSM K * KRIQTNGRTFH AH 

G 


1 1812 


42180 


A 


11883 


1 


2464 


MDEFLNTYTLPR LNQEE VESLN 

RP1TGSEIVAIINSLPRKKSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEG1LPNSFYEASIILIPKPG 

RDTTIKENFRPISLMN1DAKILN 

KIILANRIQQHIKKLIHHDQVGFI 

PGMOG WFN I R KS IN V IOHTTsTR T 

KDKNHMHSTDAEKAFDKIQQP 
FMLKTLKKFGIDGTYLK1R1KYL 
GIQLTRDVKDLFKENYKPLLNE 
IKEDTKKWKNIPCSWVGRINIM 


11813 


42181 


A 


11884 


2104 


2637 


MFQRGHISQWWVVVGALTVFT 
SVLDTDPMRDNKRSGSEILPFC 
REHGTSFTYNHAHSPLSCSPSCL 
FSGLAl FSPFNTN^nPI P\4TI pac 

FTAGNRLFSSAGQPWWIQQGF 
KAHAKARRLILLAFHHYCCRPF 
LAVELKPSPVSTPTFLFA*LLPP 
CS VPG AILH ESFG E A ITWLDAE 


11814 


42182 


A 


11885 


69 


417 


QTHSQHYTEWGKVESIPPENW 

RERNQGHPNG*RGSQTVAFC*R 
YDRIPRKP*RLIQKTPRTASAAD 
TQ AN R V WSG PP A S SNRPA A EG P 
DC 


1 1815 


42183 


A 


11886 


376 


597 


ENKIPRNPTYKGCFGPI OGFr O 
TAAQGNKRGHKHMEKHSRLM 
DRKN Q YPS A A DTQ AN R V WSG P 
PANSNRPAAEGPD*PGQNFQYH 
VE 


11816 


42184 


A 


11887 


5 


292 


LTVSCPCSRMLFLTTDVF 1 PI M 

FIKKLGANVASPSSKJCPLFVIRL 

VITTLLPLACGTLPTSSVSRTTFF 

RTMLPQAVPEFAPPSTGTESHYY 

CCIW 


11817 


42185 


A 


11888 


320 


596 

< 
( 


YPGKOGLEWTSSKLOOTCRKY 

RERHKDTP/TRRATPR/RHNCQV 

HQS*NEGKNVKGSQRERSGYS 

3REAHQTNSRSLGRNSTSQKRV 

3ASIQRS 


11818 - 


42186 


\ 


11889 


3 : 


139 J 

j 
1 


BASRGR1RQQHLPFCNICCSAAS 
rGDTQANRVWSGPPANSNRPA 
\ EG L DC * K EN * QTE RTSTPKPD 
wYITUKDQSLL 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=IJnkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1819 


42187 


A 


11890 


3 


278 


EASRGRIRQQHLPFCN1CCSAAS 
TGDTQANRVWSGPPANSNRPA 
AEGLDC*KEN*QTERTSTPKPD 
LYITIIKDQRLIPGLFTSPWISARI 


1 1820 


42188 


B 


11891 | 


394 


1213 




11821 


42189 


A 


11892 


856 


1217 


VDRSRLQKVSNNKLVQAKGGC 

SNPLQGS*KLDNPKDANS/RQQ 

PERT WK WIFPQPH R* G A FG PRH 

C*ESHLYQFGLDLLNSAGSGIG 

KNEVQEQKRAEVGARAAPEKJE 

LPEALSWFLKVLW 


11822 


42190 


B 


11893 


1 


894 




11823 


42191 


B 


11894 


93 


938 




11824 


42192 


A 


11895 


149 


508 


LLEGKLTNKKD1HIKTPSVRHH 
HQRPKPK1SLS**ATSAKSQDT1C 
SMCKNH KHS YTTITDKQR A\N H 
E*TP1HNCFKESKIPRNPTYKRC 
♦G/RSSRRTANHCSRJK* KRTQTN 
GRTFHTHG 


11825 


42193 


C 


11896 


1 


1257 




11826 


42194 


A 


11897 


183 


1065 


YWRCNGFLS*\YAEAAEEIVDCI 

TESLSILKTPLPKKJVfNEEMLCQ 

EFGRFGPLASVKIMWPRTDEER 

ARERNCGFVAFMNRRDAERAL 

KNLN ATAFRPA LSH FPSLPMDT 

TSQIPKHXP VT V SSTNK L J L 11 KTH 

FQAQSSLNQNIHPMDPSHGIQY 

SAFSPSTPNPSHPALP*PLAIQVH 

HAVCDGFHVGRMLNELQQYC 

DEWQRDKLEEILRGLTPRKNDI 

GDAMVFCLNNAEAAEEIVDCIT 

ESLSILKTPLPKKMNEEMLCQE 

FGRFGPLASVK 1 M WTRTDEERA 

RERNCGFVAFMNRRDAERALK 

NLNATAFRPALSHFPSLPM DTT 

SQIPKHSSHRQFNKQAHSDHQD 

SLSGPVQSESKYPSHGSIPWDSI 

LSLLTLNTQP1PPSLALTHMEME 

SGLHFHCPFTASPPSAVPPPELE 

KTTLKFIWNQKRARJANSILSQ 

KN KAGG ITLPDFKL Y YKAT VT 

KTA WTGSPTA I RQ ARTTRQEKE 

MKGIQIGKEEVKLSLFTDDVNL 

QVRENK 


11827 


42195 


C 


11898 


138 


644 
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SEQ ID 

NO: 



SEQ II) NO: 
of peptide 
sequence 



Met 
hod 



SEQ II) NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of'last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



11829 42197 



42196 



1 1899 



11900 



413 



3088 



823 



adktpggsqkassktrssdvhs i 
sgssdahmdasgpsdsdmpsrtI 

RPKSPRICHNYRNESARESLCDS 
PHQNLSRPLLENKLKAFS1GKM 
STAKRTLSKKEQEELKKKEDEkI 
AAAEIYEEFLAAFEGSDGNKVK | 
TFVRGGVVNAAKEEHETDEKR 
G K J YK PSS RF A DQKNPPNQS SN 
ERPPSLLVIETKKPPLKKGEKEK | 
KKSNLELFKEELKQ1QEERDER 
HKTKGRLSRFEPPQSDSDGQRR | 
SMDAPSRRNRSSG 



11830 



42198 



1 1901 



263 



1246 



NPGKQGLEWTSSQTPADLQLR 
VLTVRRNTNKQKGHPHQNPICTl 
SPSSKTKE VENLEKRLDKWLTR | 
LTNVEKSLNDLMELKTMAREL 
HDEGTSFSSQFDQLEERVPVME | 

dqmnemkqeekfrekrmkrn 
eqslqeirdyvkrpnlrligvpeI 

SDGEVKEPS WKTLCR1 LSRRTSP 
A*QGRPTFKf RKYRECHKDTPQ | 
GEQLQDT*LSDSPKLK*RKKY* 
GQPERKKYRLPSANTAKTSLRK*! 
TRKSRRNG*ITGHIHPPKTKPGR 
S*IPE*TNSRL*N*GNN**PANQK| 
KSRTRRIHSQILPEAQRGAGTIP 
SETIP1NG KRGNPPKLIL 



11831 



42199 



B 



11902 



67 



2584 



1832 



42200 



11903 



3793 



msdaederflqfqlryrvylt 

gdcrtvgagqwvqrterepkqJ 

gealphpgsargwgvpfprdd 

GWHLENRVTPTL1LRFSHSLSK 

QHTRRPYSAPGSEGPTPTEPCSL I 

LAQQSEIKLQDGSEAGGGPLLL1I 

PRQTGSGVDLRQTPTDMQLRV 

LTVRRKTNKQKGQPHQNPICTS | 

PSSKTKAPHHTYSKTDHIVGSK 

ALLSKCKRSEIITNCLSDHSAIK 

LELRJKKR1QNRSTTWKLNNLL 

LNDYCVHNEIKAEI 



1833 



42201 



11904 



441 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
0»>/540,2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1834 


42202 


A 


1 1905 


312 


3705 


FIMPAVASVPKELYLSSSLKDL 

NKXTEVKJPEK1STKSYVHSALK 

IFKTAEECRLDRDEERAYVLYM 

KYVTVYNLJKKRPDFKQQQDY 

FHSILGPGNIKKAVEEAERLSES 

LKLR Y EE A E V RKKLEEKDRQE 

EAQRLQQKRQETGREDGGTLA 

KGSLENVLDSKDKTQKSNGEK 

NEKCETKEKGAITAKELYTMM 

TDKNISL1IMDARRMQDYQDSC 

ILHSLSVPEEAISPGVTASWIEA 

HLPDDSKDTWKKRGNV 


11835 


42203 


A 


1 1906 


1 


609 




11836 


42204 


A 


1 1907 


3 


755 


LRVDNAPAHASGLFFCAGAAG 

TVLFAMAPSRNGMVLKPHFHK 

DWQR\RVATWNQPAR\1CIRR\R 

RPRQAKARRIGPAPRGGGPIRP1 

VRCPTGRVHNGSWRPGRGFQP 

GRSSRVAGHSPRKVAPDPSGIS 

VDPKARRETSSHG SPLQ AQRAS 

GLKEWRSQTQSSSPRKPSAS/PL 

*GDSSAEELKLVATQ\LTGPVMP 

VRNVYKKEKARV1\TEEV\KNF 

KAFASLRMARA\MARLFGIRAK 

RAKEAAEQDVEKKK 


11837 


42205 


A 


11908 


1 


327 




11838 


42206 


A 


1 1909 


1 


756 




11839 


42207 


A 


11910 


1 


219 




11840 


42208 


A 


11911 


2 


227 




11841 


42209 


A 


11912 


1 


567 




11842 


42210 


B 


11913 


99 


799 




11843 


42211 


A 


11914 


61 


342 




11844 


42212 


B 


11915 


1 


945 




11845 


42213 


A 


1 1916 


92 


133 


DPPSQKLKTLRKD*TNG*LQ*P 
MKRSP*MT*WS*KP*HENYVTH 
AQAS VPDSIN WKXG YQ* LKI K* 
MK*SKKRSLEKKE*KETNKASK 
KYGTM*KD 


11846 


42214 


B 


1 1917 


1 


368 




11847 


42215 


B 


1 1918 


1 


106 




11848 


42216 


A 


11919 


1 


705 




11849 


42217 


B 


11920 




834 




11850 


42218 


B 


1 1921 




1305 




11851 


42219 


A 


11922 




1187 




11852 


42220 


A 


11923 


228 


619 





1562 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



SEQ ID 

NO: 



11853 



1854 
1855 



1856 
1857 



1858 



1859 



1860 



SEQ ID NO: 
of peptide 
sequence 



42221 



Met 
hod 



42222 
42223 



42224 
42225 



42226 



42227 



42228 



11861 



11862 



1863 
1864 



42229 



42230 



SEQ ID NO: 
in USSN 
09/540,217 



M924 



11925 
11926 



1 1927 
11 928 
929 
11930 



Nucleotide 
location of first 
codon for peptide 
sequence 

1499 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



2238 



h_86 

fr 
rr 



1 1597 
1200 
1600 



11931 



11 

1908 



663 



1331 



42231 



42232 



1707 



11933 



1012 



1934 



1788 



1935 



550 



827 



PCT/US01/08631 

Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



IKGKKKV1NQISLGQRMRLSQSS j 
HGKVQACQVPFHPNAPPAVQF 
QSRELQSGSRPRSCGEKATRCL 
RQGPRE VPLPKN A WA *QRKQE 

IKKRSRKGS/GREPGLRRPPNAQ 
ARDRSSRAPATHRKELKPEREH | 
1SCSRSHIRYQEWSVLRDTVHR 
NLVLDTKRHPALILVEYKERTS 
SPATEQSCMENDFDELREEGFR I 
RSVITNFSELKEDVQTHHKEAK 
NLEKRLDKWLTRINSVEKSLNDl 
[WMELKTMA 

ERELPDPLRFPSEGNASALLSAS I 

rtvrastdlrplsgtp*rdepgt| 

I SDGN A E 1 TRLLRRSG WEL 



g dm rgrregg fg lg rrt a m rc| 

GCSPGIVREADNLVKLSRPSTV 

rvtrssasvmvltmplapatflI 
|rvncwag/rgr/c*sqnetvsr 
Itrceegr* *kdyrveeqrlrkn I 

wdlarpgeeqlapspekrdlpl I 
Irvkdqgrhpcvv 



mgdfntplstldrstrqkvnk 

dtoelnsalhqpdlidiygtlhpI 

ksteytffsaphhtyskidhilg 

skallskckrteiitsylsdhsai 

klelrjqnltqnhsttwklnnl 

llndywlhnemkaeikmffet 

Inenkdttyqnlwdafk/rsv*r 

eiystkcpqekagkiqn*hpnid 

QQN**TTSKANKEKKREDSNRC 
NKK**RGYHHRSHRNANYHQR 
MLQ/YTSMQIN*KI*KKWINSSTH 
|TLSQD*TRKKLNL*IDQ*QELKL 
jWQ*SIAYQPKRVQDQMDSQPN 
I STR V A SfCRJK YLG I QLTRJV1 * RTS 

srrttnhcsmk*krjqtngrtf 
Ihahg 



DVS WAG RSEDH R Wl FLKEQRT 
GGPPK/ERSRSESRHQISCMCAA 
STWMERTAYGGSHRELLLQQL 
I PQ E HTRKTLPLQQTS A WT Y R LF 
HTSCEI 



1563 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1865 


42233 


A 


11936 


584 


1094 


NW1PSLHLTQKLIQDGLKT*ML 
DLKP*KP*KKT*AIPFRT*AWAR 
TSCLKHQKQ WQQKPKLTNG I* L 
N * R VS A/P A K ETTI SMN/E ATYR 
MGENFCNLLI*QRANIQNLQ*T 
QTNLQEKNKQPHQKVGKGHEQ 
TLLKKRHLCSQKTHEKMLIITG 
HQRNANQNHNEMPFHTS 


11866 


42234 


A 


11937 


797 


1044 


EESIS*KWPYCPR*FVDSMPSPS 
S YR* VSSQN WKKLL* SSYGTKQ 
EPTLPSQS*AKRTKLEASHYLTS 
NYTTRLQ*PKQHGT 


1 1867 


42235 


A 


11938 


176 


374 


LTNQKKSRTRWIHSQILSEVQR 

GADKQPNRE*TPIHNCFKENK1P 

RNPTYKGCEGPLQGELQTTAQ 


11868 


42236 


B 


11939 


1 


1843 




11869 


42237 


A 


11940 


3227 


3391 


DPLPGQRQLLLQKQRRP*TQAG 

LLSFQPGPQPHGSVPPTLSQPW 

LPGGWPELSG 


11870 


42238 


B 


11941 


1 


1479 




1 1871 


42239 


B 


11942 


1 


2097 




1 1872 


42240 


A 


11943 


654 


1341 


KN RN YNKLSLRPQCNQTRTQD 

*ESHSKPLNYMETEQPAPE*LL 

GT*RNEGRNKDVL*NQREQRH 

HIPESLG RIQSS V * REIYSTKC LQ 

E/I/MQERSKIDTLTSQLKELEKQ 

EQTHSKASRRQE/DN*NQSRTE 

GNRDTKNPSKNQ*IQELVF*KD 

QQN**TASKTNKEKKREESNRH 

NKK**RGYHHRSHRNTNYHQRI 

LQTPLRK * TRKS RRN G Y I PRH I H 

SPKTKTGRS 


1 1873 


42241 


A 


11944 


471 


611 




11874 


42242 


A 


11945 


1 


585 




11875 


42243 


A 


11946 


3 


1029 


GRQHGGSQRMGGTASARASSG 

RLAPRGRGAFAFRRRCPSPRRW 

RLTCGPAAVEHSFCHNVGPGV 

RATADKYTCMFTYASQGGTNE 

QWQMSLGTSEDHQVHFTVCTIW 

RPPRGKSYL\YFT\QFKAEVAGR 

LRFEYRHGLTFKAA/SLKRESD 

V PL EN LRNFE VNQN SSG LTRPG 

GISKAELSKLVIVGQGIRALSCD 

QQPLLRGGTFSSPVKLKGACVP 

ERAQHITGFLGGTLKFSTWADV 

ALSRRGFSGWLKPWGREQRVQ 

GPPGSQQLFRFPLPVKLFWTQD 

RRSRGTKLRVGNMGAMLGKAA 

MLPPTSSRASFMSLQNCFPMFT 

QGTSFQMMWEEMKCFF1FK 


1 1876 


42244 


A 


1 1947 


1 


1206 
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ISEO ID 
NO: 



SKQ II) NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



PCT/US01/08631 



11877 42245 



11878 42246 



1 1879 42247 



|A_ 



A 



11880 42248 



M881 42249 
11882 42250 



111883 142251 



A 

|a" 



N884 142252 



11885 42253 



|C_ 

Ia" 



1886 



11887 



42254 
42255 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



11948 
11949 



u 

849 



654 
1089 



11950 



1376 

n>78" 



11952 
11953 



1954 |394 



615 



1955 
1956 



114 



11888 42256 



42257 
42258 



|A~ 



11957 
11958 



1 

(39T 



362 
|2lT 



412 



547 
641 



11959 



905 



1960 



482 



709 
\734~ 



42259 
42260 



11962 
11963 



21 
I 



Amino acid sequence ( X=Unkno\vn t 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 



SPEGKH YRCYL VHMPSDTERSS 
L*MRPRAGRSSAEGPGCRQRSL 
ALDHMVQQAQRCWRYQWWR 
RFSKEFNQWWRRFSEEL 



VPQPDTRKGSVLKWISKRGKPL 
AVEIEESHCUCLPLRTECLGIKP 
MVHLFSCTRPVIVPSLELNYDV 
DS1AHMFVADLLLMITLPSYD1P 



FKRGQYGRLLRPRFHHGQILYA 
RRQGA\EPLA1QVHHAVCDGFH 
VGRMLNELQQYCPEWQGGA 
ASDPLRGLLCGPSLLDERHPLL 
HG AQSHRPPKG * G VR ANNAGL 

AGSS1YLQPRCGIHEVKPSGLLS 
REGLQLQS 



SNNSPTSASRVAGITGVRHCVR 

NWWVLGLTDFKNEAVDPRAW 

TTKSKTPPQNKTKQENKNEDV 

GRDQRVEWLVTEEVSELSLKG 

EKLHWKEKEVQSTGKETDARS 

SMRNYLMLLGPEVQEKEPVKR 

RLARGKAFVELAEPTRAPGNSG 

FPVSGGVFTPSLGALTWICKFR 

VKSWAILNSQLLLDTMKKGIV 

YKNGDRJQGNRSADNRNNGVP 

LTGARDMQPAMPEPPTHSMGS 

CAARAFPMSAASCFRAPSPIDH 

PKAEE\WGARRGTGGQ\PTCSP 

GAG1HWVKPAGLLSREGLQLH 



MRLESD/KHLVQFVPIHKSKG\L 
EYPIGPWLPF1TNSRVQEQAFYH 
DRHSFEA VLDLN A APES VDLAE 
A ERL A EDLRLL Y V A LTLS AF A P 
LVRRRGDKKGDTDVHQSALGR 
LLQKGEPQDAAGLRTC1EALCD 
DDI A WQTAQTG DNQP WQ VND 
VSTA ELN A KTLQRLPG DN WR V 
TSYSGLQQRGHGIAQDLMPRL 
DVDAAGVASVVEEPTLTT\HQF 
PAGASRGTFWXHSLFEDLDFTQ 
PVDPNWRL 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiio\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


11893 


42261 


A 


1 1964 


1 


313 


MRFYGQLAEDPGQQKAGETTR 

HTEDYISQLPLQRQG1PELALQK 

DLFINK1YGKEFNVCRSTLEDPR 

VHVLCRDMDEAGNHHSEQTIA 

RTENQTPHVLTHRRELNNENT 

WTQGGEHHTPEPVMGWG*RPR 

AAKSWGN7MFCAY*RLYFSAAFA 

ETRDPRTCPSERSFY*QDLWK7 

MSSMSAGRL*RIPEFMSFVGTW 

MKLET1ILSKLLQGQKTKHRMF 

SLIGGN j 


11894 


42262 


A 


11965 


47 


3 78 


QQLVHTAFVIRLIRGTTEGAWR 
NCKQMAR*QSISLECKFMPRT 


11895 


42263 


A 


11966 


2 


223 




11896 


42264 


A 


11967 


2 


133 




11897 


42265 


B 


11968 


179 


6003 




11898 


42266 


A 


11969 


I 


1125 




1 1899 


42267 


A 


11970 


I " 


360 




1 1900 


42268 


A 


11971 


677 


1238 




11901 


42269 


C 


1 1972 


193 


471 




1 1902 


42270 


A 


1 1973 


17 


280 




11903 


42271 


B 


1 1974 


1 


654 




11904 


42272 


B 


1 1975 


526 


597 




11905 


42273 


A 


1 1976 


1 


1261 




11906 


42274 


A 


1 1977 


170 


998 




11907 


42275 


A 


11978 


1 


1130 




11908 


42276 


A 


11979 




369 




11909 


42277 


A 


11980 




300 




11910 


42278 


C 


11981 


207 


451 




11911 


42279 


A 


11982 


I 


348 




11912 


42280 


A 


11983 


2 


469 


RGIREGEEFDVDLAGMEVAVG 

GWGRGLWLHRHQAGIRGQSLG 

WRCRPWVGAGGVQAASERPD 

LAGSIMGPEVGALRRASPVIVIQ 

SQAGAFLSSNTTCQQFRDPGFR 

GRYPASPHTLSLPPETAHL*LLL 

CLPAAGVLPHTWPLLDRQGWH 

RGHAR 
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SEQ ID 

NO: 


SKQ ID NO 
of peptide 
sequence 


: Mc 
hod 


t SEQ ID NO 
in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la 
codon for last amino aci 
of peptide sequence 


st Amino acid sequence ( X-Unknown, 
d *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1913 

11914 
11915 
11916 
11917 


42281 


A 


1 1984 


1 


1937 


[MAAPLVLVLVVAVTVRAALFR 
SSLAEFISERVEVVSPLSSWKRV 
VEGLSLLDLGVSPYSGAVFHER 
QYIPVKMKSKAFWIFSWEYAM 
MYVGS/HSGNHLPLLLPSQLLG 
FHPRSL/VALYFLFQISLQTLV1F 
WYFFAEMFEHFSLFFVCVFQIN 
VFFYTIPLAIKLKEHPIFFMFIQ] 
AVIAIFKSYPTVGDVALYMAFF 
PVWNHLYRFLRNIFVLTCI1IVC 
SLLFPVLWHLW1YAGSANSNFF 
j *G1TLTFN VGQRPHRLKAPRASS 
A ARSDRG PA ASPA SPGDAA RP V 
avjRRPWDA PPHN YLN A VPPPS R 


42282 
42283 
42284 
42285 


A 
A 
A 
C 


11985 
11986 
11987 
11991 


1 
1 
1 

J j 


521 
207 
867 

225 


11918 
11919 
11920 
11921 

11922 i 

11923 i 

11924 i 

11925 i 


42286 
42287 
42288 
42289 

42290 
42291 
42292 

12293 j 


A 
A 
A 
A 

A 
\ 
\ 
\ 


11992 
11993 
11994 
11995 

11996 

11997 < 

1998 : 

1999 : 


72 

1 

460 
93 

2 j; 
515 J 


425 
354 

752 ' " 
401 

515 J 
1180 I 
51 J 


PQJCKYIH 1 FLDSLALLPRLECSG 
AISAHCKLHLLVSSDSPASASQ 
VAGITGARHHAWLIFVFLVEM 
GFHH/VGQ AG LELLTSGDPPAL 
ASQRAGVSIFIYLFIF 


11926 i 

11927 A 

11928 A 

11929 A 

11930 4 


12294 y 
*2295 "/ 

2297 / 

2298 " / 


\ 1 
\ 1 
\ l 
V 1 

I 1 


2000 1 

2001 c 

2W2 } 

2003 2 

2004 5 


h 

>24 Is 
7 
1 

04 "J7 


>241 f 
'65 1 
>95 [ 
89 

32 ~h 
I 1 

55 j 


•FFFFLVEMGFHHVGQAGLKLL 
fSSDXRPP WPPK VLG LQARAT 
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SEQID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possib!c nucleotide 
deletion, \=possible nucleotide insertion) 


1 1931 


42299 ; 


A 


12005 


1 


1322 


MAILPKVI YRFNAIP1KLPVTFFT 

ELGKTTLRFIWNQKRACIGKSV 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWTWYQNRD1DQWNRT 

ESSEIMLH1YNHLIFDKPDKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTSHTKINSRWIKDL 

NVRPKTIKTLEENLGNTIQAIG 

MGKDFMTKTPKAMATKAKID 

KWDLIKLKSFCTAKETTIRLLG 

RPPALFTASSSVLKQLALEGIL1 

LDSRALLGFLYEARHSHSNSPN 

HDAQNATSKKN1RDGYDKIYR 

QEQVLARMEEKTLITAGGNVK 

WCSHFRKQIGGQWLTLETKTK 

TPQPFSSTSQISTDKDKGLNPQL 

LKMDPGHMGWCPPGMGIPWQ 

LSSDDRVWVLAAAGSGRHPGS 

GFKSL/PGLLHEGSYGH****S*I 

*GGNS*GSSGGPQCISGEERVFR 


11932 


42300 


A 


12006 


12 


143 




1 1933 


42301 


A 


12007 


1 


534 




11934 


42302 


A 


12008 


1 


591 




11935 


42303 


A 


12009 


2 


353 




11936 


42304 


A 


12010 


1 


1923 




11937 


42305 


A 


12011 


1 


465 




11938 


42306 


A 


12012 


1 


784 


PGWEKRMSRSSVVNTQEALPT 

AAIPRDAKGRVYYFNH1TNASQ 

WERPSGNS\SSGGKNGQGEPA\R 

VRCSHLLVKHSQSRR\PSSWRQ 

EKITRTKEEALELINGYIQKIQS 

GEEDF\ESLASQFSDCKHQPKA 

RG\DLG AFQQKVRLQKPF* RTP 

RFALADGGR*AGPCFTD\SGIHII 

LPHLSEGWGAQAWPRGRAGRL 

GRPAPPCPPASGRTPHSLPPSHSI 

YCSHNGWEGALPDWGPFQTGG 

PGVPHSLSVPSWGCDLQTLH 


11939 


42307 


A 


12013 


1 


319 


PRERAPRGSVGAGGEICHTSVC 

CCQPSWTRLLLLITWMLLr/YS 

ECKPFHCSREEPDNHILLLKI*EF 

GPPSTQGQHAAPLSRSRYSCCP 

DRYLLRKLGICQEHQLL 


1 1940 


42308 


A 


12014 


1 


1058 




1 1941 


42309 


A 


12015 


1 


861 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 1942 


42310 


A 


12016 


1 


431 


IVLGGVATTVCQLNEFIMTDNA 
VPADVLVLTKPLGTQVAVAVH 
OWLDfPFK WTsIKIkTT VVTOFnv 

LICLPREQAARFCAEIKSPKYGE 
GHQAW11GIVEKGNRTARI1DKP 
RIMEVA\HKWPLKM 


11943 


42311 


A 


12017 


1 


1020 




11944 


42312 


A 


12018 


247 


1436 


GERGPRTMSTRESFNPESYELD 

KSFRLTRFTELKGTGCKVPQDV 

LQKLLESLQENH FQEDEQFLG A 

VM PRLG1GMDTC VIPLRHGGLS 

LVQTTDYIYPIVDDPYMMGRIA 

CANVLSDLYAMGVTECDNML 

MLLGVSN KMTDRERDK VMPLF 

IQGFKDAAEEAGTSVTGGQTVL 

NPWIVLGGVATTVCQPNEFIMP 

DNAVPGDVLVLT1CPLGTQVAV 

AVHQWLDIPEKWXNKIKLVVTQ 

EDVELGLPGRRLMNMARLNRT 

AAGLMHT\FNAHAATADITG\F\G 

ILGHAQNLGQASRRNDVSFVIH 

i > L> I VJ rA VV r rv W L//A V o IVyA v_VJ \1N 1V1 r 

GLMHVTCPETSGG\LL1CLPR\E 
OA ARFC A EIKSPK YGEGHQA W I 

ivji v Lrv vj i n rv j r\ rvi 1 LvlVr rvl lev /\ \ 

HKWPLKM 

1 1J\. TV I 1 J 1 \ J VI 


11945 


42313 


A 


12019 


219 


380 


SKSFPALOS 


11946 


42314 


A 


12020 




516 




11947 


42315 


A 


12021 




228 




1 1948 


42316 


B j 


12022 


56 


656 




1 1949 


42317 


A 


12023 




488 




11950 


42318 


A 


12024 




419 




11951 


42319 


A 


12025 




348 




11952 


42320 


A 


12026 




708 




11953 


42321 


A 


12027 


25 


213 




11954 


42322 


A 


12028 j 




1165 




11955 


42323 


A 


12029 




411 




11956 


42324 


A 


12030 


] 


996 




11957 


42325 


B 


12031 j 




744 




11958 


42326 


A 


12032 


I 


444 




1 1959 « 


42327 


A 


12033 




555 




11960 < 


42328 


A 


12034 




2241 




11961 " 


42329 


A 


12035 


1 t 


408 I 




11962 - 


42330 


B 


12036 


\ t 


423 




11963 < 


42331 


B 


12037 




507 




11964 i 


12332 


^ 


12038 




529 




11965 i 


42333 


\ 


12039 


191 : 


519 




11966 ~i 


12334 


\ 


2040 


i t 


360 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
luuuii lur jjc|»iiuc 
sequence 


Nucleotide location of last 
codon for last amino acid 

of nf*ntir1f* <tf*n nonet* 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possible nucleotide 
deletion^ \~possi blc nucleotide insertion) 


1 1967 


42335 


A 


12041 


1 


579 




1 1968 


42336 


A 


12042 


1 


2940 




11969 


42337 


A 


12043 


1 


4280 


MEYYAAIKKDEFMSFVGTWM 

MLET1ILSKLLSQGRKPKRRMLSL 

IGSQLLTNKGTSW1V1ENEFDELT 

EVGFRRTLHPKSTTEYTFFSAPH 

CTYLKIDHIIASKTLLSKCKRTEl 

ITNGLSDHSVIKLELKIKKFTQN 

CTTTWKLKNLLLNDYWVNNE1 

KAEIKMFFETSENEDTMYQNL 

WDTFKPLCRG KFIALNAH KRK 

QRRSKIDIQTAQLKELEKEQQT 

NSKASRRQEITKIRAELKVTETR 

KTLQKINESRSW 


11970 


42338 


A 


12044 


1 


645 




11971 


42339 


A 


12045 


3 


362 


LDQLLDMSYE/QLMQLYSCAQ 

RRRLNPGLRRKQHSLLK\RLRK 

AKK/EAPPMEKPEVVKTHLRD 

MIILPEMVGSMVGVYNGKTFN 

QPEM1GHYLGEFS1TYKPVKH/G 

RPG IGATHSSRFI PLK 


11972 


42340 


A 


12046 


1 


519 




11973 


42341 


A 


12047 


2 


599 


PPPRSSEDPAKMAEVEHEEGSG 

PFRKFTLPAAVDL\DQ\LLDI VPT 

KQFDAAVQVAAQRRRLEPGGL 

RRKQ\HSPA*KRLRKAKKGGPA 

PWRKPEVVKT/HTLRDYDHSYP 

EMVG\SMVG\VYNGK\TF\NQV 

GDQGVCGRPCRLGWAGVA*CR 

RDQLTPSFALGLPQPEMIGHYL 

GEFSITYKPVKHGRPGIGATHSS 

RFIPLK 


11974 


42342 


A 


12048 


8 


224 


RT A S Y PRRFP WDH L L 1 CPCQQL 
LICFLSLWIRLVFTKVSCT*NHN 
NMFSCVWLLLLSM1FLRFTH1A 
CIRNI 


11975 


42343 


C 


12049 


65 


163 




11976 


42344 


A 


12050 


3 


187 




11977 


42345 


A 


12051 


3 


689 


HASDQKE1IIEPFQAVDEVERVP 

EDYYTGPVYLTEVTTLQQRLLQ 

PDFQPVCASQLYPRHKHLLIKR 

SLRCRKCEHNLSKPEFNPTSIKF 

KIQLVAVNYIPEVRIMS1PNLRY 

MKESQVLLTLTNPVENLTHVTL 

LECEEGDPDDINSTAKVVVPPK 

ELVLAGKDAAAEYDELAEPQD 

FQDDPDIIAFRKANKVGIFIKVT 

PQREEGEVTVCFKMKHDFVKNL 

\AAPISP 


11978 


42346 


A 


12052 


1 


882 




I 1979 


42347 


C 


12053 


152 


404 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acic 
of peptide sequence 


t Amino acid sequence ( X=Lfnkno>vn, 
*-Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


1 1980 


42348 


A 


12054 


3 


398 


LRK1K1DLGKFSDNPDGY1DVLQ 
GLRQSFDLTWRD1MLLLDQSLT 
PNEKSAAKTAARFFCiDI WFV/<s 
FON* SCKTTNRSSNd A PDA VHn 
*D/PTADPWTGPI AHAT Ml MTI 
KAPLTRKSOLHDPYYAPIOOFA 
V 


1 1981 


42349 


A 


12055 


2 


286 




11982 


42350 


C 


12056 


261 


482 




11983 


42351 


B 


12057 


1 


1133 




11984 


42352 


A 


12058 


438 


575 


NKTRMPSLTTPI OHSTF^P<sn^<s: 

QTREGNKGYPNW*RGSHTVTV 
C 


1 1985 


42353 


B 


12059 


50 


309 




11986 


42354 


A 


12060 


1 


870 




11987 


42355 


A 


12061 


148 


368 


ELSSCSLMSHRAIHHPSEERATT 
T/NQQSEPGSW*GWVGANRWC 
HKMSSGGSLGTEPCGSCLACSA 
WTVTVQAQ 


11988 


42356 


A 


12062 


405 


707 


RLSLOTAGCSDVPVFP^A PQf.pp 
SPA*AP*SGSAASPWPPFAPSAA 
HVAMPAPPRHWPQLSLKMPPW 
PPDSPVPPGCLA*AEAPPPHCPV 
HLPASRSALS 


11989 


42357 


A 


12063 


90 


470 


KSVHSLPPSFSSLLPWTCNRTLS 
JCPPAI PSPSROPFPRRRf T wr^cr: 

SRJHSSCPSSS^SP^F^^P^P^QQ 
SASASPPPPPSPSPAPP*LWLQPL 
FCSQ*QLCHCQELVHLESRLTY 
PYHSSNQPF 


11990 


42358 


B 


12064 


1 


474 




11991 


42359 


A 


12065 


1 


383 


MEYYAAMKNDEFMSFVGTWM 
KLETIILSKLSQGQKPNTACSHS 
WMDP0RRGKROSL<s ISFAHAN 

» » i»i x v^ivivvjiviw^ijijLlivjijrtvj/AiN 

QFPKSVFRFFGLGDSKVGSKWS 
ATCACEPIHTSEYCGDRVICKTT 
SSLRG ASFA WCSSGNGE* WFPA 
SSMSLQRT 


11992 


42360 


A 


12066 


1 


384 

] 


M1ITGLEDYEMGLRMEGTLEIP 
GHYOKDKFLAOSTPDLI T PKT^ 
LTNPFS1NOILAEROIVTFTVYP 
DTERDRETRNLADI FCOIKIHI r. 
ICFSDNPDGYID1LRGLRQSFDLT 
W\RD1 MLLLNQTL A PN 


11993 < 


42361 


\ 


12067 


152 : 


238 




11994 < 


42362 


\ 


12068 


39 


544 




11995 " 


42363 


\ 


12069 < 


S2 


199 ; 

1 
I 


5 WKPSFS AN Y H KDRKPNTA CS 
^S*DPAFLAPSPVP*SRPLRPPQ 
Z> 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


11996 


42364 


A 


12070 


1 


655 


SVSGLVEKVTFEQRJLKGGEGDS 

TVGSSGNEIFRQWPCWELSNGC 

SLQGDAGCSCLVVHVTFPAGSL 

SGDGLPTAQWLQSLLVLAGGR 

RVNSTQGHRCHHWGSVAEPCV 

LVKRHHAAQEGLCSFQKTPRS 

QVPFHLFWDPGHHTLLCSYCPS 

\GVAGTQPAVQAVSTAV*TAAE 

GEPLPM S EN M RCL VFCPCDSL L 

RMMVSSFIRVPTKDMNSSFFM 


11997 


42365 


A 


12071 


1 


987 


MLVLGYNRKNTEGTQKQKGT 

NASDFHFLSQVLEQVVSPKGSK 

EAQCCVLRHLGCESSESAPGIPP 

NLGIQLLTWAVMWDPFPTTLA 

RAPSL A LELMTQYFNN WN W V 

YNNITDQGESKMSKLKGKERR 

QREGER RE RKREREKRERE SQR 

KERKREKKGKKREREKDRSDL 

KQIKIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRXTRKKP\IN*SMISTI 

TQGKEENPTAFLERLREALRKH 


11998 


42366 


A 


12072 


1153 


1379 


CLASWKEKSLLHCPQRKQRLR 
GEELEKLKKWKETATQIKRSYC 
WI*PSKSPHYLTS*KR*WNY**L 
GNYNS1PAS 


11999 


42367 


A 


12073 


1 


864 




12000 


42368 


B 


12074 


8 


441 




12001 


42369 


A 


12075 


62 


332 


TDSPHCTDPPSRPTVPASCLKRK 

CCGSTMPTARP1MPTLMETR*M 

PISPRVSWAGPRPTSWPALISST 

LFPRMANHWRD*SRJTWFQGQ 

A 


12002 


42370 


A 


12076 


34 


409 


TRAAGIRHEGKPEKTGLKRNFT 
N/DCRKS*TSG* RSTTSSRSRSPS 
PAPRSRSCSR\RDLPAPPPLSRSG 
DRPQT A PSCPM WRA RLPSC PG S 
A I PI PRP A WTRS ACCG A A STRLR 
PFSGSSTSPQWM 


12003 


42371 


A 


12077 


1054 


1368 




12004 


42372 


A 


12078 


298 


514 


PNWFKHDVSKSESFSNKMWIA 
KILKA/ARPAPLTQCV/RNSCFL 
QCRHLSSVSASDLT*DNVKRQF 
CVSPHTES 


12005 


42373 


A 


12079 


2 


1613 




12006 


42374 


A 


12080 


2 


106 
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NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



12007 42375 



Nucleotide 
location of first 
codon for peptide 
sequence 



12 008 [42376 

12009 42377 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



12081 



42 



12082 



206 

n 



305 



6038 



Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



YNTVLPKACLCGSLICWMN*SH| 
SDQNMQVSVERSNLRVRLYAC I 
CGLLLCTA YPQHFAHRYVDKIP I 

[gypsragtltglhpmqvcrcr 



12083 



4316 



12010 42378 



2084 



393 



1201 1 42379 

12012 42380 



991 



12085 



324 



438 



MQWEEAEKDPSGSCVFQRPPV 
ALVFPLHSKWTLVNSPPSSGDP 
YVPGRPAQSGQLSLSPAPPYVL 
PGPGKIKQAGNNPSLTSIYRSEV I 
FCAHRHLHPPQLVCARGHIGSA 
HLSVDRGSLIWEVLESTVWART 
NEWSPVTRTVLISALASTHIPQP | 
CESRPPVPPEYEVTVLRSQGTA 
QLPPWSSSTSWRLTDPSCPKHA 
I A WLTDLASSKGPA AGGTGSFS 
QPGTLTSTRTNPLKKEKSPEDL 
KQIKIDLGKFSDN 



12013 42381 



12087 



528 
152 



12014 42382 



12088 



11235 



12015 42383 



12016 142384 



2089 
2090 



1 



I 



2017 42385 

2018 42386 



12091 



13 

1923 



598 
574 



1366 



1800 



513 



77 

2171 



2019 42387 



2020 42388 



12093 



360 



12094 



21 



3636 



GAFCPFTLLHGYQVLQWPGSSLl 
PHKEGPAPALEGGHVYPRWI*A 
S A DSQSTE AGRIGPASTG * RQ Y P| 
(GGEEHACCLPALLHS 



12095 



12022 42390 



936 



12096 



12023 42391 



599 



12097 



248 



12024 42392 



12098 



1426 



12025 42393 



12099 



12026 42394 



12100 



367 



31 



661 



VGKSS1VCRFVQDHFDHN1SPT1 
GASFMTKTVLCGN/ELHKFLIW 

dtagqer/srqippldphengnnI 

[GTIKVEKPTMQASRRCC « 



APALPGCEHMMAIRELKVCLL 
J GDTG VGKSS I VCRF VQDHFDH 
N1SPTIGVASFMTKTVPCENDFT 
I KFL I WDTA G QERF YS L A PM Y Y 
RGSGAAVIVYDFTEAGFHFHPL 
KKWV\KRLKELGPE\NIVMAIA 
GNKCDLSD1\REVPLKGC*RNTA 
ESIG AI V VETS AKN A\INIE\ELFQ 
GMSRPDPHPWTPHENGKNGTIK 
1 VEKPT\MQA SVRRCC 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12027 


42395 


A 


12101 


l ! 


487 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAI1NSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRTN 

VQES\QAFLYTINRQTESQIMSA 

LPLTJASKRIKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

N1PCSWVGRJN1VKMAILPKNW 

KKLL 


12028 


42396 


A 


12102 


l 


1563 




12029 


42397 


A 


12103 


1 


1449 




12030 


42398 


A 


12104 


3 


1606 




12031 ! 


42399 


A 


12105 


2 


402 




12032 


42400 


A 


12106 


172 


329 




12033 


42401 


A 


12107 


1 


720 




12034 


42402 


A 


12108 


97 


206 




12035 


42403 


B 


12109 


1 ! 


1248 




12036 


42404 


A 


12110 


1 


1419 




12037 


42405 


A 


12111 


1 


1387 


MDKFLDTYTLPRJLNQEEVESLN 

RSITGSEIVAIINSLPTKKSPGPD 

GFTAEFYQRYKEELVLLLLKLF 

QSIEKEATLPNSFYEAS1ILIPKP 

GRDTTKKENFRPISLMMIDAKIL 

SKILANQ1QQHIKKFVHHDEVG 

FIPRMQGWFNIHKSKNVIQYIN 

RTKDKNYM11SIDAEKAFDK1Q 

QLFMLKTLSKLGIDGTYLKURA 

I YDKPTV KI I LNGQKLEEFPLKT 

GTRQGCPLSPLLFN1VLEVLAR 

AIRQEKEIKGILLGKEEVKLSLF 

ADDMIVYLENPIVSAQNLXLKLI 

SNVS\KV*GYKFNVQKSQAFLY 

TTNRQTESQIMSELPFTIASKRI 

KYLGIQFTRDVKDLFKENYKPL 

LNEIKEDTNKWKNIPCSWVGR1 

NIVKMAILPKPPLLIPRQTGSGV 

DLQQTPTDLQLSVLTVRRKINK 

QKGHPHQYLIWTSPSSKTKGRQ 

LLASNRTKLDGE 


12038 


42406 


B 


12112 


1 


711 




12039 


42407 


A 


12113 


1694 


4489 


IYRFNAIPIKLPMTFFTELEKTTL 

KFIWNQKRAR1AKAIRSQKNKS 

GGITLPDFKLYYKATVTKTAW 

YWYQNRDIDQWNRTEPSE1TPH 

IYNYLIFDKPEKNEQWGKDSLF 

NKWCWENWLAICRKJLKLDPFL 

TPYTKINSRWIKDL1VRPKTIKT 

LEENLG1T1QDIGMGKDFMSKT 

PKAMATKAKIDKWDLIKLKSF 

CTAKETTIRVNRQPTKWEKTFA 

TYSSDKGLISRJYNELKQIYKKK 

TNNPIKKWAKDM 
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SEQ ID 

NO: 

12040 


SEQ H> NO: 
of peptide 
sequence 

142408 i 


Met SEQ ID NC 
hod in USSN 
09/540,217 

A 12114 


>: Nucleotide 
location of first 
codon for peptidt 
sequence 

1 


Nucleotide location of la 
codon for last amino aci( 
i of peptide sequence 


>l Amino acid sequence ( X=Unknown, 
i *=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1204] 
12042 

12043 
12044 


42409 

42410 T 

42411 f 

42412 U 


A 12115 
A 12116 

* 12117 
V 12118 


58 
6 

50 
1 


(115 

414 

389 

5137 
1194 


VMTTGTNSRVEPRVRGRVYKK 
KMDKKRQEKITEAKSKDKSQM 
DEEKTD/DEKPKLQVELEQE YQ 
uts^r ivKLPLblLEFVQEAMKGKI 
SEDSNHGSAPLSLSSDPGKVNH 
KTPSSEELGGDI PG KEFDTPL 


12045 
12046 
12047 


42413 \A 

42414 La 

42415 I A 


^ 12119 
i 12120 
i 12121 


1 

3 

119 


2559 

406 

423 


1 1 i^C^fcKF* VITHLLKPTSVNSS 
KSFSFQLCSIG/VQG A AIL WRRR 

gslvfrjfsfsalvsphlcgfiylI 

WSLTMVTYFSLSNGGRPSPCQA 
AAPQVNLGLLC ! 


12048 
12049 


42416 A 

42417 A 


12122 
12123 


3 


597 ' 

I 
1 

1 


ISASASDNVFMSVSSPSCSSCFFl 

TLYRYLWKSEKPLYYSFVDKP 

VA YKK REM V VNLQKQFKHTG 

RVQ/SSNLLEKKAPSSFQFNWT 

EEDTDRTCF\HGHSLQGVLKEK 

GQSLLTKNSLYWLSTQKF*RCY 

GHHVPPYEES1 YFLSNRFNLNLF 

SFLLRJKTSFL\HEEVSLVEK\KL 

FEEKIQCKKERNQDPRKVRTTL 


12050 
12051 [ 


42418 A 
^2419 A" 


12124 
~ 12125 : 


1 __J 
23 | 

2 \* 


883 J 
362 i 
n 

h 
r 

If 

io5 r 

598 (L 

\a 

s 

Ir 
i 

Y 
G 
l K 

01 "~(" 


^AFNMPEPGKJVPAP*KGSKKA 
/TKAQNKDGEKRMLSRKESYS 
/YVYKVLKQVHPDTGVSSKG 
4GIMNSFVDDILERIAGEAFRL 

YNKRSTITSREIQTD VRLLLT 1 
LEMVK 


12052 I 

12053 4 


12420 [A" 
2421 A 


12126 

12127 1 


i " 

4 


HSAMPEPAKSAPAPKJCGSKK 
i VTKAQKKDGKXRKRSRKESY 
IYVYKVLKQVHPDTGISSKAM 
iiviiNi>r v NUlhbKJAGEASRLAHl 
~N KRSTUTLPRE I\QTA VRLLLP\ 
ELAKHAVSEGTKAVTKYTSA 


12054 4 

12055 4 


2422 B 

2423 A 


12128 4 

12129 3 


8 4 
4 


24 ' i; 

62 D 
Li 
V 
V 
G 

H 

|el 


A WVSGRLTELPSSCFFPPIFRQ 

LPVMPEPSKSAPAPKKGSKKA 

TKAQKKDGKKRKRSRKESYS 

YVYKVLKQVHPDTG1SSKAM 

MNSFVNDI FE\RJAGEASRLA 

V^NKRSTITSRE 1 QTA VRLLLPG 

.AKHAVSEGTKAVTKYTSSK 



1575 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence j 


Amino acid sequence ( X=Uiikno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12056 


42424 


A 


12130 


74 


504 


FAFNMPEPAKSAPAPK\KGS\KK 

AVTKAQKXDGKICRK/RSRQGR 

AYSVYVYKVLKQVHPDTWHL 

LLRPWG1MELLSFND1FRMG1AG 

LRVSRLGRJ*QQGVST1HLPGEI 

HDGPLRLACLPGGVWPSKAVF 

RGAPRPFNQVNTSV 


12057 


42425 


A 


12131 


53 


471 




12058 


42426 


A 


12132 


1 


241 

- - 


FKDTCTRMFIAALFT1AKTWNQ 
PKCPTMWHJYTMEYYAA1K/SD 
EFMSFVGTWMKLET1TLSKL*Q 
GQKTKHRMFSLIGGT 


12059 


42427 


A 


12133 




244 




12060 


42428 


B 


12134 


1 


2142 




12061 


42429 


A 


12135 


1 


1962 




12062 


42430 


A 


12136 


3 


393 


IWMKLET1ILSKLSQG*KTKHR 

MFSLTGGNLTMRTLGHRLLPSL 

PHRLRPCARLHLRCPPWPPPSR 

RRCARSTTPTATPPSTATSRWSS 

TPPTCTCLWPSTSTGTTWPWRT 

SSATSCACRTTKWSMPRS 


12063 


42431 


A 


12137 


2 


87 




12064 


42432 


A 


12138 j 


1 


270 




12065 


42433 


C 


12139 


1 


214 




12066 


42434 


A 


12140 


1 


684 




12067 


42435 


C 


12141 


1 


333 




12068 


42436 


A 


12142 


1 


189 




12069 


42437 


A 


12143 


215 


310 




12070 


42438 


A 


12144 


2 


91 




12071 


42439 


C 


12145 


1 


229 




12072 


42440 


A 


12146 


1 


268 




12073 


42441 


A 


12147 


1 


278 




12074 


42442 


A 


12148 


2 


274 


WMKLET1 1 LSKLSQRQKTI HHLF 

SLIALFTIAKXWKPPRYLSVDK 

WIKKLWY/HTYTMEYYSAFKK 

EAILP1AIAWMGLKDIMLSEISQ 

TWP 


12075 


42443 ' 


A 


12149 


2 


136 




12076 


42444 


A 


12150 


2 


95 




12077 


42445 


A 


12151 


! 


233 




12078 


42446 


A 


12152 


377 


484 




12079 


42447 


A 


12153 


2 


91 




12080 


42448 


A 


12154 


1 


891 




12081 


42449 


A 


12155 


1 


1 194 




12082 


42450 


A 


12156 


785 


892 




12083 


42451 


A 


12157 


191 


317 




12084 


42452 


A 


12158 


410 


520 




12085 


42453 


A 


12159 


683 


796 




12086 


42454 


A 


12160 


830 


927 





1576 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



NO: 



SEQ ID NO 
of peptide 
sequence 



42455 



42456 



42457 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



I Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 



12161 



12162 



18 



539 



108 



701 
\435~ 



Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



PTDP*LGIYQKE\YKSCYYKDIC 

T/RVCVPAALFTIANTWNQPKC 

TSMIDWVKKMWHIYTMEYYA 

AIKTDEFMSFVAGTWMKLET11L 

RKLSQGQKTKHRMYSLIGGNL 

TMRTFGHSAGSHHTPGPIMRCG 

AGGG1ALGEIPNVNDELMGTAN 

QHGTC1PMQQNCTLCTCTLKLK 



ASTAGVSYYVAQAGLKLLGLS 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARXAMSL\YIYFFLDEFM 

YFAGTWMKLET11LSKLSQGQK 

TKLHRMFSL*GVSYYVAQAGLK 

LLGLSLSKCRDYRCEPPCPE 



274 



42459 



2165 



749 



3658 
T856 



42462 



2167 
2168 



538 



598 
664 



2169 



873 



42464 



2170 



77 



42465 



325 



2171 



1245 
3313 



42467 



2173 



940 



42468 



2174 



42469 



42470 



42471 



12176 



1 

155 



2060 
11213" 



559 



321 



42472 
42473 



12178 
12179 



42474 



B 



180 



519 



1_ 
119 



PAPRGG A YRGRQTSLSCGG LHP 
V*ASWLLCLPKQAWAM/VGRP 
PQASLLPCSLISDCCASNQRDSV 
GVGPSEPCAGYNLLLCRFLSQS 
EKHSIRV GA VDCSCS YLAIL 



KRTQT*A1AGAPPPASLPPCSLIS 
DCCASNE*GSVGIGPSKPGAGY 
NLLLCHLISPS1SPTSSPKSDTCP1 
ADFSNKSPDRSSAGDILLAMQS 
LGSMAIFLIL1LPTREHGKFFHLF 
VSSFISLSSGL 



BNSDOCID: <WO 0175067A3_IA> 



1577 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hud 


SKQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lfnknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


12107 


42475 


A 


12181 


1 


1309 


MAEGEEGTSYMAAGERVVAIA 

LIDGFRPLTLESTFFNSGSCSKL 

EQHSTYLGDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVPEP 

KQHGJGPKQKYRSTGPNRALR 

NNAAYLQFL1FGNLEKTKPWG 

KDSLLIKVFEAAVLW1ECFAFIF 

YDARGVLIVVQVDSCSKLEQHS 

TLSRAILL1YKGFCRFRNHHQTG 

FSPAGANQRGPLAATLSGPGGE 

GQSAVARLTGEKKNHPGAQYA 

NRLSPRVGRFINAAGTTGFPTG 

KRAVSATQLMDFADFGTTIKQ 

DFRLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGHLISDCCASNQPDSVGVG 

PSEPGAGYNLVVRHFLSPSEKH 

SIRVGVTRFSRCRPSPLPLTQKG 

NSLTPCASQLRQCLALLRLR*R 

AISCCPSHW*KEKPPWRPIRKPP 

LPARWPIH*CSWHDRFPD/CESG 

HLISDCCASNQPDSVGVGPSEP 

GAGYNLVVRHFLSPSEKHSIRV 

GVTRFSRCRPSPLPLTQKGNSLT 

PCASQLRQCLALLRLRH 


12108 


42476 


B 


12182 


1 


1335 




12109 


42477 


A 


12183 


1 


1675 




12110 


42478 


B 


12184 


57 


1530 




1211 1 


42479 


A 


12185 


1 


1419 




12112 


42480 


A 


12186 


1 


574 


RVDDFVRQTRPSAQAALAEKM 

AANQPPPLMMKHSQTDLVSRL 

KTVRKILG VGG E D DDG E V/H RS P 

ISQALGTEIKFTIREPLGLTVWQ 

FVSAVLFSGIAIMALAFPDQLY 

DAVFDGAQVTSKTPIRLYGGAL 

LSISL1MWNALYTAEKVIIRWTL 

LTEACYFGVQFLVVTATLAETG 

LMSLGIRLTRSSRRGR 


12113 


42481 


B 


12187 


79 


387 




12114 


42482 


A 


12188 


1 


908 




12115 


42483 


A 


12189 


2 


70 




12116 


42484 


A 


12190 


1 


1158 





BNSDOCID: <WO 0175067A3_IA> 



1578 



WO 01/075067 



PCT/USO.1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


121 17 


42485 


A 


12191 


2 


611 


FVSVPSVLLGLQFWRSERD/TA 

RLQSARWRVERGRLKELLSRQ 

RPRRREEVVVGREVCRTEMEV 

RASLQK1VSNGDEQLEKAMEEI 

LRDFEKRPSSLLVDCQSSSEISD 

H SFG DI P A SQTN KPSLQLILDPS 

NTEISTPRPSSPGGLPEEDSVLF 

NKLTYLGCMKVSSPRN E VEAL 

RAMATMKSSSQYPFPVTLYVP 


12118 


42486 


A 


12192 


j> 


497 




12119 


42487 


A 


12193 


1 


804 




12120 


42488 


A 


12194 


1 


1243 


MAPVEHVVADAGAFLRHAAL 

QDIGKNIYTIREVVTE1RDKATR 

RRLAVLPYELRFKEPLPEYVRL 

VTEFSKKTGDYPSLSATD1QVL 

ALTYQLEAEFVGVSHLKQEPQ 

KVKVSSSIQHPETPLH1SGFHLP 

YKPKPPQETEKGHSACEPENLE 

FSSFMFWR1MPLPNIDHELQELLI 

DRGEDVPSEEEEEEENGFEDRK 

DDSDDDGGGWUTPSNIKQIQQE 

LEQ F\D VPED V R V WL A * PPDF A 

MQNVLLQMGLHVLAVNCMLI 

REARSYILRCHGCFKTTSDMSR 

VFCSHCGNKTLKKVSVTVSDD 

GTLHMHFSRNPKVLNPRGLRY 

SLPTPKGGKYAINPHLTEDQRF 

PQLRLSQKARQKTNVFAPDY1A 

GVSPFVXENDISSRSATLQVRDS 

TLGAGRRRLNPNACRKKFVKK 


12121 


42489 


C 


12195 


164 


350 




12122 


42490 


A 


12196 




378 




12123 


42491 


B 


12197 


265 


1539 




12124 


42492 


A 


12198 




2511 




12125 


42493 


A 


12199 




1077 




12126 


42494 


B 


12200 j 


38 


1451 




12127 


42495 


A 


12201 




207 




12128 


42496 


A 


12202 




197 




12129 


42497 


A 


12203 




216 




12130 


42498 


A 


12204 




335 




12131 


42499 


A 


12205 | 




174 




12132 


42500 


A 


12206 




1309 




12133 


42501 


A 


12207 




1266 





BNSDOCID: <WO 0175067A3JA> 



1579 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


12134 


42502 


A 


12208 


1 


590 


IDRFDA PCGLEELEDHEDEFNE 

EDERAIEMYRRRRLAEWKATK 

LKNKFGEVLE1SGKDYVQEVTK 

AGEGLWVILHLYFCQG1PLCAL1 

NQNLSGLARKFPDVKFIKAISTT 

CIPNYPDRNLP\TILVYPG\GDIN 

G\QFIGPLSV\GGMNLTRDELEW 

KLSESGAIMTDLEENPKKPIEDV 

LLSSVRRSGPHEEGQRFRG 


12135 


42503 


A 


12209 


291 


416 


SHYLKIHAEKLSEYDQ1SPPNSQ 

PDKENPVLST**SIQRRHMTLFK 

N4NLKIILKYRKPEA*SQRLVSK 

R*KHSIRGSGINLSFVPTGFQIVP 

FHLFETSLWL 


12136 


42504 


A 


12210 


437 


773 


DYT1TGELKTA1QRSKINFCP1LH 
SHSSHNAKSFVI*TVTLLHRHLL 
* K VSVNK VQSLF1QCGIFSE AG A 
GVYNYCPPPRQRRQPGDKPRW 
RWRRGRNNRCSANSHGLQLYA 


12137 


42505 


A 


12211 


1 


1183 




12138 


42506 


A 


12212 


1 


459 




12139 


42507 


A 


12213 


1 


513 




12140 


42508 


A 


12214 


91 


1168 




12141 


42509 


A 


12215 


323 


429 




12142 


42510 


A 


12216 


870 


1305 


SPGLPHCWQPCRARSRGTDVW 

NVLVS\GSGSGAYKEPA1LVGPE 

NLTLTVHQTAVLECVATGNPRP 

1VSWSRLGWPPNPTAKEQEQRA 

KTESQRKQPRDKARENQPKAA 

RPKRAAPKSHEAARKTNPPTAS 

TKRQ A APTNTPK ESS 


12143 


425 11 


A 


12217 


1 


2695 




12144 


42512 


A 


12218 


1 


258 




12145 


42513 


A 


12219 


1 


624 




12146 


42514 


A 


12220 


247 


425 




12147 


42515 


A 


12221 


31 


858 


LLEIVNSSIQPEKQAGWLSQAV 

HGAPDGPNRPMLHPETSPGRG 

HLLAVLLALLGTTWAEVWPPQ 

LQEQAPMAGALNRKESFLLLSL 

HNRLRSWVQPPAADMRRLDW 

S DSL AQL AQ A RA ALCG I PTP S L 

ASGLWRTLQVGWNMQLLPAG 

LASFVEVVSLWFAEGQRYRHA 

AGE* ARNATCTHYMQLV WATS 

SQLGCGRHLCSAGQAAIEAFVC 

AYSPRGNWEVNGKTIVPYfCKG 

AWGSLCTASVSSLLKAWDHAR 

GLLGGPRETLG1CEPTEPWTALK 


12148 


42516 


A 


12222 


1 


1519 




12149 


42517 


A 


12223 


1 ! 


789 





1580 

BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/USO 1/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12150 


42518 


A 


12224 


1 


505 


A TE DPG V A M G RRP A RC Y RYCK 

NKPYPKSRFCRGVPDAKIRIFDL 

GRKKAKVDEFPLCGHMVSDEY 

EQLSSEALEAARICANKYMVKS 

CGKDGFHIRVRLHPFHVIR1NK 

MLSCAGAD/RJHISKKWGFTKF 

NADEFEDMVAEKRLIPDGCGV 

KYIPSRGPLDKWRALHS 


12151 


42519 


A 


12225 


135 


828 


RFWVSPHGPAAPARCYXRYCKN 

KPLPKVLRFCR\GVP\DAKJR1FD 

PGAEKRQKVE*VFRFCGHMVS 

DE\ YNQLSSV* A LE\A ARNLCPI S 

TMVKS\CGKDGF\HIRV\RLHPF 

HVIPHQTRCCSCAGADRLQTG 

MRG\AFGKPQGTVARVHIGQVI 

MS1\RTKLQNKEHV\IDALRRAK 

\FKFPGRQ\KIHISKKWGFTKFN 

ADEFEDMVAEKRLIPDGCGVK 

Y1PSRGPLDKWRALHS 


12152 


42520 


A 


12226 


2 


367 




12153 


42521 


A 


12227 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 
KEKVLRAA/NKPIRLTVDLSAET 
LQ A RKEGGPi FN 1LKEKNFQPRI 
SYPAKLSF1SEGEIKSFTDKQML 
KDFVTTRPALQELLKEALNME 
RNNQ YQPLQK H AKW 


12154 


42522 


A 


12228 




714 




12155 


42523 


A 


12229 


122 


939 


YPGKQGLEWTSNKIQQTCS*GS 

SLLEGKLTNRKDIHTKTPSVRH/ 

RSSKAKERVSVIEDQMNETKRE 

EMFREKRVKRNEQSLQEIWEY 

VKRPNLRL1GVPESDGDNGTKL 

ENTLQDHQQYFPNLARQANIQ1 

QEIQRMPQRCSSRRAAPRHIIVR 

FTKAEMKEKM L R A ARGKGRV 

TH KG KPIRLK VD VL AETLQ ARR 

E WG P I FN I LKEKNFQPR1 S FP AK 

LSFISKGEIKSFTDKEMLRDFVT 

TRPALQELLKEALNMERNNRY 

QPQQKHAKL 



1581 

BNSCXX:iD: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SKQ ID 

NO: 


SEQ ll> NO: 

ofpeplicle 

sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12156 


42524 


A 


12230 




1043 


MGDFLHSTDRNYL1KFWAKLS 

AKXTPANSSSPLGDHQHPC1TK 

NLQIPEKWLIGLLLPLKADLLK 

EDAGTHCKEAKNLDERLDEWL 

TRINSVEKFLNDLMELKTMAQE 

LHYACTSFSSQFDQLEERVSV1E 

NQMSEMKREEKFREKRVKRNE 

QSLQKIWDYVKRPNLRLTGVPE 

SDWTENGTKLENSLQDIIQENFP 

NLARQANIH1QEIQRMPQRYSS 

RRATPRHLIVRFTKFEMTEKMV 

RAAREKGQVTHKGKPIRJTADI 

S A ETLQ A RRE WG PI FN 1 L K E KN 

FQPRJSYPAKLSFISEGEIKSFTD 

KQMLRDFVTTRPTLQELLKEAL 

/NMERNNQYQPLQKHAKL 


12157 


42525 


B 


12231 


1 


1275 




12158 


42526 


A 


12232 


1 


1584 




12159 


42527 


B 


12233 


I 


1023 




12160 


42528 


A 


12234 


1 


2052 




12161 


42529 


A 


12235 


5160 


6183 


VSKHPQASAGDTQTNRVWSGP 

PANSDRPAAEGPDC*KEN*QTE 

RTS\NQNPICMSPSSKTKEAKNL 

DKRLDE WLTRINSI E KTLN DLM 

ELNTMARJCLRDACTSFSSQFDQ 

VEERVSVIEDQMNEMKREEKF 

REKRIKRNKQSLQEI WDC VKRP 

NLRLIGVPESDGENGTKLENTL 

QDIIQENFPNLARQVNIQIQEIQ 

RTPQRYSSRRGTPRHIIVRFTKV 

EIKEKILRAAREKGRVTHKGKPI 

RLTAVLLAETLQARREWGP1FN 

ILKEKNFQPRVSYPAKLSFISEG 

E VKSFTDKQMLRDF VTTRP A L 

QELLKEALNMERKNRYQLLQK 

HATLSRPSMLG 


12162 


42530 


A 


12236 


1 


975 




12163 


42531 


A 


12237 


3 


1186 




12164 


42532 


A 


12238 


1 


906 




12165 


42533 


A 


12239 


1 


1882 




12166 


42534 


A 


12240 


1 


1394 





1582 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12167 


42535 


A 


12241 


1 


4935 


MGPGARLAALLAVLALGTGDP 

ERAAARGDTFSALTSVARALAP 

ERRLLGLLRRYLRGEEARLRDL 

TRCN DET1T Y LLDKRLT VLT A A 

NIPYSSPENGAKRRRQDAFPPIH 

YNTQDALLQYLSGVGWGAPPA 

AQAHRDAPFVDS1AQVLLRTSG 

GSAEASGWSLRSRWAVGGATG 

S W VLSKGDRASLGERV VTG WA 

TLNVGRSFAYCLTTCVQPPLDV 

GPRKEHAPRPPSLSPTSTRQRGQ 

SERSQDANG RRKQKT 


12168 


42536 


B 


12242 


88 


1014 




12169 


42537 


A 


12243 


686 


1920 


IKPQRWGKKQNRKTGNSKKQS 

ASPPPKERSSSPATEQSWTENDF 

DELREEGFRRSVITNFSELKEHV 

VTH RJCEAKNLEKKXLDE WITRI 

TNAEKSLKDLMELKTTAQELR 

N ECTN L SN RC DQLEET V SAME 

DQIN/EMNEMKQEGKFREKRIK 

RNEQSFQ\EIGDYVKRPNLH\LI 

GVPESDGQNGTKLENTLQDIIQ 

ENFPNLARQAN1Q1QEI\QRTPQ 

R YSLRRATPRH 1 1 V RFTKVEM K 

EKVMLSAAREKGRWTHKGKPIR 

LTTADLSAETLQAQKTEWG\PIF 

N I L\KJEKNF\QPRI S\ Y P A K\L S F I S 

EGEIKYFTDKQMLRDFCHHQG 

LPLKELLKEEALKHWKGTTRY 

QPLAKTLPKYRSTRQKVNKDT 

QELNSALHQADLIDIYRTLHTK 

STE YTFFQH HTTPIPKLTT 


12170 


42538 


A 


12244 


1 


633 




12171 


42539 


A 


12245 


3 


109 




12172 


42540 


A 


12246 


2 


575 




12173 


42541 


A 


12247 




237 




12174 


42542 


A 


12248 


1 


1065 




12175 


42543 


A 


12249 


2 


338 




12176 


42544 


A 


12250 


1 


1319 




12177 


42545 


A 


12251 


1 


744 


MQKALCAAPDLGTFVTVLTPPP 

GAQIGSRRERSKVPYIVRQCVE 

EIERRGMEEVGIYHVSGRWAA 

DIQALKAAFDVN/NRTMHSSWE 

ESDELLKARDDPHSGQHSRDG 

ALAKAGMADKKDMSVMMSET 

DMNAIAGTLKLYFRELPEPLFT 

DEFYPSFAEGIDRLERVAEKEA 

VNKMSLKNLATVFGPTLLRPSE 

KESKLPANPSQPITMTDSRSLEV 

MSQVEVLLYFLRLEAIPALDSK 

RQS1LFSTDV 



1583 

BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12178 


42546 


A 


12252 


1 


507 




12179 


42547 


A 


12253 


1378 


4280 


STPMAVAGPLGRPWSTSPTRAS 

TSGASWKGRARARSCAARAPL 

SRRSALPGPAGPTPPGVLRIAEA 

A I PRT A A PM RTS PP A RRTSPL A S 

PAACPQAPPPTACSGTKAALPR 

RTRNSPSTAAVPPRRSAISGTGT 

A RLSCPRPPS W A S A RPG RSG PT 

MTRAPSMETQMARSEHHLDTA 

ALQTGQRSSAGTKMGCPTLMT 

RPPHRPTSAARAGAAGMRWSR 

EP*SPLK7RSELDLEKGLEMRK 

WVLSGILASEETYL 


12180 


42548 


A 


12254 


1 


1109 


M RTPYKTSPM RM L Y MTSLMTP 

TRHANEDAVDDIAYKDTVQDI 

TSEDAVYD1ANEDVVYDIANED 

ALQDIANEVAVYDIANEDIVYD 

IANEDALYDITNEDAVYMIANE 

DAVYGIANEDAVYEFANKHAV 

YDIANEDTVQDICKKEDAANK 

CYFPGFFPIRCRHEHLPVCIIDVI 

CSLIKCRHEHLPSSLIGQDRLGA 

QASRRERSKVPY1VRQCVEE1ER 

RGMEEVG1YRMSGVAADIQAL 

KAAFNVSECRPAQDGMEVWA 

VVSAMRSQSAPRPRHVTSFSVS 

FLHLSGSSRRPLHFRALSXNNKD 

VSVMMSEMDVNAIAGSLKLYF 

RELPEPLFTDEFYPNFAEGIGEH 

WRPWPHGRRLLHVHCCPQRL 


12181 


42549 


A 


12255 


1351 


4308 


WKGRARARSCAARAPLSRRSA 

LPGPAGPTPPGVLR1AEAAIPRT 

A A PM RTSPPA RRTSPL A SPA AC 

PQAPPPTACSGTKAALPRRTRN 

SPSTAAVPPRRSAISGTGTARLS 

CPRPPSWASARPGRSGPTMARA 

PSMETQMARSEHHLDTAALQT 

GQRSSAGTKMGCPTLMTRPPH 

RPTSAARAGAAGMRWSREPWS 

PLK/RSELDLEKGLEMRKWVLS 

GILASEETYLSHLEALLLPMKPL 

KAAATTSQPVLTSQ 


12182 


42550 


B 


12256 


1 


1017 




12183 


42551 


A 


12257 


2310 


2834 


EEKYNMQTRLRRAEDVFPPVIG 

VAAHKGGVYKTSVSVHLAQDL 

ALKGLRVLLVEGNDPQGTASM 

YHG WVPDLH 1 H AEDTLLPFYL 

MLRVLAIETVAHDYDVIVIDSAP 

NLGIGTINVVCAADVLIVPTPAE 

LFDYTSALQFFDMLRDLLKNV 

DLKGFEPDVRILLTKYSNSNGW 



1584 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 

sf niipnrc 

\t U II *. %, 


Met 
hod 


SEQ II) NO: 

in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12184 


42552 


A 


12258 


106 


108 


NFLFVLRRQLWVGGLCW*AAE 
LNKVCL 


12185 


42553 


A 


12259 


1 


901 




12186 


42554 


A 


12260 


23 


482 


KPRELGP1SPVWLPPDRLPERPQ 

RRRPSG VDPGSWLGSGSCGSTG 

CSALMSCSCGSTPLLSLALKVT 

PGGVLGAPSGSEDGS*PNRXAC 

GSEME1CLTTRGVWGPEVALG 

VGGGLQQSCRAPCGGLPKLLRS 

WSQSSLSPNSPGRGASSGEAA 


12187 


42555 


A 


12261 


1 


1938 




12188 


42556 


A 


12262 


1 


2235 




12189 


42557 


A 


12263 


43 


1827 


THVRLAGARASPRAPRLRPRKP 

RPQGLPC L PG LRRARLEGG ARG 

RADEMFLLPLPAAGRVVVRRL 

AVVRSGSRSLSTADMTKGLVL 

GIYSKEKEDDVPQFTSAGENFD 

KLLAGKLRETLNISGPPLKAGK 

TRTFYGLHQDFPSVVLVGLGK 

KAAG1DEQENWHEGKENIRAA 

VAAGCRQIQDLELSSVEVDPCG 

DAQAAAEGAVLGLYEYDDLK 

QKKKMAVSAKLYGSGDQEAW 

QKGVLFASGQNLARQLMETPA 

NEMTPTRFAEI IEKNLKSASSKT 

EVHIRPKS Wl EEQAMGSFLSVA 

KGSDEPPVFLEIHYKGSPNANE 

PPLVFVGKGITFDSGG1S1KASA 

NMDLMRADMGGAATICSAIVS 

AAKLNLPIN1IGLAPLCENMPSG 

KANKPGDVVRAKNGKTIQVDN 

TDA\EGRL1LADALCYAHTFNP 

KV1LNAATLTGAMDVALGSGA 

TGVFTNSSWLWNKLFEASIXET 

GDRV*RMPLFDHYTRQ\VVDC 

QLAD\VNN1GKYRSAG\ACTAA 

AFVKEFVTHRKWAHLDIAGVM 

TNKDEVPQSTGKA*LGRPTRTL 

I\EFL\LRPSQDNCLVQILKNVFH 

SVLNWTVELKLKVFE 


12190 


42558 


A 


12264 


1 


405 


GIRSAEVGKHLAH1LLSRQQGR 

RPVTLIGFSLGARVIYFCLQEM 

AQEKDCQGIIEDVILLGAPVEGE 

AKHW\SLSGRVVSGR11NGYCR 

GDWLLSFVYRTSSVQLRVAGL 

QPVLLQDRRVENVDLTSVVSG 


12191 


42559 


A 


12265 


1 


1072 




12192 


42560 


A 


12266 


105 


514 





1585 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12193 


42561 


A 


12267 


44 


872 


NARPWVRGLLIEFRRRGSLCRE 

RAREMEMGRR1HLELRNRTPSD 

VKELVLDNSRSNEGKLEGLTDE 

FEELEFLSTINVGLTSIANLPKL 

NKLKKLELSDNRVSGGLEVLA 

EKCPNLP\HLI*GGNKIKDLST!E 

PLEKLENLKSLDLFNCEVTNLN 

DYRENVFKLLPQLTYLDGYDR 

DDKEAPDSDAEGYVEGLDDEE 

EDEDEEEYDEDAQVVEDEEDE 

DEEEEGEEEDVSGEEEEDEKGY 

NDGEVDDEEDEEELGEEERGQ 

KRKREPEDEGEDDD 


12194 


42562 


A 


12268 


1 


388 


KRGAAMDGRVQLIKALLALP1R 
PATRRWRNPI PFPETFDGDTDR 
LPEF1EQTGSYMFVDENTFSSDA 
LKTVALPQSLPS I ASHRQT A APS 
DLDSPRRYLGWPQSLDSDSDS 
WPPPKG SVTFSETY FLPTP 


12195 


42563 


A 


12269 


1 


127 




12196 


42564 


A 


12270 


5 


434 


ISLRYLDGLAGPTHASAATEAS 
DRSEDLRWT/VCAQLIQALLAL 
PIRPATRRWRNPIPFPETFDGDT 
DRLPEFMVQTCSYMIWDENTFS 
SDALKVTFL1TRLTGPALAQWVI 
PY1KKESPLLNDYRGFLAEMKR 
VFGWEDXDEDF 


12197 


42565 


A 


12271 


515 


1137 




12198 


42566 


A 


12272 


1 


762 




12199 


42567 


A 


12273 


1 


468 




12200 


42568 


A 


12274 


2716 


3411 


KREEETKKKSKREMEVVKKKQ 

CT Y SFKSQGKFLSTH A RQ F SI G S 

QPISASQTVEEIMKSILTLQSQI\ 

NSLAAVTLQNR*GLDLLTAEKG 

GLCTFLGEECCFYTNQSGIA*D 

ATQRLQEKASE1RRLSNSYTNL 

WSWATWLLPFLGPVAAILLLL 

AFGPRI FNLL VKFV WSR1 EA1KL 

QMVLQIEPQMSSTNNFYRGPLD 

*PAGTSPGLESSPLKDTTTAKPL 

LRPYPAGSS 


12201 


42569 


A 


12275 


8312 


9221 




12202 


42570 


A 


12276 


74 


471 




12203 


42571 


A 


12277 


4043 


4159 


LFCQSGFHSLLTPSTATCSTIR* 
VATS RLRPV FTC RRS 


12204 


42572 


A 


12278 


I 


1332 




12205 


42573 


B 


12279 


29 


1316 




12206 


42574 


A 


12280 


1 


580 




12207 


42575 


A 


12281 


2 


710 




12208 


42576 


A 


12282 


1 


1559 




12209 


42577 


A 


12283 


1 179 


1490 





1586 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


12210 


42578 


A 


12284 


2 


313 




1221 1 


42579 


A 


12285 


599 


743 


GALART*PPQQRWVSCPR/GVP/ 
GAL*REFTMFLSLQAENSIDFVS 
RELCAHSIRKLQAHVLLIK*VFI 
K 


12212 


42580 


A 


12286 


208 


398 




12213 


42581 


A 


12287 


716 


1069 




12214 


42582 


C 


12288 


326 


577 




12215 


42583 


A 


12289 


188 


590 




12216 


42584 


A 


12290 


860 


1121 


VPFLTSWVNVGFKSSALHSSAL 

LQFWLTLWE*LPAWARCCCCL 

PNGSFWGPRSSRLDVAWERPV 

APGWREVSPLLSELWTAASGP 

YG 


12217 


42585 


B 


12291 


1 


1614 




12218 


42586 


B 


12292 


1 


1080 




12219 


42587 


A 


12293 


3 


219 




12220 


42588 


A 


12294 


890 


1094 


VESGTHLGQYKIYFGFLYQKKF 
SLQSHGYILFGCPQYW/ITSTDC 
PSiPCMWYSRTL*VTWSKKQVT 
SE 


12221 


42589 


C 


12295 


1 


3912 




12222 


42590 


A 


12296 


881 


1151 




12223 


42591 


A 


12297 


1 


1323 




12224 


42592 


A 


12298 


1817 


2284 


VWDGS1LYQKLGALDGLSS*VI 

PLASSLQSLQYPLPSSFIQR1LNT 

YSVKGLRSWTVNEDRVDAVSS 

GGIWLQVEASLVLY*MLYFSIIT 

LLILGLVHVNFKILDSSSELITD 

KLCGGLGFTL YTGSKLI * SD VTF 

PRAFSASTQTSMLTKYTVE 


12225 ! 


42593 


A 


12299 


1 


1109 




12226 


42594 


A 


12300 


1 


367 




12227 


42595 


A 


12301 


1 


531 




12228 


42596 


C 


12302 


1371 


1746 




12229 


42597 


A 


12303 




645 




12230 


42598 


C 


12304 


387 j 


680 




12231 j 


42599 


A 


12305 


655 


2498 




12232 


42600 


A 


12306 


1 


528 


EN LGNTI QDTG MGKDFMTETP 

KAMTTKAKIDKRDLIKLKSFCT 

AKETTI RVNRQPTE WEK I FA V Y 

PSDKGP1SRIYKQLKQIYKKKSN 

NPIKKWAKNRNRHFSKEDIYV 

AKKHMEKSSSSLV1RKMH1KTT 

VGYHLMPVRMAIIKKSGNNRC 

WRGCGE\C*WEGQLVQPLWKT 

VWQ 


12233 


42601 


A 


12307 


1 


1359 





1587 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQID 


SEQ1DNO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




09/540,217 


codon for peptide 
sequence 


of peptide sequence 


deletion, \=possible nucleotide insertion) 


12234 


42602 


A 


12308 


1968 


2648 


TQTNLQEKNKQLHQKVGKGYE 

QTL L K R R H LC SQQTH M QPTDT 

WKNAHHQLA I REMQ1 KTTMRY 

HLTPLRMA1IKKSGNNSCWRGC 

GEIGTLLHCWWDCKLVQPLWK 

TVWRFLKDLESEIPFDLA1PLLC1 

YPKDYTSFCYKDTCTCMFIAAL 

FTIAKTWN*PKCSSVIDWIKKM 

WH1Y/TTMEYYGAIKRMKIMSF 

AGTWMKLD A 1 1 LSKLTQKQKT 

KLRMFLLISRS 


12235 


42603 


A 


12309 


1 


403 




12236 


42604 


A 


12310 


3 


264 


FFYAHIMFIAALFVTIAKTWNQS 
KCTSM I D WI KK\M WH1 HTM E Y 
YAAIKRXRGFMSFTRTWMKLEA 
IILSKLTQEQKTK\HHMFSLIRGS 


12237 


42605 


A 


12311 


79 


432 




12238 


42606 


A 


12312 


1 


933 




12239 


42607 


A 


12313 


70 


675 




12240 


42608 


A 


12314 


1 


339 




12241 


42609 


A 


12315 


3 


422 




12242 


42610 


A 


12316 


1 


471 




12243 


4261 1 


A 


12317 


1 


963 




12244 


42612 


A 


12318 


375 


542 


ENDKA RRSDTPSML* WVEG M K 
* S VKAPHTLHL ASDY VLEPWG 
GESATF1PASWDC 


12245 


42613 


C 


12319 


1 


2148 




12246 


42614 


A 


12320 


1 


1881 




12247 


42615 


B 


12321 


1 


1074 




12248 


42616 


C 


12322 


143 


439 




12249 


42617 


C 


12323 


123 


362 




12250 


42618 


A 


12324 


474 


603 


NHKN PRRKPRQ YHSG H RHGQG 
LHV*NTKNNGNKSQNGQMGSN 


12251 


42619 


A 


12325 


5169 


5756 


CPSLPPPHGKPAAACPRSPPGGC 
CTPRSARTVPRGLSENSQTKCH 
SADLPPEGPRVFWTPPGTGAAP 
A PPAPAPGPARCG PRRCHA WPP 
QRRSSG AGRSPPPRHFA EFLKM 
V AFLRI LI LRAVSLLRSLDLEIS* 
G*RP*GPSWGGPPQSTPSAASA 
ASKTSSPRRWSTPAWAFLARA 
HPR W V APSTA AQCTA A P 



1588 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12252 


42620 


A 


12326 


21 


98 


ESWLVLGRRKAGRLIGACGFEP 

PHFLTLDLEMHRDSCPLDCKVY 

VGNLGNNGNKTELERAFGYYG 

PLRSVWVARNPPGFAFVEFEDP 

RD A A D A V RE L DG RTL\CG\CR V 

RV\ELVRMGEK\RSRNRGPPPS\ 

WGRRPRDDYRR\RSPPPR\RRSP 

R\RRSFS\RSRSRSLS*ERVGWC 

WAGGKREDSSERVDLSRR1F 


12253 


42621 


A 


12327 


919 


1043 




12254 


42622 


A 


12328 


460 


657 


CFSPGMWQKTHSRKHSPGAICP 
INPVGECLVRK1KQLD*ITWINA 
i*LPLRDGLFYFLNFPFCCRG 1 


12255 


42623 


A 


12329 


1 


2235 




12256 


42624 


A 


12330 


1 


255 




12257 


42625 


A 


12331 


2 


429 


CRADLNSRJDDFVPNPSVAVSG 

ASYAVAAVTMAHYKAADSKR 

EQFRKYFEK\SGVLDTLT\KVLV 

ALYEEPE\KLNSALDF\LKHHLG 

AATP\ENPE1ELLRLELAEMKEK 

YE A 1 VEEN KKLKAKLAQYEPVP 

QEEKRAELGFFSV 


12258 


42626 


A 


12332 


670 


860 




12259 


42627 


A 


12333 


2 


450 


VNKAGGLIYQLDSYAP/RAEAE 

KTFSYPLDLLLKLHDERVLVAF 

GQRDGIRVGHAVLAINGMDVN 

GR YTADGKE VLE YLGN PAN Y P 

VSIRFGRPRLTSNEKLMLASMF 

HS\IKFVVLADP\RQAGIDSLLRK 

IYEIYSDFALKNPFYSLEMP 


12260 


42628 


A 


12334 


1 


2034 




12261 


42629 


A 


12335 


1 


324 




12262 


42630 


A 


12336 ! 


2 


694 


FGTRGKAAMA1FSVYVVNKAG 

GLIYQLDSYAPRAEAEKTFSYP 

LDLLLKLHDERVLVAFGQRDG1 

\RVGHAVLAINGMDVNGRYTA 

DGKEVLEYLGNPANYPVS1RFG 

RPRLYTSN EKLM LASMFH SLFA1 

G\SQLSPE\QGSSG 1 EMLETDTFK 

LHC\YQTLTG1KF\VVL\ADPR\Q 

AG1DSLLRK1YEIYSDFAL\KNPF 

WSLEMPIRCELFDQNLKLALEV 

AEKAGTFGPGS 


12263 


42631 




12337 


2 


1658 





1589 

BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ "> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12264 


42632 


A 


12338 


3 


997 


VQICPNRQWRLVQDLRIINEAV 

VPLYQAVRNPYTLLSQIPEETG 

WFTV LDLKDALFC1 A VH PDSQF 

LLAFEDPLNPTSQLTWTVLPQG 

FRDSPHLFGQALAQDLSQFSYL 

DTLVLRYVDDLLLAAPSETLCH 

QATQVLLNFLATCGYKVSKLK 

AQ1CSQQVKYLGLKLSKGTRAL 

SEERIQPILAYPHPKTRKQLRGL 

LGITGFCQ1WIPRYSEIARPLHTL 

IKKTQKANTHLVRWTPEAEAA 

FQVLKKALTQAPVLSLPTGQDF 

\SLYVTEKTGIALGVLTQHYGE 

ERNS*LPTEYLSNIRKPLGDYY 

WL YRNLKRWQS YT ARV I RKER 


12265 


42633 


A 


12339 


3 


421 




12266 


42634 


A 


12340 


-> 


4804 


KRLEN1QKTLEVAFSEAVWMQ 

PSVVLLDDLDLIAGLPAVPEHE 

HSPDAVQSQRLAHALNDMIKE 

FISMGSLVAL1ATSQSQQSLHPL 

LVSAQGVHIFQCVQHIQPPNQE 

QRCEILCNV1KNKLDCDINKFT 

DLDLQHVAKETGGFVARDFTV 

LVDRAIHSRLSRQSISTREKLVL 

TTLDFQKALRGFLPASLRSVNL 

HKPRDLGWDKIGGLHEVRQIL 

MDTIQLPAKYPELFANLPIRQRT 

G1LLYGPPGTGKTL 


12267 


42635 


A 


12341 


1 


2223 




12268 


42636 


A 


12342 


1 


3864 


MQWEEAEKDPSGSCVFQRPPV 

ALVFPLHSKWTLVNSPPSSGDP 

YVPGRPAQSGQLSLSPAPPYVL 

PGPGKIKQAGNNPSLTSIYRSEV 

FCAHRHLHPPQLVCARGHIGSA 

HLSVDRGSLIWEVLESTVWART 

NEWSPVTRTVLIS AL ASTH I PQP 

CESRPPVPPEYEVTVLRSQGTA 

QLPPWSSSTSWRLTDPSCPKHA 

AWLTDLASSKGPAAGGTGSFS 

QPGTLTSTRTNPLKKEKSPEDL 

KQI KI DLGKFSDN 



1590 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/0863.1 



SKQ II> 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


12269 


42637 


A 


12343 


204 


963 


DCACTFHCRSATKJVKDLKAQ 

GLVKPCNSPCSTPILGVQKPNG 

QWRLVQDLRIIDEVVVYVDDL 

LLAARSKTLCHQATQALLNFLI 

TCDYKVSKPICAQLCSQKVKYL 

GLKLSKGTRVLSEER1QPIPAYP 

HPKTPKQLRGFLGITGFCRJWIP 

RYSEI ARPLYTL1 KKTQKADTH 

L VE WTPE AE V A FQA LKEALTQ 

APVLSLPMGQDVPLYVTEKTGI 

ALGVLGVLTQVRG/LSLQPMAY 

LSKEMDVVAKGWPH 


12270 


42638 


A 


12344 


1 


1178 


MPESPTPLLGRDILAKAGAIIHL 

NIGEGTPVCCPLLKEGINPEVW 

ATEGQYGRAKNAHPVQVKLK 

DSASFPYQRQYPLRPEAQQGLQ 

KIVKDLKVQGLVKTCNSPCDTP 

ILGVQKPNGQWRLVQDLRIIDE 

A1VPLYPAVPNPYTLLSQIPEEA 

ELFTVLDLKDAFFCIPVHPESQF 

LFAFEDPSIPMSQLTWTVLPQG 

FRDSPHLFHHTLAQDLSQFSYL 

DTLVLCLPLRNQQECHQATQV 

LLNVLATCGYKVSKQKAQLCS 

QQVKYLGVKLSKGTRAL/QQ*R 

TDRT*LSTSNCS1MLRHSRGPSRG 

SLD*SQPQLVY* WKFFCRXRTS 

KRG VCSGQ* * WNT* KKSPHSRN 

♦CSAGGTNSPPSGTRIRRRKKGL 

1R1YMLPL1LSAPYDHLH 


12271 


42639 


A 


12345 


1 


841 




12272 


42640 


A 


12346 


3 


1428 




12273 


42641 


A 


12347 


2 


268 




12274 


42642 


A 


12348 


1 


897 




12275 


42643 


B 


12349 


1 


1650 




12276 


42644 


A 


12350 


232 | 


1002 


TPG ST VHAPE A DQG LQKIVKDL 

KAQGLVKPCNSPCSTPILGVQK 

PNGQWRLVQDLRIIDEVVVYV 

DDLLLAARSKTLCHQATQALL 

NFLITCDYKVSKPKAQLCSQKV 

KYLGLKLSKGTRVLSEERIQPIP 

AYPHPKTPKQLRGFLGITGFCRI 

WIPRYSE1ARPLYTL1KKTQKAD 

TH L VEWTPE A E V A FQ A LKEAL 

TQAPVLSLPMGQDVPLYVTEK 

TG I A LG V LG V LTQ VRG/L S LQ P 

MAYLSKEMDVVAKGWPH 


12277 


42645 


A 


12351 


I 


2217 
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SEQID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


12278 


42646 


A 


12352 


1 


6530 


MWGSDRLAGAGGGGAAVTVA 

FTNARDCFLHLPRRLVAQLHLL 

QNQAIEVVWSHQPAFLSWVEG 

RHFSDQGENVAEINRQVGQKL 

GLSNGGQELHAVSLEQHLLDQI 

R1VFPKA1FPVWVDQQTYIF1QI 

VALIPAASYGRLETDTKLLIQPK 

TRRAKENTFSKADAEYKKLHS 

YGRDQKGMMKELQTKQLQSN 

TVGITESNENESEIPVDSSSVAS 

LWTMIGSIFSFQSEKKQETSWG 

LTE1NAFKNMQSKVVPL 


12279 


42647 


A 


12353 


1734 


4349 


MPNRACFQCGLQGHFKKDCPS 

RKPQVCLT1ESQEVNCLLDAGA 

AFSVLLSCPGQLSSRSVT1RGVL 

GQPVTRYFFQPLSCDWGALPFS 

HAFL1MPESLTPLLERE1LVKAG 

AIIHLNIGEGTPICRLLFEEGISPE 

V W ATEG QYGQAKNA HFVQVFC 

LKDSTSFPYQRQYPLRPEAQQR 

LQK1VKDLKAQGLVKPYSSPCN 

TPILG VQKPKRQ WRL VQDLRI I 

NEAVFPLYPAIPSPYTLLSQIPEE 

AEWFTVLDLKDAFFCIPVHPDS 

QFLFAFEDPSNPTSQLTWTVLP 

QGFRDSPHLFGQALAQDLSQFS 

YLDTPVLQCMDDLLLAARSET 

LCHQATQALLNFLTTCGYKVS 

KPKAQLCSQQVKCLGLKLSKV 

TRALSEERIQPfLAYPYPKTLKQ 

LRGFLGITGFCRIWIPRYGK1AR 

PLYTLIKETQKANTHLVRWTPE 

AEAAFHALKKALMQAPVLSLL 

TGQDFSSYVTKNKQTKKKK\T* 

IALRVLALV*GTSLQPVAYL/SK 

EIDVVAKGQPHCLRVVVAVAV 

LVSEAVKIIQGRNLTVWTSHDV 

NGILTAKGDLWLSDNHLLKYQ 

ALLLEGPMLRLCTCAALNLDTF 

LPHNEEK1EHNCQQVIAQTYAT 

RGDHLEVPLTDPNPNLYTDGRS 

FVEKGLQKVGYAVVSDNGILES 

NPLTPGTSAQLAKLTRALELGE 

GKRVNIYTDSKYAYLVLHAHA 


12280 


42648 


A 


12354 


5 


138 




12281 


42649 


A 


12355 


1 


909 




12282 


42650 


A 


12356 


3 


245 




12283 


42651 


A 


12357 


1 


1080 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12284 


42652 


A 


12358 


3 


955 


VPRKSVHSGDAEYHKVLKEEA 

SDSRENKVGTTWLQILSGSFAS 

RVTEHITQPLQESVSLWISSEQN 

1PPKFMGRLNKLRKATYKRKYS 

AAKSKVEKKKXEKVFATVTKP 

VG\GDKNGGT\RVVQTR\KLPR 

Y H PTED V PRK I V E P PQKN LFSQ 

H VRKTAKTALPPGTI L 1 1 LTG\RH 

RG KARVVFLKAQLA SGLIL V\TA P 

LVLNRVPLRRTHQKFVIATSTKI 

D1SNVKI PXKKKDKTPLLTD A YL 

\KKKKLRKPR/HPRKGEIFDTVK 

RGNMRITEXQRTIDQKAVDSQIL 

PKIKAIPQA/LQGYLR1LCLL*RN 

G1YPHKLVF 


12285 


42653 


A 


12359 


1 


555 




12286 


42654 


A 


12360 


1 


300 




12287 


42655 


A 


12361 


; 


588 




12288 


42656 


A 


12362 




264 




12289 


42657 


A 


12363 




870 




12290 


42658 


C 


12364 


239 


400 




12291 


42659 


A 


12365 


9 


98 


S WKPSFS AN * HRNRKPNTTCSH 
SQVGVDL 


12292 


42660 


A 


12366 


9 


81 




12293 


42661 


A 


12367 


3 


169 




12294 


42662 


A 


12368 


134 


481 


GCCGGTIKNSFSFPPLPNWPRFV 

MFPSLCVLIVETCETWICTLIVQ 

LPLMSENMRCLIFCSCVSLLRM 

MVSSFVHVHDHKVKSHSRPS/G 

NLRSKEASPSPKTSKVGKJLTVQ 

PSVCG 


12295 


42663 


A 


12369 


41 


388 


SYGQMMKCQPFTFPSPGYGAG 

VFSSDKIGQMTFM ERT*RMSCK 

EAAQDHTAREKEKVELKFPSLP 

FRRKELL*PCTWLGSPISLVTLD 

FPWPQGSGRLSMPVLWTCLIPG 

SLEIG 


12296 


42664 


B 


12370 


1 


909 




12297 


42665 


c ; 


12371 


295 


2025 




12298 


42666 


A 


12372 


14 


260 




12299 


42667 


A 


12373 


1 


142 


TCTC V Fl A A LFTI AKT WN * SKCP 

SMRDWIKKNVAHTHHGILCSH 

KKE 


12300 


42668 


A 


12374 


1 


395 
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si;q id 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
eodon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12301 


42669 


A 


12375 


2 


976 


REHLAEGMAVGTASADLNISA 

CWLRREQQ1SQHSARALLRDRL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLV1PRKTGSGV 

DLEQTPADLQKRGLTVTRKTN 

KQKAIASTSTERTPTQKPPF1CSH 

QHQRPNVDKSAKMRKNQSKK 

AENSKNQNTSSPPKDHNSSPAR 

EQNWMENXEFDELTEVGFRRW 

VITNSSELKKHVLTQCKEAKNL 

EKRDMDE AGN H H SQQTNTGTE 

NQTPHVLTHKWTBLWJENTRTR1 

YKKHGAAICLASGIYHSVDLPF 

WGLDLPFWDLEDSGSTILGSGG 

QWPSSHSSTRQCTSVDSVWGL 


12302 


42670 


B 


12376 


1 


111 




12303 


42671 


A 


12377 


34 


346 




12304 


42672 


A 


12378 


1 


585 




12305 


42673 


A 


12379 


-» 


14703 




12306 


42674 


A 


12380 


1 


636 




12307 


42675 


A 


12381 


1 


1626 




12308 


42676 


A 


12382 


\ 


3246 




12309 


42677 


C 


12383 


62 


202 




12310 


42678 


A 


12384 


1 


286 




12311 


42679 


A 


12386 


1 


1176 




12312 


42680 


C 


12387 




942 




12313 


42681 


A 


12388 


785 


892 




12314 


42682 


A 


12389 


2 


91 




12315 


42683 


A 


12390 


1 


708 




12316 


42684 


A 


12391 


3 


96 


TWMKLETI1LSKL*QRQKTKHR 
MFLLIGGN 


12317 


42685 


B 


12392 


1 


1954 




12318 


42686 


A 


12393 


1550 


1830 


DT1SHQLEWQSLKSQETTALLTI 

AKTWNQPKCPSM1GWIKKMW 

HIYTMEYYAAIK/SDEFMCFAW 

TWMKLETIILSKLSQEHKTKHH 

MFSLTSGS 


12319 


42687 


A 


12394 


3 


553 




12320 


42688 


A 


12395 


1 


1428 




12321 


42689 


A 


12396 


642 


753 




12322 


42690 


B 


12397 


1 


759 




12323 


42691 


B 


12398 


1 


900 




12324 


42692 


A 


12399 


623 


775 




12325 


42693 


A 


12400 


992 


1156 




12326 


42694 


A 


12401 


86 


349 
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SKQ II> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \- possible nucleotide insertion) 


12327 


42695 


A 


12402 


1 


2521 


ivTN 1 D A K I LN K 1 L AN RI QQH1 KKL 

IHHDQVGFIPGMQGWFN1RKS1 

Nl VQHINRTT^DKNHMIISIDAEK 

AFDKIQQRFMLKTLNKLG1DGT 

YLKIIRA1YDKSTANIVLNGQKL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKEIKGIQLRKEE 

IKLSLFADDMIVHLENP1VSAQN 

LLKLIDNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SERIKYLGIQLTRDVKDLFKEN 

YKPLLND1KEDTNKWKNTPRS 

WVGRJNIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKGARIAKSIL1YRFNAQELEKT 

TLKFIWNQKGARIAKSILSQKN 

KAGGITLPDFKLYYKATVIKTA 

WY WYQNRDIDQ WNRTEPSE1M 

PHIYNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIPYTKINSRW1KDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDL1NLK 

SFCTAKLETTIRVNRQPIEWEKIF 

AIYSSDKGR1SRIYNELKQIYKK 

KTNNPI KK W A KDMNRH FSKED 

IYAAKRHMKKCSSSLAIREMHI 

KTTMRHHLTS VRM A 1 1 KKLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PFDPASPLLGIYQKE\YKSCYYK 

DICT/RVCVPAALFTIANTWNQP 


12328 


42696 


B 


12403 


80 


5612 




12329 


42697 


B 


12404 


68 


505 




12330 


42698 


A 


12405 


1 


471 




12331 


42699 


A | 


12406 


194 j 


430 


IAIMRLLLQISI11LSSCLREVKSM 
QAYRKALRKLKLADVKRYQKS 
LVVQKRS*ER*SLVLIL1LPARTF 
QSYLAPIC 


12332 


42700 


A 


12407 


1 


546 




12333 


42701 


A 


12408 


2 


418 




12334 


42702 


A 


12409 


302 


746 


ETSHQVMDRSNPVKPALDYFS 

NRLVNYQISVKCSNQFKLEVCL 

LNAENKVVDNQAGTQGQLKV 

LGANLWWPYLMHEHPAYLYS 

WEDG DC FTPKA LDPL P AC D LC 

DQ1AHLRSRQGGSVCGCDPCEQ 

LLLLWSQLQAPAIDSAAAGRPV 


12335 


42703 


A 


12410 


83 


552 




12336 


42704 


A 


12411 


1 


459 




12337 


42705 


A 


12412 


34 


588 
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SEQ ID 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknown, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /^possible nucleotide 




sequence 




Uy/54U,x 17 


codon for peptide 


of peptide sequence 


deletion, \ — |jtj;*aiijn iiuncoiiut- inscriionj 










sequence 






12338 


42706 


A 


12413 


I 


466 




12339 


42707 


A 


12414 


950 


1230 


CSWHDRFPDWKAGRILPISEPPS 














N RI F AC WG KPA WTACCN/FSQG 














QAVKGNQLLPVSLVKRKTTLA 














PNTQTASPRALADSLMQLARQ 














VSRLESGQDF A DFGTTIKQDFR 














LLGQTSVDRLLQLSQGQAVKG 














NQLLPVSLVKRKTTLAPNTQTA 














SPRALADSLMQLARQVSRLESG 














QDFADFGTT1KQDFRLLGQTSV 














DRLLQLSQGQAVKGNQLLPVS 














LVKRKTTLAPNTQTASPRALAD 














SLMQLARQVSRLESGQDFADF 














GTTIKQDFRLLGQTSVDRLLQL 














SQGQAVKGNQLLPVSLVKRKT 














TLAPNTQTASPRALADSLMQLA 














RQVSRLESGQ 


12340 


42708 


A 


12415 


497 


847 




12341 


42709 


A 


12416 


1 


337 


MGVVPEELFLEELNLSGLKWD 














FADFGTTIKQDFRLLGQTSVDR 














LLQLSQGQAVKGNQLLPVSLV 














KRKTTLAPNTQTASPRVALADS 














LMQLARQVSRLESGQHPEFAPP 














SHGD 


12342 


42710 


A 


12417 


716 


961 




12343 


42711 


A 


12418 


1 


1218 




12344 


42712 


A 


12419 


1 


1104 




12345 


42713 


A 


12420 


548 


1078 




12346 


42714 


B 


12421 


83 


345 




12347 


42715 


A 


12422 


1 


681 




12348 


42716 


A 


12423 


1 


1431 




12349 


42717 


A 


12424 


566 


871 




12350 


42718 


A 


12425 


145 


980 




12351 


42719 


A 


12426 


2 


702 




12352 


42720 


B 


12427 


1 


1156 




12353 


42721 


A 


12428 


188 


584 




12354 


42722 


A 


12429 


1 


1194 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


12355 


42723 


A 


12430 


170 


1855 


LLEGKLTNRKDIPHQNPICTSPS 

SKTKGILPISEPPSNRIFACWGK 

PAWTACCN/FSQGQAVKGNQL 

LPVSLVKRKTTL A PNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTTIKQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQINHTPNSF 

HIGAGGSWCLSESPCVVLNYK 

YPLVCGYTDGNAEVSKFGNFFL 

DLSRTRCLAEGNYTSGDNHTLR 

DPHYVEDKGHKYLVFEANTGT 

ENGYQGEESLFNKAYYGGGTN 

FFRKESQKLQQSAKKRDAELA 

NGALGI1ELN7MDYTLKKVMKPL 

ITSNTVTDEIERANVFKMNGKW 

YLFTDSRGSKMT1DGINSNDIY 

M LGYVSNSLTG P Y KPLN KTG L 

VLQMGLDPNDVTFTYSHFAVP 

QAKGKNVVITSYMTNRGFFED 

KKATFAPSFLMNfKGNKTSVVK 

NSIRREGFCRFRNHHQTGFSPA 

GANQRGPLAATLSGPGGEGQS 

AVARLTGEKKNHPGAQYANRL 

SPRVGRF1NAAGTTGFPTGKRA 

GFCRFRNHHQTGFSPAGANQR 

GPLAATLSGPGGEGQSAVARLT 

GEKKNHPGAQYANRLSPRVGR 

FINAAGTTGFPTGKRAV 


12356 


42724 


A 


12431 


851 


2237 




12357 


42725 


A 


12432 


2 


2346 




12358 


42726 


B 


12433 


329 


479 




12359 


42727 


B 


12434 


656 


2404 




12360 


42728 


B 


12435 


486 


834 




12361 


42729 


A 


12436 


1 


693 




12362 


42730 


A 


12437 


1 


114 




12363 


42731 


A 


12438 


152 


391 


AGGWALPSLGLPSWTSRCPWR 
RGSAGLLLEASVPVQQ*PKLLD 
RLSRRWPGEGHPRPARVRSCM 
ALGPRRLGVLCQEPS 


12364 


42732 


A 


12439 


1 


1707 




12365 


42733 


A 


12440 


1 


897 




12366 


42734 


A 


12441 


36 


420 




12367 


42735 


A 


12442 


2 


217 




12368 


42736 


A 


12443 


1 


903 




12369 


42737 


A 


12444 


1 


1626 




12370 


42738 


B 


12445 


107 


757 
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SEQ II) 

NO: 


SEQ II>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1237! 


42739 


A 


12446 


I 


1655 


MGTVPRSAGQETWVLCEHIIGG 

ERSFTEYSLCHRJESSTSS1KLEL 

GGNNVEPLESSRVFDSTVQNEE 

ADAVSTGEEGVTHEGTQGGKV 

IPQMHMGSGLQPKSFSQNRSQV 

NNDMIVTDNNGAVKPPQLCKF 

CDVRFSTCDNQKSCMSNCSITS1 

CEKPQEVCVAVCWMSEEICTN 

VMYSPLPCKFLHLSPIEVLPIIRS 

PVNQSGRCKIRH1GSNNRLQRS 

TCQNTGWESAHVMKTPGFREY 

NTSNPDLLLVIFQVTGISLLPPL 

GVAISVIIIFYCYRVNRQQKLSS 

TWETG KTRKLMEFSEHC A II L E 

DDRSDISSTCANNINHNTELLPI 

ELDTLVGKGRFAEVYKAKLKQ 

NTSEQF*DSGQFKILFPIE\EYAS 

WKTEKDIFSDINLKHENILQFLT 

AEERKTELGKQYWLITAFHAK 

GNLQEYLTRHVISWEDLRKLGS 

SLARGIAHLHSDHTPCGRPKMP 

IVHRDLKSSNILVKNDLTCCLC 

DFGLSLRLDPTLSVDDLANSGQ 

CYEVCSSGRFLVTIFKGNRLRE 

RTEKNTRITPRDWVYEWLW 


12372 


42740 


A 


12447 


1555 


3277 


RAAGSAMGRGLLRGLWPLHIV 

LWTRJASTIPPHVQKSVNNDMI 

VTDNNGAVKFPQLCKFCDVRF 

STCDNQKSCMSNCSITSICEKPQ 

EVCVAVWRKNDENITLETVCH 

DPICLPYHDFILEDAASPKCIMK 

EKKXPGETFFMCSCSSDECNDN 

IIFSEEYNTSNPDLLLVIFQVTGI 

SLLPPLGVAISVIIIFYCYRVNRQ 

QKLSSTWETGKTRKLMEFSEH 

CAIILEDDRSDISSTCANNINHN 

TELLPIELDTLVGKGRFAEVYK 

AKLKQNTSEQFETVAVKIFPYE 

EYASWKTEKDIFSDINLKHENIL 

QFLTAEERKTELGKQYWLITAF 

H AKGNLQEY LTRH V IS WEDLR 

KLGSSLARGIAHLHSDHTPCGR 

PKMPIVHRDLNSSNILVKNDLT 

CCLCDFGLSLRLDPTLSVDDLA 

NSGQVGTARYMAPEVLESRMN 

LENAESRKHTDVYSMALVLWE 

MTSRCNALGEVKDYEPPFGSK 

VREHPCVESMKDNVLRDRGRP 

EIPSFWLNHQGIQMVCETLTEC 

CDHDPYARLTAQCVAERFSELE 

HLDRLSGRSCSEEKIPEDGSLNT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

rndnn fAr nf»ntifli» 

1.UUUII IVI |>V|J1IU(. 

sequence 


Nucleotide location of last 
codon for last amino acid 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \— possible nucleotide insertion) 


12373 


42741 


A 


12448 


3 


1354 




12374 


42742 


A 


12449 


1 


168 




12375 


42743 


A 


12450 


2 


147 




12376 


42744 


A 


12451 


3 


523 


LQFFRRSEVKMKNHLLFWGVL 
AVFIKAVHVKAQEDERIVLVDN 
KCKCARITSRJIRSSEDPNEDIVE 
RN 1 RJ\I V PLNN REN 1 SDPTSP\LR 
TRFVY\HLSDLCKK\CDPTEVEL\ 
DNQIVTATAQSNICGWMTVPQS 
TCYTLSTGNKCYTAVVPLWYG 
GETK M V ETA LTPD AC Y PD 


12377 


42745 


A 


12452 


3 


274 




12378 


42746 


A 


12453 


1 


120 




12379 


42747 


A 


12454 


119 


461 


P VPQDLQ A A V LG RTT A LFKAA V 

KTGTLQVCKRLLLSFWCL/CPA 

PRGRQASLSCGGLHPVRASWLL 

CLPKQAWAMAGAPPPAWLPPC 

SLISDCCASNQRDSVGVRPSEPG 

VGYSLV 


12380 


42748 


A 


12455 


2 


370 




12381 


42749 


A 


12456 


1 


3135 




12382 


42750 


A 


12457 


1 


942 




12383 


42751 


A 


12458 


1 


462 




12384 


42752 


A 


12459 


1 


297 




12385 


42753 


A 


12460 


935 


1338 


CTDGFLVWMSFLFVSFPLPPCS 

LISDCSASNERDSVGVGPSEPG 

AGYNLVVRRFLSPSEKRSIRV* 

VTRFSRCRPSPLSLTRKGNSLTP 

CASQVRQCLALFRLAHGVRTH 

SPAPTVWHSLPKVGPFLENSVP 


12386 


42754 


A 


12461 


I 


268 




12387 


42755 


A 


12462 


3 


479 




12388 


42756 


A 


12463 


1 


262 




12389 


42757 


A 


12464 


1 


304 


MAGAPAPASLPPCSLISDCCAS 

NQRDSMGVGPSEPGAGYNLVP 

VXEKRSIRVGVTGFSRCCPSPLSL 

TRKGNSLTPWASQVRQCLALL 

QLAHGRGSPNPRP 


12390 


42758 


A 


12465 


1 


512 




12391 


42759 


B 


12466 


1 


1257 




12392 


42760 


A 


12467 


1 


705 




12393 


42761 


A 


12468 


1 


3039 




12394 


42762 


B 


12469 


66 


467 




12395 


42763 


C 


12470 


360 


747 
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SEQ ID 

NO: 


SEQ 113 NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


12396 


42764 


A 


12471 


3771 


4703 


SFQFFCSVFSPSLWFYLLLVFDD 

GDVQMRFRCGCPFCLLVFLLTD 

RTLSCRSVGIPCRVRCQCA\LLG 

GASQLGCSGVKGSRDPLEEAV 

CPFS\DL\QLRAGGNTALFKAVR 

QGHLSLQRLLLSFWCLCPAPRG 

GAYRGGQASLSCGGLHPV*AS\ 

RLLCLPKQAWAMAGAPPPASL 

L\PCI\LISDCCASNQRDSVGVGP 

S/ERPGVGYSLVVRRFLSRSEKR 

NIRGGWTRFSRCRPSPLSLTRK 

GNSLTPCASQSEGNAIGPAFGF 

AHG A RTH WALRPT V WHSLCE 

MNPVPQMEMQKSPVFCVAHA 

GGCRPEL 


12397 


42765 


A 


12472 


1 


1038 




12398 


42766 


A 


12473 


27 


428 


LADRSAIPGFAIFAVTFLLALVG 

AVLYLYPWTLLKPC*SHY*G1N 

LVVAV*VKTT*GKNCMKMV*L 

IL*RVTLPSS*RFGLRLEKAF*M 

GHL1KT*LGKNNMKMPSCNWS 

LF*GTS* KNEKEGTS VNIFSLTP 


12399 


42767 


A 


12474 


107 


362 


NKPCEEFYFLAALIYLLYHGRK 
KADTKIPP*1SRFFL1LYPSHELTI 
FIVIH1MCDLGCTWAICFLTTSE 
EVQKKLYEE1NQVFG 


12400 


42768 


A 


12475 


193 


637 


TSSEVVKKQ1AQVHNFAVIMQL 

ARENIILSS/EDLLVIKVPLY*GV 

N EN MLTE VPSFSFF YD VP*N RL 

QLHEGIFILFFPSHVFIK*PI*KAF 

SNLRPNCAMILLEANDFLIIFKC 

TTHYHLCNRLHSKTKHMLAEG 

HVLGLWVGEPFI 


12401 


42769 


A 


12476 


1 


1930 




12402 


42770 


A 


12477 


1 


362 




12403 


42771 


A 


12478 


58 


160 


GVSLQSTSEEGRGMRQE*TERE 
IKVTCRSHYRLA 


12404 


42772 


A 


12479 


3 


410 




12405 


42773 


A 


12480 


1 


807 




12406 


42774 


A 


12481 


154 


375 




12407 


42775 


A 


12482 


2 


512 




12408 


42776 


C 


12483 


29 


455 




12409 


42777 


A 


12484 


209 


433 




12410 


42778 


A 


12485 


1 


1546 




12411 


42779 


A 


12486 


3 


931 




12412 


42780 


A 


12487 


1 


363 




12413 


42781 


A 


12488 


I 


351 




12414 


42782 


B 


12489 


82 


263 




12415 


'42783 


A 


12490 


1 


1878 




12416 


42784 


A 


12491 


24 


242 




12417 


42785 


A 


12492 


1 


3558 





1600 
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SEQID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



12418 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



42786 



Nucleotide 
location of first 
codon for peptide 
sequence 



12493 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



478 



Amino acid sequence ( X=Unkno\vii, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 



HNSLKSDENKENSFS ADH VTTA | 
VEKSKESQVTADDLEEEKAKA 
E LIM DDDRT V DPL LSKSQSILIS 

tsatasskktiedrniknkkstnI 

NRASSASARLMTSEFLKKSSSK 
RRTPSTTTSSHYLGTLKVLDQK 
PFTETEA*EPDRADNIRGSCLFR 



12494 



12420 



42788 



12495 



12421 



1047 
1055 



42789 



12496 
A 12497 



212 



611 



12423 



42791 



12424 



42792 



195 



12498 



12499 



12425 



42793 



12500 



429 
503 



825 



YVMGRNDGGYLMIDSKTAEIK 
FVKNMNRDSTFIVNKTITAEVL 
AID\RYSGKNCLLISWSY1CG 



GTTKWQ TVRRQKREWIKFAAA | 
CR£GEDNSKRNPIAK*SDLQNS 
LLPALY*KH\IRSDCESNQKITY 
RJSGVGIDRPPYGVFT1NPRTGEI | 
NITSVVDREITPLFLIYCRALNS 
RGEDLERPLELRVKVMDINDN 
APVFSQSVYTASIEENSDANTL 
VVKLCATDADEENHLNSKFAY 
KIVSQEPSGAPMFILNRYTGEV 
CTMSSFLDREQHSMYNLVVRG 
SDRDGAADGLSSECDCRIKVLD I 
VNDNFPT/FRENFKQNSSRFSNS f 
LLSSFDQWRKL 



42794 



12501 



986 



4030 



KQRLTWTFSPGKSETMMGLFP 
RTTGALAIFVVVILVHGELRJET i 
KGQYDEEEMTMQQAKRRQKR 
EWVKFAKPCREGEDNSKRNPIAl 
KITSDYQATQKITYR1SGVGIDQ J 
PPFGIFVVDKNTGDINITAIVDR 

eetpsflitcralnaqgldvekp| 
lfltvkildindnppvfsqqffm 
geieensasnslvmilnatdad 
epnhlnskiafkivsqepagtpm| 
fllsrntgevrtltnsldreqa 
ssyrlvvsga 



2502 



3572 



2503 



12429 



42797 



2504 



594 
612 



2505 



200 



532 



12432 42800 



12506 
12507 



735 
400 
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SEQ in 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540*217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, I 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12433 


42801 


A 


12508 


2 


1260 


GQAASPASPASPASPAMAWAA 

LLGLLVALLLLLLLSRRRTRRP 

GEPPLDLGSIPWLGYALDFGKD 

AASFLTRMKEKHGDIFTILVGG 

RYVTVLLDPHSYDAVVWEPRT 

RLDFHAYA1FLMERIFDVQLPH 

YSPSDEKARMKLTLLHRJELQAL 

TEAMYTNLHAVLLGDATEAGS 

GWHEMGLLDF/CLQLPAQSRLP 

DSLRN*GAATHP*KPGPGPRPLS 

♦CLPHLSPARPAAPQTGPWLPV 

SGGQGPHVQCQKSPVEAAIPSQ 

AGQAGPPEQMAGELPAAPGGD 

GCVRGDAGTGPGAAAVGHTGE 

YGSRCLLAPALPSQES*SPGCCP 

RJ^AREYPLASGAACLADDHSPT 

EG SRQHTC/DLI AC* VRASGLQL 

PPSSPARL\GGPGHAHGRRERIQ 

PATW* PPPPLPLPEPPERPRNLH 

RPRGI 


12434 


42802 


A 


12509 


3 


466 




12435 


42803 


A 


12510 


1 


1 134 




12436 


42804 


A 


12511 


2 


1211 




12437 


42805 


A 


12512 


2 


405 


HEMLLASEIK.HLPRRLL1GQERE 

TQTSELKIKRRGNEEAPS/PPPSS 

AYERGTKRPDDRYDTPTSKKK 

VRJKJDRNFCLSTEERRKLFEQEV 

AQREAQKQQQQMQNLGMTSP 

LPYDSLGYNAPHHPFAGYPPGY 

PMQA 


12438 


42806 


A 


12513 


191 


898 




12439 


42807 


A 


12514 


1 


270 




12440 


42808 


A 


12515 


2 


1328 




12441 


42809 


A 


12516 


1 


2868 




12442 


42810 


A 


12517 


1 


1254 




12443 


42811 


A 


12518 


1 


576 





1602 
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SEQ ll> 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12444 


42812 


A 


12519 


1919 


3044 


HQGPSTPPSWAMSGPPTPLSRE 

DWHQGPSTPPSWAMSEPPT/SSI 

QGLASGAVHTILLGDVRATYTS 

1QGVTSGVSQVSRAAQMAVPSS 

RILQLSKPKAPATLLE\EWDPVP 

KPKPHVSDHNRLLHLAKVPRK 

EG SG KKVGAFPEI KG PEAFRDK 

ARAMESQSNDMPFDELLALYG 

YEASDPISDRESEGGDVDPNLP 

DMTLDKEQIAKDLLSGEEEEET 

QSSADDLTPSVTSHEASDLFPN 

RSGCLLAGEAESSRGLLPRAQP 

VPRGAGLADNSRGALLRAHGT 

VRVGTTATVKPADAPPESPRDR 

RSRNDSHRPTGPSESERQPQSN 

QPTLLLRGHGTIRVRTTATVKP 

ADAPAESPRDRRSRNDSHGQSS 


12445 


42813 


A 


12520 


413 


1412 




12446 


42814 


A 


12521 


293 


412 


NHLSVAGNGSSPCGL*AGALGL 
LLWLLASSGHRVLSGMI 


12447 


42815 


A 


12522 


2 


181 




12448 


42816 


A 


12523 


1 


277 




12449 


42817 


A 


12524 


1 


739 




12450 


42818 


A 


12525 


1 | 


326 




12451 


42819 


A 


12526 


3 


566 




12452 


42820 


A 


12527 


1 


465 




12453 


42821 


A ; 


12528 


1 


1167 




12454 


42822 


a ; 


12529 


260 


395 


EVATATPTLSNHYPDQSAAIN/D 

QG*PLHQQKDH1LQKAQMNISI 

F 


12455 


42823 


A 


12530 


209 


958 


FRCVLISFWSHKLHLWYHEGRI 

VPSDRIVPPHGIVSSHGVALPQR 

ILMRQFTLLEGLNKDGRFLIQLS 

GTAPWSSYFNSVAKFGVIHRIH 

SFFLSHNGHKAVAPLDLLSNVG 

GSCLCGDASSF\TTPSRITMTSK 

SWLARSVAEMSYR/WTALVNH 

VADDQRGHQKNVIALDWVINR 

NVQLVNRNHLPFRCSCFLDHLD 

AHRGTNDHAFPQVTHSEHEAQ 

LAISDGNHSMAAENQSFCPSVS 

LSCFHENAA 


12456 


42824 


A 


12531 


1 


1965 




12457 


42825 


C 


12532 


520 ( 


584 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location ot" first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12458 1 


42826 


A 


12533 


701 


1307 


GRHLTTNHTAAVVVFPFRPLCS 

SFFRYSGFRGVAGATASGRGQG 

PAG * DNCQR A V/RG A FY KFQ AT 

LSAGAGTRAEEGSDGDGEAAE 

PGAGTAREPARLRGYRSRRFVL 

DGRRCCLCYFKNPHDPLPLGHL 

Dl AEACFS YQRA DEA AEQP AHP 

QVRSAGAATVLEVGTRALRGV 

HLLRAHRG1WAQAWSPVSFLQ 

AVLPAWLL 


12459 


42827 


A 


12534 


1 


1356 




12460 


42828 


B 


12535 


1 


1449 




12461 


42829 


A 


12536 




2449 




12462 


42830 


A 


12537 


1 


3327 




12463 


42831 


A 


12538 


] 


1359 




12464 


42832 


A 


12539 




672 




12465 


42833 


A 


12540 




1281 




12466 


42834 


A 


12541 




399 




12467 


42835 


A 


12542 




399 




12468 


42836 


A 


12543 


171 


426 


PVSCATGEEEDNVLFPKGDDLP 

R**PGKLWCEFHASSISQALGQ 

HPRRSVLDTDQSHVPLVRRKTT 

CFSQRAMISPDDDPSQEAGALS 

RNNLLAPYSALTFMENGNCLL 

QLFQLGKLLVQASHLHGQLLV 

FVQKIIISM 


12469 


42837 


A 


12544 


1 


988 




12470 


42838 


A 


12545 


3 


129 


LFHPCQDSQQHH*CVCCRLTGH 
GAA*VHGPCQAVQTYRASH 


12471 


42839 


C 


12546 


532 


1101 




12472 


42840 


A 


12547 


197 


355 




12473 


42841 


A 


12548 


1 


1275 




12474 


42842 


A 


12549 


3 


131 





BNSDOCID: <WO 0175067 A3_IA> 



1604 



WO 01/075067 



PCT/US01/08631 



SEQ id 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( \=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



12475 



12476 



12477 



12478 



42843 



42844 



42845 



42846 



12550 



12551 



12552 



12553 



1746 



45 



3504 



394 



882 



409 



ESDPSNSTTSMDRTLL/MSSIVP 
RLPSACRJLPTGFT1PE*SCVHRT 
ASLIPPLPPGSRKYSPPLPLNSLI 
FLKN/SAYTAVPALQTDWATSP 
ISLHLRTSFNSPHLYPPEELIYFL 
DRSSKTSPDISHQQAAALLRTY 
LKNLSPYINSTPP1FGPLTTQTTI 
PVAAPLCISWQRPTG1PLGNLSP 
SRCSFTLHLRSPTTNINET1GAF 
QLHITDKPSINTDKLKNISSNYC 
LGRHLPCISLHPWLSSPCSSDSP 
PRPSSCLLIPSPENNSERLLVDT 
RRFL1HHENRTFPSTQLPHQSPL 
QPLTAAALAGSLGVWVQDTPF 
STPSHLFTLHLQFCLAQGLFFLC 
GSSTYMCLPANWTGTCTLVFL 
TPKIQFANGTEELPVPLMTPTQ 
QKRVIPLIPLMVGLGLSASTVA 
LGTGIAGISTSVMTFRSLSNDFS 
ASITDISQTLSVLQAQVDSLAA 
VVLQGQLRGLDLLTAEKGGLCI 
FLNEECCFYLNQSGLVYDNIKK 
LKDRAQKLANQASNYAESPWA 
LSNWMSWVLPIVSPLIPIFLLLL 
FGPCI FRLVSQFIQNRIQAITNHS 
IRQMFLLTSPQYHPLPQDLPSA 



12480 



12481 



42847 



42848 



42849 



12554 



12555 



18 



2556 



1035 



12 



083 



12483 



42850 



42851 



B 



2557 



2558 



97 



122 



439 



12485 



42852 
42853 



12559 



12560 



450 



471 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of pcplide sequence 


Amino acid sequence ( X-Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


12486 


42854 


A ! 


12561 


2 


1407 


WGKNRAEKLETLKSRVPLLLQ 

RNAVPHQQWN1CAGRRMTLTS* 

EKKASDD/PNYSKLQEEIQTKG 

KEVKHFEKNLDECITRITNREK 

CLKELMELKAKARELREECRSL 

RSQCDQLEERVSVMEEIQTTIRE 

YYKHLYENKLQNLEEMDKFLD 

TYTLRRLNQEEVESLNRP1TGSE 

1VAIINSLPTKKSPGPDGFTAKF 

YQRYKEELIPFLLKLFQSIEKEGI 

LPNSFYEASIILIPKQGRDTTKK 

ENFRPIFLMN1NAKILNKILANRI 

QQH1KICLIHHDQVGFIPGMQG 

WFNICKSRNVIHHINRTKDKNH 

MllSIDAEKAFDKIQQPFMLKTL 

N KLG IDETYLK 1 1 RA1 YDKPTAN 

I1LNGQKLEAFPLKTGTRQGCPL 

SPLLFNIVLEVLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENPIVSAQNLFELISNFSKVSGY 

KINVQISQAFLYTNYRQSAKS 


12487 


42855 


A 


12562 




846 




12488 


42856 


A 


12563 


1 


1281 




12489 


42857 


B 


12564 




274 




12490 


42858 


B 


12565 




2265 




12491 


42859 


A 


12566 




2742 




12492 


42860 


A 


12567 




1272 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12493 


42861 


A 


12568 


222 


2130 


RKKNKKK*TKPPRNMGLREKT 

KSMSDWCT*K*RGEWNQV/AK 

TLCRJLSRRT/YPNLARQADIQIQ 

EIQRTPQRYSSRRATPKHIIVRF 

TKVEMKEKMLRAAREKGRVT 

HKGKPIRLTADLSAETLQARRE 

WGQIFNILKEKNFQPRISYPAKL 

SFISEGE1KPFTDKQMLRDFVTT 

RPALKELLKEVLNMERNNRKK 

LNRPITGSEIVAIINSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSKEKEGIHPNSFDEASI1LIP 

KAGRDTTTKDNFRPISLMNIDA 

K1LNK1LANQIQQHIKJCLIHHDQ 

VGF1PGMQGWFNICQSINVIQHI 

NRTKDKNHVIISIDAEKAFDKIQ 

QRFMLKTLNKLGIDRMYLKHR 

AIYDKPTANIILNGQKLEAFPLK 

MGTRQGCPLSPLLFN1VLEVLA 

RAIRQEKE1KHIQLGKJCEVILSL 

FADDMIVYLENSIVSAQNLLKLI 

SNFSKVSGYKINVQKSHAFLHT 

NNRQTESQIMSELPFTIASKRIK 

YLGIQLTKDVKDLFKENYKPLL 

N E 1 KEDTKK WKH IPC S WVO R TO 

IVKMA1LPJCVIYRFNAIPIKI PM 

* •"WI'VJ.J VIUA * ^ TIE Jl^J. infill 1|\Lj1 IVI 

TFFTELEKTTLKF1 WNOKR A HT 
AKSILSQKNKAGGITLPDFQLY 
CKATVTKTAWY 


12494 


42862 


A 


12569 


1 


474 




12495 


42863 


A 


12570 




1197 




12496 


42864 


A 


12571 




1518 




12497 


42865 


A ; 


12572 




3189 




12498 


42866 


A 


12573 




2199 




12499 


42867 


A 


12574 


3 


2820 

J 
< 
3 


EN KDTTYQN L\ WD AFKA VC RG 

KFIALNAHKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELKEIETQKSLQKINESRS 

WFFERJNN I DRPLARL1 KKKREK 

NQIDTIKNDKGDITTDPTEIQTTI 

REYYKHLYANKLKNLEEMDKF 

LDTYTL PRLNQEE V ESLNRPITG 

SEIVT1INSLPTKKSPGPDGFTAE 

FYQRYKEELVPFLLKLFQSIEKE 

3ILPNSFYEASIIL1PKPGRDTTK 

KENFR 


12500 * 


42868 


B 


12575 


1 


1593 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


12501 


42869 


A 


12576 


1 


3549 


MGDFNTPLSTLDRSRRQKVNK 

DTQELNSALHQVDLIDIYRTLH 

H KSTEYTFFS APHHT YSKI DH 1 V 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSTTWKJLN 

NLLLNDYWIMNKMKAEIKMFF 

ETNKNKDTTYQNLWDAFKAV 

CRGKF1ALNAHKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EVTKIRAELKEIETQKTLQKFNE 

SRSWFFERTNKIDRMLARLIKJC 

KREK1MQIDTIKNDK 


12502 


42870 


A 


12577 


1 


2724 




12503 


42871 


A 


12578 


1 


3567 




12504 


42872 


B 


12579 


709 


2064 




12505 


42873 


A 


12580 


1 


3370 




12506 


42874 


A 


12581 


1 | 


2024 


MGFYHVGQAGTELLTSNDPLT 

SASQSARJTGKALQKPTEVPVP 

YEKMLQDQSALIVQGLPEGVA 

FKHPENYDLATLKWILENTAGI 

SFIIMSATIEPPAAQPMSFTHMG 

HSLCVLVVETHAKPVAVQSSSF 

TRN PE V 1 S LE V A A VTV KEESED 

PDYDYITFfCDLPGIAYETKAYV 

LWPQLSKICSKNGDKNKAYRG 

QQCRLRQQNPLAALTGKISVSV 

YVSHPSLRSVSIGWTRQVARQT 

MQKDRDGPLKNEGEKNCAGSE 

KNTLTSQLKELEKQEQTHSKAS 

RRQEITKIRAELKEIETQKTVEK 

INES RS WFFERIN KI DRPL A RLI K 

KKREKNQVDAIKNDKGDITTDP 

TEIQTT1REYYKHLYANKLENV 

EEMDKFLDTYTLPRLNQEEVES 

LNRPITGSEIVAI1NSLPTKKSPG 

PDGFTAEFYQRYKEELVPFLLK 

LFQSIEKEGILPNSFYEASIILIAK 

PGRDTTKKENFRPISLMNIDAKI 

LNKILAKRIQQHIKKLIHHDQV 

GFIPGMQGWFNIRKSINVIQHTN 

RAKDKKHMI1SIDAEKAFDKIQ 

QPFMLKSLNKL/DIGKNYFKVH 

MGPKKSPCRQVNPKPKEQSWR 

HHST*LQT!LQGYSNQNSMVLV 

PKQRYRSMEQNTALRNNATYL 

QLSDL*QT*EKQAMGKGFPI** 


12507 


42875 


A 


12582 


722 


4214 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possihle nucleotide insertion) 


12508 


42876 


A 


12583 


228 


1152 


KNRDYNKLSLRPQCNQTRTQN 

*ESHSKPLNYMETEQPAPE*LL 

DT*R\MKAE1KMFFETNENKDT 

TYQNLWDAFKATASKTNKEKE 

KNQIDTIKNDKGD1TTDPTEIQT 

T1REYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLNRP1 

TGAEIVAIINSLPTKKSPGPDGF 

TAEFYQRYKEELIGWLRESVSK 

ICLKFDHQVQVITGRLIIRFQIAF 

GTVVLCQLTRHIDVFVGKRLA 

NARFAPSLGGAPDLFTLICPCFV 

AVETQGDLPQATTVVDIDGCL 

G KJ 5 AN VQ V A LDLD VKG FQQ W 


12509 


42877 


A 


12584 


1 


2028 




12510 


42878 


A 


12585 


2 


2264 




12511 


42879 


A 


12586 


1 


2130 




12512 


42880 


A 


12587 


1 


2900 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEM KG EGKFREKRI KRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTKLENTLQDVIQENFP 

N LA RQ AN VQ 1 QE IQRTPQ R YSS 

RRATPRHIIVRFTKVEMKEKML 

RAAREKEIQTTISEYYKHLYTN 

KLENLEEMDKFLDTYTLPTLNQ 

EEVESLNRP1TGAE 


12513 


42881 


A 


12588 


1 


2745 




12514 


42882 


B 


12589 


1 


3288 




12515 


42883 


A 


12590 


1090 


2526 




12516 


42884 


A 


12591 


1 


3242 




12517 


42885 


A 


12592 


3862 


8976 


RAKSPANIIMTGSNSHITI LTLN 

VNGLNSPIKRHRJ^ASWfKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYMMV 

KGSIQQEELT1LNMYAPNTGAP 

RFIKQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

EYTFFSAPHHSYSKIDH1LGSEA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRIKNLTQSR 


12518 


42886 


A 


12593 


1 


1000 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12519 


42887 


A 


12594 


1 


979 


MKNAKENFLGRFQDGRJGTAP 

VYSPQHQRRRRRVISALPTEPPL 

V 1 PRQTG FG V DLQQTPTDLQLR 

VLTVRRKTTKQEGHSTKTPSVR 

YHHQRPKEDKTTKMGRNQSRK 

AENSKNESASSPPKECSSSPATE 

QSWMENDFDKYTEVGFRQLVI 

TNFSELKEDVQTHHKEAKNLE 

K RLDE WLTRINSI ENTL1 DLMEL 

KTM ARELRDSCTSFSRQFDQ VE 

ERVSVIEDQMNEMKREEKFRE 

KKMLEVLPRAIRQEKEIKGIQL 

GKEEVKLSLFADNMTVYLENPI 

1S\PKISLS**ATSAKSQDIKSMC 

KNHKHSYTPITDKQRAKS 


12520 


42888 


A 


12595 


1140 


2210 


KPWHKNFVTHAQASIADL1KW 

KKGYQ*LK1KLMK*SKKTRNTN 

YHQNTINISMQIN*KI*KKWRNS 

WTHTLSQY*TRKKLNL*IDQ*Q 

ALKL/QA1IYSLPTKNVQGQMD 

SQSNTTRVWGILARAIRQEKEI 

KDIQLENEEVKLSLFADDMTVY 

LENSIVSAQNLLKJLRIKYLGIQL 

TTDVKDLFKENYKPLLNKIKED 

TNKWKNIPCSW1RGINIMKMAI 

LPKLIYRFNA1PIKLPMTFFTELE 

KATLKFIWNQKRAHIAKTILSK 

KNKAGGIMLPDFKLYYKATAT 

KAAWYWYQNRDIDKKLTQIYK 

KKTNNPIKKWAKDMNRHLSKE 

D1YGANRHMKKCSSSLVIREKQ 

1KTTMR 


12521 


42889 


A 


12596 


520 


697 


GLCSVPLLCISVLVPVPCCFGYC 
SLVV*FEVR*SDASSFVLLA*DF 
LGN A VSFLV PYEL 


12522 


42890 


A 


12597 


1 


1410 1 




12523 


42891 


A 


12598 


1 


1461 




12524 


42892 


A 


12599 


77 


457 


QALKLRQ*LIAYQPKRVQDQM 

DSQTNSARGTKRSWYHSF*NYS 

N/PTEKEGILLNSFYEAGIILIPKP 

GRDTTKKENFRPISLMSIN A KIL 

NKILANRJLQHIKKL1MTIKSASS 

LGCKAGSTYANQ 
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SEQID 
NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


12525 


42893 


A 


12600 


1 


919 


MGDFNTPLSTLDRSTRQKVNK 

DIQELNSALHQADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEI1TNCLSDHSA 

1KLELRIKKLTQNCSTTWKLNN 

MLLNDYWEHNKMKAEIKMFF 

ETN KN KDTT YQN L WDTLKA V C 

RGKFKALNAHKRKKERSQIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK 1 RA ELKETETQKTLQRLMN 

PGAVLEVLARAIRQEKE1KGIQL 

GKEEVKLSLFADDMIVYLENP\ 

MSQPKISLS**ATSAKSQDIKSIY 

KNHQHSYTPIRDKQRAKS 


12526 


42894 


A 


12601 


1 


1264 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIEAIINSLPTQKSSGPD 

GFTAEFYQRYKEELVPFLLKLF 

QS1EKEGILPNSFYEASIILIPKPG 

RYTHKKKNFRPISLMN IDAKIL 

NKJLAM RJQQH I KK L IHQDQVG I 

IPGMQSWFNIHKSINVIQH1NRT 

KDKNHMIIS1DAEKAFDK1QQPF 

MLKTLNKLENKIPKNPTYKGCE 

GPLQGELQITAQRNKGRHKQM 

EEHPMLMDRKNEYHKNGHTPK 

VIYRFNVIPIKLPMTFFSELEKST 

LKF1WNQKRAR1AKTILSQKNK 

AGG1MLPDFKLYYKATVTKTA 

WY W YQNRDIDQ WNRTEPSEM 

TPHIYNHLIFDKPDKNKQWGK 

DSLFN K WC WEN WL A I G RQLKL 

DPFLTPYTKINSRWIKDLNVRP 

KTIKTLEENLGNTIQDISMGKDF 

MSKTPKA M ATKA KM DK WDLI 

KLKSFCTAKETTIRQSWPEMTK 

FTFSSNTDVKNWKHGKNNIGR 

HKTS VNTCKMDSG L VLER WM 

EWNPGFPLS1DAKCHKDLPRDI 

QFDSEKGVDFVLNYSKANMR 

WAGSMFL* FI ESF* HE WLLN FV 

KGLFCIY*DNHVVFVFGSVYML 


12527 


42895 


B 


12602 


1 


1827 




12528 


42896 1 


B 


12603 


13 


1377 




12529 


42897 


A ! 


12604 


557 


564 

] 


KTPLSQPKISLS* * ATTAKSQDT 
KSVYKNQQHSYT 
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SEQ in 

NO; 


seq ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12530 


42898 


A 


12605 


77 


1866 


QAPKLRQ*LIAYQPKKVQDQTD 

SQPNSTRGTKJCSWYHSF*NFSN/ 

PI EKEG IFPNLFY E AN IILIPKPGR 

DTTKKENFRPISLMNVNAKILN 

KLLANQIQQHIKKLIHHNQVGFI 

PGMQGWPNICKSINVIQHINRT 

KDKNHRSISIDAEKAFNKIQQPF 

MLKTLNKLDDMIVYLENP1VSA 

KNLLKLISNFSKVSGYKINVQK 

SQAFLYTNNRQAESQIMSAVSF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPVLNKIKEDTNKWKNIPS 

LWIGRVNIMKMA 1 LPK V1YRFN 

AIPIKLPMTFFTELEKTTLKFIW 

NQKRAHIAKTILSKKNKAGGIT 

LPDFKLYY KATVTKT A WH WY 

QNRDIDQWNRTEPSEIIPHIYNH 

L 1 FDKLDKN KTLG KDY LFN KRC 

WENWLAICRKLKLDPFLTRYT 

KINSR WIKJDLN 1 RPKTIKTLEEN 

LGDTIQDIGMGKDFITKTPKAM 

ATKAK1DKWDLI KLKSFCTAKE 

TTIRVN RQPTE WEN I FA I YPSDK 

GLISRIYKELKQIYKKKSNNPIK 

KWAKDMNRYFSKEDIYAANR 

HMKKCSSSLALREMQIKTTMR 

YHLIPVRMA1IKKSGNNRCW 


12531 


42899 


A 


12606 


67 


243 


GLCCVPLIY1SVLVPVPCCFGYC 
SLVV*FEVR*HDASSFVLLA*D* 
LGDVGSFLVPYEL 


12532 


42900 


A 


12607 


1554 


1692 




12533 


42901 


A 


12608 


640 


816 


GLCSVALVCISVLVPVPCCFGY 

CSLVV*FEVR*HDASSFVLFA*D 

♦LGNVDSLLVPYEL 


12534 


42902 


A 


12609 


1626 


1739 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


I2535 


42903 


A 


12610 


i 


2014 


MKREGSLEKKRIKRNEQSLQEI 

CDYVKRANLRLIGGPESDGENG 

TKLENTLQDMQEKFPNLARQA 

NIQIQEIQRTPQRYSSRRATPRHJ 

IVRFTKVEMKEKMLRAAREKG 

QVTHKGKSIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRISYP 

GKLSFISEGEIKSFTDKQMLRDF 

VTTRPALKELLKEALNMEKNK 

QYQPPQKHAKLTREARANTFK 

PSRRREITKIRAELKEIETPKTAQ 

KINESRSWFSERINKIDRPLARL 

RKKKREKNQIDTIKNDEGDITT 

HPTEIHTIIRE Y Y KH L Y ANKLEN 

LEEMDKFLDTYTLPRPNQEEVE 

SLNGPIAGSEIQAirNSLPTKKSP 

GPDGFYQRYKEELVPFRLKLFQ 

SIEKEGILPNSFYEASIILIPKPGR 

DTTKKENFRPI SLLNI1M AKI LNKI 

L AN R1QQHI KKLMHHDQ VG FIP 

GMQGWFNIRKSINVIQHINRTK 

DKNHMIISIDAEKAFDKIQQPF 

MLKTLNKLGIDGTYHKIIRANY 

DKPTANIILNGQKLEAFPLKTGT 

RQGCPLSPLLFNIVLEVLARAIR 

QEKETEGIQLGKEEVKLSLFAD 

DMIVYLENP\MSQPKISLS**ATS 

AKSQDTKSMCKNHKYSYTPIT 

DKQRAKSSVNSPFTIASKRIKYL 

GIQLTRYVFCDLFKERSMK 


12536 


42904 


A 


12611 


1 


700 


MDKFLDTYTLPRLNQEEVESLN 

RP1TGSEIEAIINSLSTKKSPGPD 

GFIAQFYQRTKDKNHMIISIDAE 

KAFDKIQQHFMLKTLNKLGIDG 

TYLKJIRAVYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKEIKGIQLGKE 

EVKLSLFADDMIVYLENPXMSQ 

PKISLS**ANSAKSQDIKSMCKN 

LKHSYTLITDKQRAKSSVNSHS 

QLLQRE 


12537 


42905 


A 


12613 


1 


1765 




12538 


42906 


A 


12614 


1 


2310 
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SCQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


12539 i 


42907 


A 


12615 


1 


836 


MENEFDELTEVHFRRWVITNSS 

ELKEHVLTQCEEA KNLARRNK 

LENLEEMDKFLATYTFPSLNQE 

EVESLNRPITSSEIEAA1NSLPTK 

KH PG PDGFTA K F YQRYKEELH I 

NRAKDKNHMIISIDAEKAFDKJ 

QHPVKLKILNICLGIDGTYLK1IR 

AIYDKPTANLILNGQICLEAFPL 

KTGTRQGCPLSPLLFNIVLEVLA 

RA I RQEKE 1 KG 1 QLGKEEVK LSL 

FADD\RLY1*GTPLSQPKISLS** 

ATSAKSQDTKSMYKNHKHSYT 

PTTDKQRAKS 


12540 


42908 


A 


12616 


355 


4502 


QSARFRGRRTLRRPGVGYSLVV 

*FEVR*CDASSFVLLA*DCLGN 

AGSFLVPYEL 


12541 


42909 


A 


12617 


248 


362 




12542 


42910 


A 


12618 


529 


680 


YYTRCSKWWNCSVLP*IY!YNF 
HLPHGKLKNTDYIKKKLHDFFF 
KNSKHI 


12543 


42911 


A 


12619 


1 


641 




12544 


42912 


B 


12620 


36 


48 




12545 


42913 


A 


12621 


1 


326 




12546 


42914 


A 


12622 


1 


444 


PG STH A S A HACER LQTRTLRA F 

SSQRRFPATASRASLSSNMAK1S 

SPTETERCIESLIAVFQKYAGKD 

GYNYTLSKTEFLSFMNTELAAF 

TrCNQKDPGCP*PHDGRKLGQPT 

VDGQLDFSEFLNLIGG\QAMAC 

HDSFLKAVPSQKRT 


12547 


42915 


A 


12623 


2 


6008 




12548 


42916 


A 


12624 


530 


856 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12549 


42917 


A 


12625 


1 


952 


MAARGTGDKVKPGCEEAGAAF 

ELPPSVYAAALHESHQHQPCPA 

GGARAQRVPGGIVTEPLTCTPP 

KDM VFLSDDG DDDDDDDNDD 

GGGDDDNDGNDNDGDNDNGD 

DDDG DDN DDDG G DDDNDGNG 

NDGDNDNDDGDNDDSNGNDD 

GDGDDDGVDDDDDNSDGNDG 

DDDDSDDDDGDSNGYDDDGD 

GNDDDDGDSDDDDSDNGDGD 

NGDGDDDGGGGDDDDNGHDD 

DGDMMMMIVMMVMVMMVV 

MMVMVMMVVVVQLRKRAEA 

SVSEAKCS1NVSDDNDDGDGN 

DG DDDDSDG DDDDGG G DG GD 

SELTNQFPTNHSGMKASKLRK 

DSDHREW*W**WWWWCN*GR 

EQRPVFLKQSAQLMSVMIMMM 

VMVMMVMMMIVMVMMTMV 

VVMVV1VNSPINSRLITQA 


12550 


42918 


A 


12626 




380 




12551 


42919 


A 


12627 


5 


765 


RQ WE VG RWSGTTI FSCFCKKTL 

YFTNPSPSSSSLVTVl LRREVTH/ 

CGGAPEQRYQIIPVCVAARLPT 

RAQDVLDAHLSEVNAVRFGPN 

SSLLATGGADRLIHLWNVVGSR 

LE ANQTLEG AGG SITS VDFDPS 

VRNSAPVAWDCALSDLHTGQG 

YQ VL A ATYNQA AQL WK VG E A 

OSKETLSGHKDKVTAAKFKLT 

RHQAVTGSRDRTVKEWDLGRA 

YSPKRQRPSRTGHDDDGGFVE 

KKRGKCGEKRDQfVTVSV 


12552 


42920 


B 


12628 


1 


2802 




12553 


42921 


A 


12629 


458 j 


708 


QNRHRHHGPFSMVAVSSQLLD 
TPAERLSLHTWKIAQRPGRGTP 
HFPDGAV/VQAETLPQTGRPGR 
GTPHFPDGAASSFGYCSLVA 


12554 


42922 


A 


12630 


2300 


6491 

< 


EGLEAL1HQERLSYWANQVSED 

RPVCKAIIQGKQFEGLVDTGAD 

VSIIALNQWPKNWPKQKAVTG 

LVGIGTASEVYQSMEILHCLGP 

DNQESTVQPMITSIPLNLWGRD 

LLQQWGAEITMPAPLYSPTSQK 

(MTKMGYIPGKGLG\KNEDGIK 

VPVEAKINQEREGIXGYPFLGAV 

TVEPPKPIPLTWKTEKPVWVNQ 

WPLPKQKLEALHLLANEQLEK 

3 HIEPSFSPWNSPVFV1QKKSGK 

WHTLTDLRAVNAV 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=MJn known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12555 


42923 


A 


12631 


1 


434 


MTVSKN KCHTKGGKKGTEKK 

VVASFSK1YWYNVKAPAMFSIR 

NIGKALVIGTHGTDFVSDGFKG 

GLIEIPDSJGKDKEKACRS1YPLH 

DVFVRKVKJV1LKKPKFELGKLM 

ELHGEGRSSGKATGNESGA/KV 

E*ADGYGSPAQKSF 


12556 


42924 


A 


12632 


1 


642 




12557 


42925 


A 


12633 


260 


534 




12558 


42926 


A 


12634 


1 


438 




12559 


42927 


C 


12635 


391 


750 




12560 


42928 


A 


12636 


199 


451 




12561 


42929 


A 


12637 


120 


992 


RDRIPGPVCKGKWKNKERJLIFS 

SRGFNFRTRHLMQDLRMLMPH 

SKAHDTN MARSDN LSViNEGCE 

MKNWLRCIYFEAKKKQDLYM 

WLSNSPDG PSAKFL VQN I HTLA 

ELKMTGNCLKGSRPLLSFDPAF 

DELPHYALLKELLIQIFSTPRYH 

PKSQPFVDHVFTFTILDNRIWFR 

NFQIIEEDAALVEIGPRFVLNLIK 

IFQGSFGGPTLYENPHYQSPNM 

HRRVIRSITAAKYREKQQVKDV 

QKJLRJCKEPKTLLPHDPAADVF 

VTPAEEKPIEIQWVKPETKVDL 

KASV 


12562 


42930 


A 


12638 


1 


342 




12563 


42931 


A 


12639 


1 


580 


PGWEKRMSRSS/GVNTQEALPT 

A AIPTD A K V RV Y YFN H 1 TN A SQ 

WERPIGNSSSGGKNGQGEPARV 

RCSHLLVKHSQSRRPSSWRQEK 

1TRTKEEXALELINGYIQKIKSGE 

EDFE\SLASQFSDCSSAKA\RGD 

LG\S FS RGQMQK PF* RTPRF A L\ 

RTGGDERGPCFTD\SGIHIILPHL 

SEGGKPRPGLGAGQGG 


12564 


42932 


A 


12640 


3 


116 




12565 


42933 


A 


12641 


2 


253 




12566 


42934 


A 


12642 


3 


512 


EDYLERKRQA^PTECQTHSKLG 

GPMTLKREVKP/KVDVSPSKKG 

PL\QHHTLL\VCHVRIFYPGSIQ/ 

VRWFLNGRKKTAGVVSPNLIR 

NGDWT/FQILVMLEM/TPQQGD 

VYTCQVEHTSLDSPVTVEWKA 

QSDSA RSKTLTG AGG F V LG LI IC 

GVGIFMHRRSKKAFNEDLHKQG 


12567 


42935 


A 


12643 


I 


363 




12568 


42936 


B 


12644 


70 


1229 




12569 


42937 


A 


12645 


1 


430 




12570 


42938 


B 


12646 


1 


1321 




12571 


42939 


A 


12647 


3 


446 
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BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


12572 


42940 


A 


12648 


1 


417 




12573 


42941 


A 


12649 


269 


452 


TILRSFGYFFRRINIMLTEEKIKS 

DHRKISQLIFLQKLCQTLQSENV 

SQGGMLYRAKA*H*T*TLVWV 

*HVMSYPHKGLGLMLSLCSVK 

HSTLRDVFTL 


12574 


42942 


A 


12650 


83 


1385 




12575 


42943 


A 


12651 


1 


974 


MNPLECVDRSSQPWGNPTWTS 

SG M RS VTFL VG FKLTFL AL A QT 

LNAAASLTGQELLAGFPPGVINI 

LPGYGPTAGAAIASHIGIDKIAF 

TGSTEKEAELHSWIKGLTCISIE 

PDFQKSLKDGIILCILMNKLQPA 

SFPKINHSMQKWHQLENLSNFI 

KAVVSYDMNPMDLFKANNLFE 

SGNMRHMQVSLFALAGKVKT 

KRPQSGVDIGIKYSEKQEQNFS 

DAAMKAGOCVIGLOMGTNKC 

TSQLGMTVYGMGTNNCASQVS 

MTAPGTRQHICDTKLGTDKCG 

NSSMSLQMGYT/QGAANQPRV 

CEWQRGIRQQGFLPPCLGPSQE 


12576 


42944 


A 


12652 


1 


1103 


MNPLECVDRSSQPWGNPTWTS 

SG MRS VTFLVG FKLTFL ALAQT 

LNAAASLTGQELLWNFPLLMF 

A WKIAPALCCGNTV VI K PA EQT 

PLSALYMGALIKEAGFPPGVINI 

LPGYGPTAGAAIASHIGIDKIAF 

TGSTEKEAELHSWIKGLTCISIE 

PDFQKSLKDGI I LCILMNKLQPA 

SFPKINHSMQKWHQLENLSNFI 

KAVVSYDMNPMDLFKANNLFE 

SGNMRHMQVSLFALAGKVKT 

KRPQSGVDIGIKYSEKQEQNFS 

DAAMKAGQCVIGLQMGTNKC 

TSOLGMTVYGMGTNNCASOVS 

MTAPGTRQHICDTKLGTDKCG 

NSSMSLQMGYT/QGAANQPRV 

CEWQRGIRQQGFLPPCLGPSQE 


12577 


42945 


A 


12653 


1 


729 




12578 


42946 


A 


12654 


259 


390 


SFCSANFEVFRLTAQQ*FVR*H 
ALSHIF*G*V*SFPKSTKRVNF 


12579 


42947 


A 


12655 


68 


735 




12580 


42948 


A 


12656 


1 


825 




12581 


42949 


A 


12657 


3 


470 




12582 


42950 


A 


12658 


1 


1683 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12583 


42951 


A 


12659 


1 


1748 


MNKPYIRNLSENAAPLDLEG1L 

KDAKIPVSGPFLVKIGYAFVDC 

PDEIWALKAIEALSGKIELHGKP 

IEVEHSVPKRQRIRKLQ1RNIPPH 

LQWEVLDS*LVQYGVVESCQQ 

VNTDSETAVVNVTYSSKDQAR 

QALDK/LLDKLNGFQLENFTLK 

VAY1PDEMATQQNPFLQPRGRR 

GLGQRGSSRQGSPGSVSKQKPC 

DLPLCLLVPTQFVGAIIGKEGAT 

1RNITKQTQSKIDVHRKENAGA 

AEKSITILSTPEGTSAACKSILEI 

MRKETQDVKFTEEIPLK1LAQN 

NFVGRLIGKEGRNLKKIEQDTD 

TK1TISPLQELMQYNPEHTITAK 

GNVETCAKAEEEIMKKIRER*E 

NDITSM/N/LQAHLIPGLNLNAL 

GLFPPTSGMPPPTSGPPSAMTPP 

SPQSEQSESETVHLFIPALSVRA 

LISKQGQHIKQLSRFAGASSKIA 

PVEAPDAKVRMVMIAGSPEAR 

FKAQGRIYGKIKEENFVSPKEE 

VKLEAHIRVPSFAAGRVIGKGG 

KTVNELQNFSSAEVVVPRDQTP 

DENDQVVVK1TGHFYACQVAQ 

RKIQEILTQVKQHQQQKALQSG 


12584 


42952 


A 


12660 


3 


803 




12585 


42953 


B 


12661 


1 


330 




12586 


42954 j 


C 


12662 


127 


342 




12587 


42955 


A 


12663 


324 


491 




12588 


42956 


A 


12664 


1 


891 




12589 


42957 } 


B 


12665 


1 


1869 




12590 


42958 


A 


12666 


2 


136 




12591 


42959 


A 


12667 


108 


355 




12592 


42960 


A 


12668 


2 


811 


FGMRGSRGGWAGEMAASGES 

GTSGGGGSTEEAFMTFYSEVKQ 

IEKRDSVLTSKNQIERLTRPGSS 

YFNLNPFEVLQIDPEVTDEEIKK 

RFRQLSILVHPDKNQDDADRAN 

QKAFEAVDKAYKLLLDQEQKK 

RALDVIQAGKEYVEHTVKERK 

KQLKKEGKPTIVEEDDPELFKQ 

AVYKQTMKLFAELEIKRKERE 

AKEMHERKJtQREEEIEAQEKA 

KR/EEREWQKNFEES\RDGRVD 

SWRNFVQAQFRRGKKEKKNRTF 

LRPPESKNGSNVE 


12593 


42961 


A 


12669 


731 


850 




12594 


42962 


A 


12670 


201 


377 


LMTLPCKIPSPGSSWLKISPIEHL 
MTPTPASQRTTPFDCNFPLPTQI 
L*NGPTPISLH 
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BNSDCX^ID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



12595 



42963 



Met 
hod 



SEQ ID NO 
in USSN 
09/540,217 



12671 



Nucleotide 
location of first 
codon for peptide 
sequence 



742 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



2982 



Amino acid sequence < X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



KIFPFDASFLPCLHKFNLKGKG 
NSKGFKMAEKFESLMN1HGFDL 
GSRYMDLKPLGCGGNGLVFSA 
VDNDCDKRVAIKK1VLTDPQSV 
KFiALREIKIIRRLDHDNIVKVFE 
ILGPSGSQLTDDVGSLTELNSV 
Y I VQE Y M ETD L AN V L EQGPL LE 
EHARLFMYQLLRGLKYIHSAN 
VLHRDLKPANLFINTEDLVLK1 
GDFGLARJMDPHYSHKGHLSE 
GLVTKWYRSPRLLLSPNNYTK 
AIDM WAAGCIFAEMLTGKTLF 
AGAHELEQMQLILESIPVVHEE 
DRQELLSVIPVYIRNDMTEPHK 
PLTQLLPGISREALDFLEQILTFS 
PMDRLTAEEALSHPYMSIYSFP 
MDEPISSHPFHIEDEVDDILLMD 
ETH S HI YN WER Y HDCQFSEH D 
WPVHNNFD1DEVQLDPRALSD 
VTDEEEVQVDPRKYLDGDREK 
YLEDPAFDTNYSTEPCWQYSD 
HHENKYCDLECSHTCNYKTRS 
SSYLDNLVWRESEVNHYYEPK 
LIIDLSNWKEQSKEKSDKKGKS 
KCERNGLVKAQIALEEASQQLA 
GKEREKNQGFDFDSFIAGT1HLV 
SSQHEPTDVGVDKLNDLNSSVS 
QLELKSLISKSVSQEKQEKGMA 
NLAQLEALYQSSWDSQFVSGG 
EDCFFINQFCEVRKDEQVEKEN 
TYTSYLDKFFSRICEDTEMLETAE 
PVEDGKLGERGHEEGFLNNSGE 



2596 



42964 



2672 



826 



1041 



WKITVKGGVFLWWAGVGDTK 
VLSGGAF*ARMSQEEDFHKVM 
SSVKARTGHLHFFCGGMSSVK 
AGQGPFSVLL 



2597 



42965 



2673 



1482 



2598 



42966 



12674 



488 



12599 42967 



12675 



114 



BNSDOCID: <WO 0175067A3JA> 



1619 



WO 01/075067 



PCT/U SO 1/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12600 


42968 


A 


12676 


1 


897 


M SN R V VCRE ASH AG S WYTASG 

PQLNAQLEGWLSQVQSTKRPA 

RAIIAPHAGYTYCGSCAAHAYK 

QVDPS1TRRJFILGPSHHVPLSRC 

ALSSVDIYRTPLYDLRJDQKIYG 

ELWKTGMFERMSLQTDEDEHS 

IEMH LPYTAKAM ESHKDEFTl 1 P 

VLVGALSESKJEQEFGKLFSKYL 

ADPSNLFVVSSDFCHWGQRFR 

Y\SYYDESQGEIY*SIEHLDKMG 

MSIIEQLDPVSFSNYLKKYHNTI 

CGRHPIGWLLNAITELQKNGM 

NMSFS\FLNYAQSSQC\RNWQD 

SSVSYAAGALTVH 


12601 


42969 


A 


12677 


2 


114 j 




12602 


42970 


A 


12678 


1 


897 j 


MSN RV VCRE ASH AGS WYTASG 

PQLNAQLEGWLSQVQSTKRPA 

RAIIAPHAGYTYCGSCAAHAYK 

QVDPSITRRIF1LGPSHHVPLSRC 

ALSSVDIYRTPLYDLRJDQKIYG 

ELWKTGMFERMSLQTDEDEHS 

IEMHLPYTAKAMESHKDEFTIIP 

VLVGALSESKEQEFGKLFSKYL 

ADPSNLFVVSSDFCHWGQRFR 

Y\SYYDESQGEIY*SIEHLDKMG 

MSIIEQLDPVSFSNYLKKYHNTI 

CGRHPIGWLLNAITELQKNGM 

NMSFSNFLN Y AQSSQCXRN WQD 

SSVSYAAGALTVH 


12603 


42971 


A 


12679 


1 


912 




12604 


42972 


A 


12680 


I 


156 




12605 


42973 


A 


12681 


1 12 


1120 




12606 


42974 


A 


12682 


33 


415 


NMNKPITPSTYVRCLNVGLIRK 
LSDF1 DPQEG WK KL A V AIKKPS 
G DDR YN QFH I\D A V PKT AN TLP 
SKEAITVQQKQMPFCDKDRTL 
MTPVQNLEQSYMPPDSSSPENK 
SLEVSDTRFHSFSFYELKN 


12607 


42975 


A 


12683 


3 _ ; 


311 




12608 


42976 


A 


12684 


1 


1125 




12609 


42977 


A 


12685 


1 


1365 




12610 


42978 


A 


12686 


3 


141 


VVSTVVPDS/AHKLFIGGLPNYL 

NDDQCHGLSKGYAFCEYVDIN 

VTV 
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BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 
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SKQ ID 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


1261 1 


42979 


A 


12687 


1 


1255 


GTRSTSSLRRQMKNIVHNYSEA 

EIKVREATSNDPWGPSSSLMSEI 

ADLTYNVVAFSE1MSMIWKRL 

NDHGKNWRHVYKAMTLMEYL 

IKTGSERVSQQCKENMYAVQT 

LKDFQYVDRDGKDQGVNVRE 

KAKQLVALLRDEDRLREERAH 

ALKTKEKLAQTATASSAAVGS 

GPPPEAEQAWPQSSGEEELQLQ 

LALAMSKEEADQEER1 RRGDDL 

RXRRWQSRRARGRLGARRSRPS 

WTLLTSSRPQLLPRPQTPGGAQ 

HPWLLPSPRLPPPRTPGAAPLSL 

QLLIPGEVQPPRRPLGTPGGLLP 

LODPOLTLGVGPOPLOLGRGPR 

LIHGEVPMVGSRSVGPQPPIPGH 

RPRPSQIPGEGHLPSPAPMAQQ 

QPGDSTRSPTSSLTLTDSARHCR 

PPGAAQESWSCWQERCRPEAL 


12612 


42980 


A 


12688 


116 


1541 




12613 


42981 


A 


12689 


3 


415 




12614 


42982 


A 


12690 


1 


1440 




12615 


42983 


C 


12691 


117 


314 




12616 


42984 


A 


12692 


j 


120 




12617 


42985 i 


A 


12693 


1 


729 




12618 


42986 


A 


12694 


79 


870 


EWSSVRRSLVEKRALRRPHPQC 

LCFRM KT1 LSNQTCRPFPEVN VD 

\ITLKGRP\VIV*GPAEGTLR\RDF 

\NHLQW*NLSLSWKEKKRGSR 

VDKVWWGNRKGNWPTWRTYL 

VVHVQNXM I KG VLPLG LP VTKD 

EGLVYAXHFPHPTLVIPGRNGSS 

LLKS RNFLG V KNTSRRVSG * RP 

GWACSWSSSPRKDEFNPLKGN 

DIGACFQISAGFGFQQAPHTCL 

KTRDIQGNFWDGYPMVLWKK 

GT VS ARAG WNKDLKE FT WATE 

RKMPG 


12619 


42987 


A 


12695 j 


2 


293 




12620 


42988 


A 


12696 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 

VRLLSYLSACRHPMEDSMDMD 

MSPLRPQNYLFGVSLGAGAKDE 

LHIVEAEAMNYEGSPIKVTLAT 

LKMS 


12621 


42989 


A 


12697 


1 


1308 





BNSDOCID: <WO 0175067A3_IA> 



1621 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12622 


42990 


A 


12698 


124 


1 135 


DKNSMGLPGVIPSCAAVLWSSI 

HLSSSALSPTJSACRHPMEDSM 

DMDMSPLRPQNYLFGCELICAD 

KDYHFKVDNDENEHQLSLRTV 

SLGAGAKDELHIVEAEAMNYE 

GSPIKVTLATL1CMSVQPTVSLG 

GFEITPPVVLRLKCGSGPVHISG 

QHLVAVEEDAESEDEEEEDVKA 

LLSISGKRSAPGGGSKVPQKKW 

KLAAD\EDDDD\DDEEDDDEDD 

\DDDDFVDDEEAEEKAPVK\KSI\ 

RDTPAKNAQKSNQNGKDSKPS 

STPRSKGQESF\KKQEKTPKTPK 

GPSSVEDIKAKMQASIA/EKGGS 

LPK V E A KFIN Y VKN CFRMTDQ 

EA1QDLWQWRKSL 


12623 


42991 


A 


12699 


201 


416 




12624 | 


42992 


A 


12700 


2 


678 




12625 


42993 


A 


12701 


3 


2149 




12626 


42994 


A 


12702 


1 


219 




12627 


42995 


A 


12704 


267 


437 




12628 


42996 


A 


12705 


507 


845 




12629 


42997 


A 


12706 


426 


704 


SRRWGGVHSCPPSPPPTAGHWT 

LL1LCAKARRSEAAMVLASRRR 

RPGPRPRRRRRLPVLGSRGGAG 

PARGRGPSGWPGPLRAAPSP*P 

SSTV 


12630 


42998 


A 


12707 


195 


892 




12631 


42999 


A 


12708 


1 


893 




12632 


43000 


A 


12709 


1 


777 




12633 


43001 


A 


12710 


1 


439 


KTQ V A PSTDG I QPXPSSN SRTDE 

REFFIAS YN RKKEDGEGN V WI A 

KSSAGAKGEGILISSEASELLDFI 

DNQAQVHVIQKYLEHPLLLEPG 

HRKFDIRSWVLVDHQYNIYLY 

REGVLRTASEPYHVDNFQDKT 

CHLTNHCIQKKKKK 


12634 


43002 


A 


12711 


1 


394 


SGTRPVFLVPHTIGIPVHPAIVTP 

QVKQEHPHTDSDLMHVKPQHE 

QRKEQEPKRPH 1 KKPLNAFMLY 

MKEMRANVVAECTLKESAAFN 

QILGRRWHALSREEQAKYYEL 

ARXERQLHMQLYPGWSARDN 


12635 


43003 


A 


12712 


1 


789 




12636 


43004 


A 


12713 


1 


870 




12637 


43005 


A 


12714 


1 


729 




12638 


43006 


A 


12715 


1 


828 




12639 


43007 


A 


12716 




213 




12640 


43008 


A 


12717 




664 




12641 


43009 


A 


12718 




695 




12642 


43010 


A 


12719 


96 


269 
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BNSDOCID: <WO 0175067A3_IA> 



wo 
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SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


: Me 
hod 


t SEQ ID NO 
in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of la 
codon for last amino acii 
of peptide sequence 


>t Artlin*» HCIti Vt>inu> n^i> / V — 1 lnL-«tA>.,« 1 

r^imiiiF rtLiu sci|u*.ncc y «x — unKnovvn, 1 
J *=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) j 


12643 


4301 1 


A 


12720 


-> 


241 




12644 


43012 


A 


12721 


213 


660 


EGPARHRLLSPVRASKMTKKR 

RNNGRAQKRAARHVRGPSPLK/j 

CFPSGPLPPNCAR\CVPK\DfCAIK 

KF\VI\RNIVEAAA\AR\DISEASV 

FDAYLVLPKL\YVKLH\YCVSCAI 

HKQK*SGNRSS*SPAKTRTPPPR 

FR\PGG* LPHGPPTKSP j 


12645 


43013 


A 


12722 


1 


303 




12646 


43014 


A 




O 1 \J 


928 


FLSLPTFLFVIFSGEEELLVLALV] 
FLSLFFFFFFLRWSFAVVAQAV\ 
VQWHNLSSLPFGFKQFSCLSLP 
SSWDYRCPPPRPANFCIFTRDG 
VSPCCPGWSRTSDLR ( 


12647 


43015 


A 


12724 


1 


2775 




12648 


43016 


A 


12725 


1 


6039 




12649 


43017 


A 


12726 


2 


3661 




12650 


43018 


A 


12727 


1 


1173 




12651 


43019 


A 


12728 


1 


1632 

( 
I 
1 


MPNPKNSKGGRKNKRANSSGD) 

EQENGAGALAAAGAAGAAAG 

G A L A A A AGCG A A A AGAPGAG 

GAAGAGGAGTGAANAAAAAG 

AAAAGDAKNEAPCATPL1CSFG 

RPVDLEVKDDYQKVVCNNEHC 

PCSTWMHLQCFYE WESSILVQF 

NCIGRARTWNEKQCRQNMWT 

KKG\YDL\AFRFCSCRCGQGNL 

KKDTDWYQVKRMQDEKKKKS 

G SEKNTG R PPG E A AEE A K KCRP j 

PNKPQKGPSHDLPRJ^HSMDRQ 

NSQEKAVGAAAYGARSPGGSP 

GQSPPTGYSILSPAHFSGPRSSR 

YLGEFLKNAIHLEPHKKAMAG 

GHVFRNAHFDYSPAGLAVHRG 

GHFDTPVQFLRRLDLSELLTHIP 

RHKLNTFH VRMEDD AQ VGQG 

EDLRKFILAALSASHRNVVNCA 

LCHRALPVFEQFPLVDGTLFLSP 

SRHDEIEYDVPCHLQGRLMHL 

yAVCVDCLEGVHKNCIKCKSR 

WDGS WHQLGTMYTYDILAASP 

:CQARLNCKHCGKPV1DVRJG 

V1QYFSEYSNVQQCPHCGNLDY 

-IFVKPFSSFKVLEAY 


12652 * 


13020 / 


\ 


9790 1 




AO C 

485 




1 2653 ^ 


13021 / 


\ 1 




1 


074 




12654 ^ 


13022 / 


\ 1 


2731 1 


> 2 


>394 




12655 4 


[3023 / 


^ 1 


2732 1 




!190 




12656 A 


^3024 / 


^ 1 


2733 1 


1 


251 




12657 4 


3025 / 


>l 1 


2734 1 


1 


710 




12658 4 


3026 / 


V I 


2735 3 




79 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
09>S40 217 


Nucleotide 
location of first 

Pdflon For nrnfidf* 

sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12659 | 


43027 


A 


12736 


209 


337 




12660 


43028 


A 


12737 


365 


538 




12661 | 


43029 


A 


12738 


2 


196 




12662 


43030 


A 


12739 


I 


2639 




12663 ! 


43031 | 


A 


12740 


3 


173 




12664 


43032 


A 


12741 


1 


1479 




12665 


43033 


A 


12742 


1 


921 




12666 


43034 


A ! 


12743 


1 


798 




12667 


43035 


A 


12744 


2 


773 




12668 


43036 


B 


12745 


75 


321 




12669 


43037 i 


A 


12746 


321 


738 




12670 


43038 


A 


12747 


1 


3190 




12671 


43039 


A 


12748 


287 


1636 


ACGAMERAPPDGPLNASGALA 

GDAAAAGGARGFSAAWTAVL 

AALMALLIVATVLGNALVMLA 

FVADSSLRTQNNFFLL1MLAISDF 

L VG A FC 1 PL Y VP Y V LTG R WTFG 

RGLCKLWLVVDYLLCTSSAFNI 

VLISYDRFLSVTRAVSYRAQQG 

DTRRAVRJCMLLVWVLAFLLYG 

PAILS WEYLSGGSSIPEGHCYAE 

FFYNWYFLITASTLEFFTPFLSV 

TFFNLSIYLNIQRRTRLRLDGAR 

EAAGPEPPPEAQPSPPPPPGCWG 

CWQKGHGEAMPLHRYGVGEA 

AVGAEAGEATLGGGGGGGSVA 

SPTSSSGSSSRGTERPRSLKRGS 

KPSASSASLEKRMKMVSQSFTQ 

RFRLAVRDRKEAKSLAVIVSIFG 

LCWAPYTLLMIIRAACHGHCVP 

DYWYETSFWLLWANSAVNPV 

LYPLCHHSFRRAFTKLLCPQKL 

KIQPHSSLEHCWK 


12672 


43040 


A 


12749 


1 


2142 




12673 


43041 


A 


12750 


3 


711 


VWWNSDLMVIMRSTTELPLTV 

SYDKVSLGRLRFWIHMQDAVY 

SLQQFGFSEKDADEVKGIFVDT 

NLYFLALTFFVAAFHLLFDFLA 

FKLND1SFWKKKKSMIGMSTKA 

VLWRCFSTVVIFLFLLDEQTSLL 

VLVPAGVW/AAAIELWES*RKy 

VI*RWTIFWRGLMPEFQFGTYS 

ESERKTEEYDTQAMKYLSYLL 

YPLCVGGAVYSLLNIKYKSWY 

SWLINSFVNGVYAFGFLFMLPQ 


12674 


43042 


A 


12751 


1 


2025 




12675 


43043 


A 


12752 


494 


747 


ATVKWITLCRNRNIKLPTFIKKE 
GTGKAPKKSRKSVLGLGP*VHT 
SPGDPAEGEGLPAGERPDGNLS 
QSPNSLRFY1KKKKAYK 


12676 


43044 


A 


12753 


9 


731 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


12677 


43045 


A 


12754 


143 


641 


RSWVLLGVGARGSTPRTYQVP 

SPSLAPSALC*VS*VPLESLSCSH 

ADNWKQELTKFISPDQLPVEFG 

GTMTDPDGNPKCLTKINYGGE 

VPKSYYLCKQVRLQYEHTRSV 

GRGSSLQVENE1LFPGCGLRWL 

RFYNTYSLVHSKR1SYTVEVLL 

PDQTFMEKMEKF 


12678 


43046 


A 


12755 


1 


1506 




12679 


43047 


A 


12756 


2 


526 


CQPVRAA*RHGNTPLATV*PAS 
T/WWKWSEKQKEEQEMQNWR 
ESAS/VSGYPQDILSCAMSQNPR 
KRKRPRN VS APP V HQMAQMN I 
SVEQMETSKTHQATPLTWGQM 
KRLAHVAEENLRSQNKPLTTSN 
LMVAMMVVISLAVSLPVAGAD 
QNYIYWAYIPFPH 


12680 


43048 


A 


12757 


1 


1443 




12681 


43049 


A 


12758 


3 


766 




12682 


43050 


A 


12759 


29 


253 




12683 


43051 


A 


12760 


34 


252 




12684 


43052 


A 


12761 


1362 


161 1 


SSVLHPWDARLVQHT\KSIHIIH 
H INRTN DKNHM 1 1 S I DAEKAFD 
KIQQDFMLKTLNKLGIDGTYLK 
1VRATYDKPTASIILNG 


12685 


43053 


B 


12762 


1 | 


1755 




12686 


43054 


A 


12763 


1 


2109 




12687 


43055 


B 


12764 


1 


1497 




12688 


43056 


B 


12765 


1 


1527 




12689 


43057 


B 


12766 


1 


1746 




12690 


43058 


B 


12767 


1 


2853 




12691 


43059 


B 


12768 


1 


1479 




12692 


43060 


B 


12769 


1 


1932 




12693 


43061 


A 


12770 


1269 


1581 


NTG KPN PAAHQKG YPPRS SG PH 
PWDARL VQHTAKSIN 1 1 HHINRT 
KDKNHMIISIDAEKAFDKIQLPF 
MLKTLSKLGVSYNMFTRLTIPI 
AQVDTRGNQLPSYLI 


12694 


43062 


B 


12771 


1 


4404 




12695 


43063 1 


B 


12772 


56 


2080 




12696 


43064 


B 


12773 


1 


5445 




12697 


43065 


B 1 


12774 


295 


2831 




12698 


43066 


A 


12775 


89 


459 




12699 


43067 


A ! 


12776 


2 


?80 




12700 < 


43068 


A 


12777 


1 


378 




12701 - 


43069 


A 


12778 


1 


363 j 
j 
1 

1 
1 


PGVALPGRCRQAPADLLP*MR 

\YWPDVIYSFANRSRFWKHEW 

BKHGTCAAQVDALNSQNKYFG 

rSLELYRELDLNSVLLKLGIKPS 

NYYQVADFKDALARVYGVIP 

CIQCLPPSQDEDRQ 
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SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown t 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12702 


43070 


A 


12779 


1 


577 


QRFKNDCRDPRDTGP1HGLWPD 

KSEG/CNRSW/PFNLEEIKDLCP 

EMRAYWPDV1HSFPNRSRFWK 

HEWEKHGTCAAQVDALNSQK 

KYFGRSLELYRELDL/NQVADF 

KDALARVYGVIPKIQCLPPSQD 

EEVQTIGQIELCLTKQDQQLQN 

CTEPGEQPSPKQEVWLANGAA 

ESRGLRVCEDGPVFYPPPKXTK 


12703 


43071 


A 


12780 


1 


624 


MRPAALRGALLGCLCLALLCL 

GG ADKJRJLRASVSRPFSLEH PEP 

GHCLDLHLRAYPAR\WSS*PWP 

QDFWVR*PTWES/VSDLLPEMR 

AYWPDVIHSFPNRSRFWKHEW 

EKHGTCAAQVDALNSQKKYFG 

RSLELYRELDLNRGERVPTQFP 

RELVVNRSLAPPPTPGFLSGHVI 

SVHTSSPLPSAMSGSFLRPLPEA 

ESGSMLLGQPADP 


12704 


43072 


A 


12781 


1 


612 




12705 


43073 


A 


12782 


113 


1149 


RGAPRGPGRQGCCGHSRSPAR 

GPRDTG LG RPR APG APGGRCC S 

GGS AA ARGLG DS VSPGSLPRA A 

GGKWEPERQLAAFSPQVGTMR 

PAALRGALLGCLCLALLCLGG 

ADKRLRDNHEWKKLIMVQHW 

PETVCEKIQNDCRDPPDYWT1H 

GLWPDKSEGCNRSWPFNNLEEI 

KDLLPEMRAYWPDVIHSFPNRS 

RFWKHE/WPICRHGTCAAQWD 

ALNSQKAKYFGRSLELYXRKLDL 

NSVLNLKLGIKPSINYYQVADFJC 

DALARVYGVIPKIQCLPTSQGEX 

EVQTIGQ\IDLCLIKARTRQLQN\ 

CTEPG EQP\SPKQE V WL ANG A\ 

AESRGLRVCEDGPVFYPPPKKT 


12706 


43074 


A 


12783 


2 


515 




12707 


43075 


B 


12784 


62 


359 




12708 


43076 


B 


12785 


219 


523 




12709 


43077 


A 


12786 


1010 


1550 


DTENIPSSRRRERSKVPYIVRQC 

VEEIERRGMEEVGIYHVSGRW 

AADIQALKAAFNVSECRPAQD 

GMEVWAVVSAMRSQSAPRPRH 

VTSFSVSFLHLSGSSRRPLHFRA 

LS\NNKDVS VMMSEM DVN AIA 

GSLKLYFRELPEPLFTDEFYPNF 

AEGIGEHWRPWPHGRRLLHVH 

CCPQRL 



1626 
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wo 
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PCT/US0 1/08631 


SHQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid scquenee ( \=Unknown, 
t *=Stop codon, /=possible nucleotide 
deletion, \=pussible nucleotide insertion) 


12710 


43078 


A 


12787 


2 


951 


GSNLYCTLEGDSFGYFVNKAK 

TRVYRD/THADPNWNEEFE1EL 

EGSQTLRILCYEKCYNKTKIPKE 

DGESTDRLMGKGQVQLDPQAL 

QDRDWQRTVIAM7MGIEVKLSV 

KFNSREFSLKRMPSRKQTGVFG 

VKIAVVTKRERSKV\PYI\VRQC 

VEEIEPPKALEGGWASTACPAG 

VATDIQALKAAFDGNNKDVSV 

MMSEMDVNA1AGTLNLYFREL 

PEPLFTVDEFYPNFAEG/1RVAEK 

EAVNNM\SLHNLATVFGPTLLR 

PSEKJESKLPANPSXQPITMTDSW 

SLEVMSQVQVLLYFLQLEA1PA 

PDSKRQSILFSTEV 


1 0*7 1 1 
12 / 1 1 


43079 


A 


177RR 


"2 
J> 


o44 




12 / 12 


43080 


A 




1 Aft 


378 




127 13 


43081 


A 


1 9700 


1 
1 


A O ZT 

486 




12714 


43082 


A 


12792 


Oj 


c /r 
JJO 




1271 5 


43083 


A 


12793 


1 
1 


A AO 
oo2 




I2/10 


43084 


A 




3 


"7 C*7 

35 / 




127 17 


43085 


A 


12795 


2 


421 




12718 


43086 


A 


12796 


2 


908 




12719 


43087 


A 


12797 


1 


846 




12720 


43088 


C 


12798 


87 


413 




12721 ; 


43089 


A 


12799 


1 


508 


MCQGDTYAWGGHMCRGGHLR 
RGHSHERDTPRG PERPPRPPAR 

DRESKDERRRPPPKDPPAVRTCV 
PDSPSTATPPPPPPPPPPPPPPppp 

PAAPSAFAALRLRGPGRKWTA 
RGQLPLPATAPEARVRALPRGG 
YSSPGRATSARGPAPWPLPSRT 
GKPPRPCSANTQEHC 


IZIZZ 


43090 


A 


12800 


1 


393 




12/23 


A 1f\C\ 1 

43091 


A 


12801 i 


1 


582 




12724 


43092 


A 


12802 




1422 




12725 


43093 


A 


12803 


1 

j 


1U0O 




12726 


43094 


A 


12804 ; 




")A 1 

< 

1 

i 


SCPFGGNCFYKHAYPDGRREEP 
QRQKVGTSSRYRAQRRNHFWE 
LIEERENSNPFDNDEEEVVTFEL 
3EXMLLMLLAAGGDDELTNS 


1 OOT7 ' 
12/2/ * 


+3095 I 


3 


12805 < 


30 J 


102 




12/28 ' 


+3096 / 


\ 


12806 : 




>38 




12729 < 


13097 / 


\ 1 


2807 1 


1 


017 




12730 < 


13098 I 


3 1 


2808 1 


< 


>39 




12731 * 


13099 / 


K 1 


2809 1 


» 


P08 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn T 
*=Stop codon, /=possible nucleotide 
deletion, \=possibk nucleotide insertion) 


12732 


43100 


A 


12810 


1 


2653 


MGDFNTPLSTLDRSMRQKVNK 

DIQELNSALHQADLID1YRNLHP 

ESTEYTFFSAPHHTYSKIDHILG 

SKAPLSKYRRSEIK1NCLSDHSA 

IKLELRJKKJLTQNRSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKJDTTYQNLWDTLKAVCR 

GKFIALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKASRRQE1 

SKIRGELKEIETQKTLQKINESR 

G WFFEKIN K I DRLLARLI K KKR 

EKNQIHAIKNDKGDMSTNHTE1 

QTTIREYYKHLYANKLENLKEI 

DKFLETYSLPRLNQEEVESLNR 

PITGSEIEAIINSLPNKRSPGPDG 

FTAKFYQRYKEELLISNFSKVS 

GYKINVQKSQAFLYTNNRQTES 

QIMSELPFT1ASKRMKYLGIQPT 

RDMKDLFKENYKPLLNEIKEDT 

NKWKNIPCSWVGRJNIVKMAIL 

PKNWKKTTLKF1WNQKLRAR1A 

KSILSQKNKAGG1MLPDFKLYY 

K AT1TKTA WY W YQN RDI DQ W 

NRTEPSEIMPHIYMHLIFDKPDK 

NKKWGKDSLFNKWCWENWLA 

ICRKLKLLDPFLTPYTK1NSRW1K 

DLNVRPKTIKTLEENPGNTIQD1 

GMGEDFMSKTPEAMATKAKID 

KWDLIKLKSFCTAKETTIRLNR 

PPTEWEKIFAIYSSDKGLISRIYN 

ELQQIYEKKTNNPIKKWAKDM 

NRHLSKED1YAAKRHMKKCAS 


12733 


43101 


B 


12811 


1 


2748 




12734 


43102 


A 


12812 


1 


1962 




12735 j 


43103 


B 


12813 


1 


1833 




12736 


43104 


A 


12814 


176 


421 


QQPASPTRSVLLFPKTAHISGSP 
APPNVGLLNPSTGAAQKKTMT 
SAGLGRLSL*K*LNLPECVACA 
GET WVTSM M SGNQCN 
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SEQ ID 

NO: 



SEQ II) NO: 
of peptide 
sequence 



12737 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



43105 



12815 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



1615 



Amino acid sequence ( X=Unknown, 
Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



L1SNFSKVSGYK1NVQKSQAFL 

YTN>JRQTESQIMSELPFTIASKR 

MKYLGIQPTRDMKDLFKENYK 

PLLNEIKEDT7MKWKN1PCSWVG 

R IN1VKMA ! L PKN WKKTTLKFI 

WNQKRARJAKS1LSQKNKAGGI 

MLPDFKJLYYKATITKTAWYWY 

QNRDIDQWNRTEPSEIMPHIYN 

HLIFDKPDKNKKWGKDSLFNK 

WCWENWLA1CRKLKLDPFLTP 

YTKINSRWIKDLNVRPKTiKTLE 

ENPGNTIQDIGMGEDFMSKTPE 

AMATKAKIDKWDLIKLKSFCT 

AK ETTI RLNRPPTE WEKIFA I YS 

SDKGLISRJYNELQQIYEKKTNN 

PIKKWAKDMNRHLSKEDIYAA 

KRHMKKCASSLAIREIQIKTTM 

RYHLTPVRMAIIKKSGNMRCW 

RGCGEIGTLLHCWWDCKLVQP 

LWXSVWRFLRDLELEIPFDPA1P 

L LG I YPKD YKSCC YEDTCTH M F 

I V A LFTI A KT WNQPKCPTM I D W 

IKKMWHIYTMEYYADIKKDEF 

MSFVRTRMKLETIILSKISQXEK 

KTKHRMFSLIGGN 



12738 



43106 



12816 



996 



2739 



43107 



2817 



12740 



43108 



12818 



756 
1428 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


12741 


43109 


A 


12819 


1 


2377 


MNIDAKILNKILANRIQQHIKICL 

IHHDQVGFIPGMQGWFNIRKSI 

N I VQH IN RTNDKNHM 1 1 S1DAEK 

AFDKIQQRFMLKTLNKLGIDGT 

YLKIIRAIYDKSTANIVLNGQKLL 

EAFPLKTGTRQGCPLSPLLFNIV 

LEVLARA1RQEKE1KG1QLRKEE 

IKLSLFADDM1VHLENPIVSAQN 

LLKLIDNFSKVSGYKJNVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SER1KYLGIQLTRDVKDLFKEN 

YKPLLNDIKEDTNKWXNTPRS 

WVGRINIMKMAILPKVIYRFNA 

IPJKLPMTFFTELEKTTLKFIWN 

QKGARIAKSILIYRFNAQELEKT 

TLKFIWNQKGARIAKS1LSQKN 

KAGGITLPDFKLYYKATVIKTA 

WYWYQNRDIDQWNRTEPSEIM 

PHIYNHLIFDKPDKNKKWGNDS 

LFNKWCWENWLAICRKLKLDP 

FLIPYTKINSRWI KDLNVRPKTI 

KTLEENLGNTIQDIAMGKDFMS 

KTPKAMATKAKIDKWDLINLK 

SFCTAKETT1RVNRQPIEWEKIF 

AIYSSDKGR1SRIYNELKQIYKK 

KTNNPIKCKWAKDMNRHFSKED 

1YAAKRHMKKCSSSLAIREMHI 

K.TTM RH H LTS VRM A 1 1 K KLGN 

DWCWRGCGEIGRLLHCWWDC 

KLVQPLWKSVWRFLRDLELET 

PF D PATPNLLG 1 YPKD YKSCC Y K 

DICT/RVCVPAALFTIANTWNPT 


12742 


43110 


A 


12820 


1 


4840 




12743 


4311 1 


A 


12821 


578 


630 


EYKNR*GLSLNPWGKTVHISW 

DVWSVGSSKAKRNWESWES*C 

RGIQKKASLRSRTGNHSASSGI* 

ESRV*GLGTTGYRGITASLMSL 

RSCTRLH 


12744 


43112 


A 


12822 


8 


214 


EEWPKRKSEIRERPRP*SWPSDK 
QTLVVQRGQKMEQANHPDPTD 
HMSQLMWTACPKGLGIAL1CL 
VRH 


12745 


43113 


A 


12823 


33 


240 


GGGRNTWLQAVPGFPGW*RTL 
RTAVWDRRLTLRKPHHCPGGS 
QFPGPQRQV1GLLHFLSSLNHQ 
GWFV 



1630 
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SEQ ll> 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, i 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12746 


43114 


A 


12824 


1 


41 I 


MSTITQRKEENPSVFLEWLWEA 

/CKK1YSPVTRLTRGSIDPKR*V 

YYAISHRYQQKAPKPSPGP*TK 

SGGIIKPGNLGVLY*GPRGTGQ 

KGKARSEKGCSLSHGPQTNKP 

WWFREDRKWSRP1TWYGFLSV 

WFARTP 


12747 


43115 


A 


12825 


1 


611 




12748 


43 11-6 


A 


12826 


120 


493 


KYRAQRRM1ARWLPQDLERGE 

AMLPNSSGWYKSLKGI/VL1SEA 

FSCKCRAASLTIADWLV*KQHS 

SPKKVQSPPFSAVRJ^SKPWQFW 

RVTAAKQSIWDCRVR1DFVISC 

KLRNPLRVCGSRJLK 


12749 


43117 


A 


12827 


1 


2195 


VGEEGPAGVEGLNFPAQSRRLP 

G PQQCSPG AEQG A S A R A RRPRP 

RPRPAAMVPGVPGAVLTLCLW 

LAASSG\SWRPAPARL\CAAAG 

RVAVCRERPARSXCASRCLSLQl 

TRISAFFQHFQNNGSLVWCQNH 

KQCSKCLEPCKESGDLRKHQC 

QSFCEPLFPKKSYECLTSCEFLK 

YILLVKQGDCPAPEKASGFAAA 

CVESCEVDNECSGVKK.CCSNG 

CGHTCQVPKTLYKGVPLKPRK 

ELRFTELQSGQLEVKWSSKFNI 

SIEPVIYVVQRRWNYGIHPSED 

DATHWQTVAQTTDERVQLTDI 

RPSRWYQFRVAAVNVHGTRGF 

TAPSKHFRSSKDPSAPPAPANLR 

LANSTVNSDG/AV*TVTIVW\DL 

PEEPD1PVHHYKVFWSWMVSS 

KSLVPTKKKRRKTTDGFQNSVI 

LEKLQPDCDYVVELQAITYWG 

QTRI.KSAKVSLHFTSTHATNNK 

EQLVK\TRKGGIQTQLPFQRRRP 

TRPLEVGAPFYQDGQLQVKVY 

WKKTEDPTVNRYHVRWFPEAC 

AHNRTTGSEASSG MTH EN YIIL 

QDLSFSCK YK VT VQPI RPKSHS 

KAE A VFFTTPPCS ALKG KSHKPI 

GCLGEAGHVLSKVLAKPENLS 

ASFIVQDVNITGHFSWKMAKA 

NL YQPMTGFQ VTWA EVTTESR 

QNSLPNSIISQSQILPSDHYVLTV 

PN LRPSTLYRL EVQVLTPG G EG 


12750 


43118 


A 


12828 


1 


1410 




12751 


43119 


A 


12829 


2 


299 I 




12752 


43120 


B 


12830 


81 


510 




12753 j 


43121 


A 


12831 


3 


436 




12754 


43122 | 


A 


12832 


1 


769 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12755 


43123 


A 


12833 


15 


413 


ERMC AG P WRKG A ETG P Y FCN D 

TVRHRKASLLCPF* RMNGDQN 

SDVYAQEKQDFVQHFSQ1VRVL 

TEDEMGHPEIGDA1ARLKEVLE 

YNAIGGKYNRGLTVVVAFREL 

VEPRKQDADSLQRAWTVGWC 

VELLQA 


12756 


43124 


A 


12834 


1 


795 


MNGDQKSDVYAQEKQDFFQHF 

SQIVGVLTEDEMGHSE1GDAIA 

RLKDVLEYNA1GGKYHRGLTV 

LVAFQELDAINYAILLEACIYYL 

LKLYCQAQPYYLNLIELFLQISC 

QPEIGQTLDLITAP/QDNVDFGR 

FT/EKQHANA*KILLEI/GEFFQ1 

QDGYLDLFGDPTVTRKVGTDIQ 

DNKCSWLVVQCLQRSTLEQYQ 

ILKENYGQKKAKKVVQVKALY 

EELDLPAVFLQYEEDGYSHIMG 

LTEQYAAPLLPAMFLGLVYKIY 


12757 


43125 


B 


12835 


1 


328 




12758 


43126 


A 


12836 


2 


868 




12759 


43127 


B 


12837 


118 


1138 




12760 


43128 


A 


12838 


100 


374 


KHISPALICALELPFERNL11/PLQ 
LLKVRJLKEGEML/DI*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVNKQVK*VV 


12761 


43129 


A 


12839 


1 


1035 




12762 


43130 


A 


12840 


13 


600 


INPPPPPFRPELPSSSNSPKMTDH 

KG ERG E A TR YMF SRP F KKTMG 

VVPLGHNM*RF\YKKGDIVD\IK 

GMGYCVQNGMPVHKCYPWPKL 

EGVLQLLPQHAWAIVVNQPVL 

GQSFFPRE*IVRIEHIKHF*EPE1S 

FLK/RVLKENDSE1CERSPNEKG 

TWGSNLKRHLAPPQKKHTL*R 

TNGKEPEL\LEPIPYEFHGHN 


12763 


43131 


A 


12841 


1 


317 


QRPSEAKEIKLYAQIPPIEKMDA 
SLSMLANCEKLSLSTNCIEKIAN 
LNGLVEA VGDTLEEL WIS YN FI E 
KLKGIHIMKKLKILYMSNNLVK 
DWGTPVIKGDEEEDN 


12764 


43132 


A 


12842 


155 


588 




12765 


43133 


A 


12843 




954 




12766 


43134 


A 


12844 




486 




12767 


43135 


A 


12845 




367 




12768 


43136 


A 


12846 




190 


LISRAKEDDMTLNIAEGVHPSY 
NIVLNTLHT/CG1SVKSTWRPSK 
GAAP*ARMPGGTAGPCLAS 
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NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12769 


43137 


A 


12847 


1 


2376 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

C WRA\ WQQLPC * YKI VPS 1 LR1 S 

SSDGKYKAFSTCGSHLAVVC 


12770 


43138 


A 


12848 


1 


636 


MRGAQKATNVNKLSEDIQGKE 

ESPTQFYERLWEAYRMYTPFDP 

DSPENQRMIPMALVRQSAEDM 

RRKLQKQAGLAGMNPSQLLEI 

ASQVFVNRDAVSRKENGKENG 

GQARRYADLFSRTKNYQPVQD 

LRLLHQAKLTFHPTVPNPSTLL 

GFPPAEDSWFTCLDLKDAFFPIR 

LAPERQKLFAFQWEDPESGWPP 

CWRA\ WQQLPC* YKKQIS 


12771 J 


43139 


B 


12849 


180 


811 




12772 


43140 


A 


12850 


1008 


1265 


FLGVPTLGGWRPIQHELRK/PRE 
VTPVLLRDLIRRFRPPLWIGSDN 
GPAFLAALVQKTAKGJQNNITG 
GVYTLCDIDSHIILFRSGY 


12773 


43141 | 


B 


12851 


1 


996 




12774 


43142 


A 


12852 


1251 


1424 


DSPRGEAES*A*LPEKLLEMSG 

NRLVDNKDPGKKQTQRRIPHSP 

SQIPVPLPEIWCT 


12775 


43143 


A 


12853 


1 


1121 




12776 


43144 


A 


12854 


189 


621 




12777 


43145 


a j 


12855 


2207 


2308 




12778 


43146 


A 


12856 


1 


762 




12779 


43147 


A 


12857 


1 


678 




12780 


43148 


A 


12858 


3 


496 




12781 


43149 


A 


12859 


107 


258 


NALGKRTSFTNRNFLASGRLFD 
SVTYARRLQQYPAPL*KTAI*SF 
SLLNH 


12782 


43150 


A 


12860 


2 


410 


SPDP W VST YKSTCH IAQEIAEKI 

H LRNQ YERKGE* A P\RSN LMSE 

DANGGAPNPWLFEEPEETIGW 

GFDEIRQQQHNIIR*QDAGLDA 

LSS1ISRQKQM\GIEIGNELHEQN 

EIIDDLANLMENTDEKLRNETR 

RVN 


12783 


43151 


A 


12861 


3 


1402 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


12784 


43152 


A 


12862 


1 


711 


MAPDPWFSTYDSTCQIAQETAE 

KIQQRNQYERKGEKAPKLTVTI 

RALLQNLKEKIALLKLDLLLRAV 

STHQITQLEGDRRQNLLDDLVT 

RERLLLASFKNEGAEPDLIRSSL 

MSEEAKRGAPNPWLFEEPEETR 

GLGF\DE 1 RQQPQKII\QEQDARL 

DALSSIISSQKQXMGQEIGNELD 

EQNEIIDDLANLVENTDEKLRN 

ETRRVNMVDRKSASCGM1MVI 

LLLLVAIVVVAVWPTN 


12785 


43153 


A 


12863 


1 


936 




12786 


43154 


A 


12864 


1 


1023 




12787 


43155 


A 


12865 


1606 


2238 




12788 


43156 


A 


12866 




347 




12789 


43157 


A 


12867 


1 


1665 




12790 


43158 


A 


12868 


1 


589 




12791 


43159 


A 


12869 


19 


1677 




12792 


43160 


A 


12870 




906 




12793 


43161 


A 


12871 




228 




12794 


43162 


A 


12872 




320 




12795 


43163 


A 


12873 




398 


TSKAPGAQGEQGFEECFLAVAL 

AGRPLPSLWALFQATTPVXLQG 

LKEAFFRPEVP\LRRDLPLLLFR\ 

TQTSDPAMLPXTMIGLLAEARR 

AGCLSYQTSLVSDGETWHVMG 

ISSLLP\SLEG\WKQ\HVTEAFQF 

HF 


12796 


43164 


A 


12874 


-* 


322 


SAGGSGRRTLHSRTMAQFVRN 
LVEKTPALVNAAVTYSKPRLAT 
FWYYAKVELVPPTPAEIPRAIQS 
LKKIVNSAQTGSFKQLTVKVTT 
G * M KTD V HN RKC LPLG FF 


12797 


43165 


A 


12875 


91 


425 


WTFHPTTMAPFVRDLGEKTPA 
LGKAAVTYLKPRLAAFWYYHX 
QVELVPPTPA\EIPRAIQSLKK1V\ 
N S AQTG SFKQ LTV KE AVL LN DL 
VATE VSTWFYVREITGKRGI IG* 
NV 


12798 


43166 


A 


12876 


179 


664 


HSSPAVPGRTDFSHSQNPWPQF 

CPVTLVGEDPRALVNAAVT/YT 

RKPRIGLHFWYYA\KVELVP\PT 

P\A £1 PVR A IQS LK KAI VN S AQTGT 

LANSSHVKEAV/L*NGLVATEV\ 

LMWFLCSERLLGKRGHSLGYG 

CFEDQSFNIWIIFWILF1LELFVW 

DHVVDPDC 


12799 


43167 


A 


12877 


25 


164 




12800 


43168 


A 


12878 


2110 


2260 




12801 


43169 


C 


12879 


32 


1429 




12802 


43170 


A 


12880 


172 


322 
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BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/S40 217 


Nucleotide 
location of first 
cuuuii lur ptpiiuc 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


12803 


43171 


A 


12881 


1060 


12039 




12804 


43172 


A 


12882 


1 


810 




12805 


43173 


A 


12883 


•*> 
-> 


146 




12806 


43174 


A 


12884 


1 


121 I 


GPQDGNQQPAPPEKVGWVRKF 

CGKGIFREIWKNRYVVLKGDQ 

LYISEKEVKDEKNIQEVFDLSD 

YEKCEELRKSKSRSKKNHSKFT 

LAHSKQPGNTAPNLIFLAVSPEE 

KESWINALNSAITRAKNRILDE 

VTVEEDSYLAHPTRDRAKIQHS 

RRPPTRGHLMAVASTSTSDGM 

LTLDLIQEEDPSPEEPTSCAESFR 

VDLDKSVAQLAGSRRRADSDR1 

QPSADRASSLSRPWEKTDKGAT 

YTPQAPKKLTPTEKGRCASLEEI 

LSQRYAASAHTLQLRAEEPPTP 

ALPNPGQLSRJQ\DLVARKLEET 

QELLAEVQGLGDGKRKAKDPP 

S/RSPPDSES\EQLLL\ETER\LLG 

EASSNWSQAKRVLQQVRELRD 

LYRQ\MDLQTPD\SHL\RQTTPH 

S\Q\YRKSLM 


12807 


43175 


A 


12885 


617 


1041 


TTLINPGGPAPLLSLPTSS1TGFT 

TFYHPN LKPLRTCPS * VQA WPC 

RHPPSRDYQRDAEPTTCISKLL 

GENIRRDEFWKVQIKARSGETE 

QNPRSTAFAFGELPLANREELN 

LLLNKGILPLCDQRQEIESECAF 

TIFCAGDANCFPPSPTHLPLTAL 

QQRPCGLSGSASKEAWGNSLV 

CGPRGDTLPMA1AKPHRSASKH 

STLHQYPTPPRSLCHQHRDEQP 

TNHLQTLNT1PA W 1 HTKWVPG L 

DHINKPWRSCSSSQSAYLFYHW 

LH YFLPPKLKTSKDLSI LSAGL A 

MSAPHLIFRVSAITSNSSCKPSS 

TSKACEELFKEHQCLGSTDIP1H 

IQGGAPFSAVSPQRLVLRGSQD 

GSHMVRPRLPFPDSAGLANFHL 

FSKLFLD 


12808 


43176 


A 


12886 


1 


606 




12809 


43177 


A 


12887 


174 


350 


VSWRFVQVFI*V\AGGSRJCAAA 

GLSPGTPPPCATSLIGACSL1FIP 

RLLSLFCGDEAL 


12810 


43178 


A 


12888 


>*» 


265 




12811 


43179 


A 


12889 


1 


1209 




12812 


43180 


A 


12890 


53 


369 


VAHQEKGIAEPGLRPTGDSRQT 

HRRLDVERSTSVQEHMGGCHF 

SPFPEREKLSTLRGIHQQAPAL 

WQATDQWIDIEF/GLGQPEESL 

GR*ITRLQGKTILPFGSPIC 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075(167 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 


Nucleotide 
location of first 
Luuuii ior pcpuuc 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


12813 


43181 


A 


12891 


1 


345 




12814 


43182 


A 


12892 


2 


451 




12815 


43183 


A 


12893 


2 


286 




12816 


43184 


A 


12894 


217 


1071 


GENPRSENTRLATILEVACCHF 

GSSPPPSXGSSGRKDPPLTFGDH 

EGTS KAEPSPA LGLTPEH KGN V 

GHAARJQQPGPLSLWSRKAGK 

GVQDCY1DLKQIKIDLDKFSDN 

PDGYIDVLQGLGQSFDLTWRM 

MLLLNQTLTPNERSATITAARE 

FGDLWYLSQVNDRIAAEICREK 

FLTGQQAVPSVGSHWDTESEH 

GDWCCRHLLTCMLEGLRKTRK 

KPMM YSMM STITQG fCEENPTA 

FLERLRE ALRKHTS LSLDSIEGQ 

LILKDTF1TQSAADIRKVNFKSPP 


12817 


43185 


A 


12895 


1 


756 




12818 


43186 


A 


12896 


473 


1015 




12819 


43187 


C 


12897 


152 


322 




12820 


43188 


A 


12898 


146 


1079 


PPCAVVCLLW1AAVYCLSTTFC 

APLCGQNTWLPKPCRHVNRAA 

SNASVSLSTVTLFSRLS*PQRKG 

SELLDSSGPLPASPSLPLCSGVS 

PRAGLGSAWPKIPFLGIREAKN 

PRSENTRLATILEAGHRHLGTS 

VSKDH P VTF WRPRRDLQSDLK 

QIKIDLGKFSDNPDGY1DVLQEL 

GQSFDLTWRDIMLLLNQTLTPN 

ERSATITAAREFGDLWYISQVV 

AAVAGLVSEAVKIIQGSYCVDI 

HDVNGILTAKGDLWLSDNHLL 

KYQALLLEGPVLRLRTCATLNP 

ATFLPDNEEKIEHNCQQVIAQT 


12821 


43189 


A 


12899 


189 


1798 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12822 


43190 


A 


12900 


194 


1729 


NPAAQTPFFVVKKGGKRGAGL 

LHRQYPLRLEAKQGLKKIVKDL 

KAQGLVTPCSSPCNTPTLAVQK 

PNGQWRLVQDLRJINEAVVPLY 

PA VPNPYILLSQI PEEAE WFTVL 

DLKDAFFCIPVHPDSQFLFAFED 

PSNPMSQLTWTVLPQGFRDSLH 

LFGQALAQDLSQFSYLDTLVLQ 

YMDDLLLVTHSETWCHQATQA 

LLNFLATCGYKVSKQNAQLCS 

QQVKNLGLKLSKGTRALSEERI 

QP1 L A YPHPKTL KQLRG FL G 1 TS 

FCR1WIPRIKAVKLQ1ILQMEPQ 

MQSMTKIYHGPLDRPTSPSSNV 

NDIEGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQIKIDLGKFSDTPDGY1DVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVRFFGIjT WYI 

OVNDRKITFFRFOFPTnOOAVP 

SVDPHWDTESEHGDWCHRY1 I 

TDVLEGLRKTRKKP\IN*SMIST1 

TQGKEENPTAFLERLREALRKH 


12823 


43191 


A 


12901 


1 


642 




12824 


43 J 92 


C 


12902 


54 


254 




12825 


43193 


A 


12903 


32 


221 


NG VGH1M r MGTNn^r;r;r;pwr;\p 

I ^IV— 1 V VJ 1 1 1 > INJVIVJ 1 1 >l VJ OVJ VJ VJ IZ> W VJ VI 

PAPASA*GCSI ASAFAnAnPRW 
WFEMGCRGIYDAQQVALSRSF 


12826 


43194 


A 


12904 


203 


538 




12827 


43195 


B 


12905 


131 


536 




12828 


43196 


A 


12906 


1 


1251 




12829 


43197 


A 


12907 


38 


475 


ESERRGEFCLCKIISEQGRAVCV 

EDEQTSHFALTGNNGIYRKSQQ 

OWOOELSDLARDPPAOrSAnP 

VGDDMFHWQATIMGPNDSPYQ 

GGVFFLTIHFPTDYPFKPPKVAF 

\TTRIYHPNINSNG\SICLDILRSQ 

WSPAFNQFPKSS 


12830 


43198 


A 


12908 


282 


849 


QSCPAAGIIKSFGRTFEHTPREV 
RKPDDKHTLLALKRINKDLSDL 
ARJDPPAQCS\AGPV\GDDMFHW 
QATIMG\PNDSPYQGGVFFLT1H 
FXPTVD Y PFKPP* G L H FTTRF Y\ H P 

1 V» M. V 1 — ' ■ k X X^X. 1 VJLjI 11 XI 1\J I VJ 1 I 

\NrNSKWAAFCLRYS*D<sOW\v;p 
ALTFSKVLLSIXCST 1 \CnPNP\n\ 
DPI VPGn\A/T4n^v*>jRTr;rik'vxj 
RISREWTQKYAM 


12831 


43199 


A 


12909 


1 


397 




12832 < 


43200 


A 


12910 


245 


535 




12833 < 


43201 


B 


12911 


58 


333 




12834 < 


43202 


A 


12912 


265 


562 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possifole nucleotide insertion) 


12835 


43203 


A 


12913 


1 


872 


MVNTECQLDW1EGCKVLILGVS 

KEASQGLGGRSRGRNVRQSTD 

AD1RPTSEKDARSLMTTRQEDN 

ISVDQRGFLSGVQKKSGCANGL 

KGSVCGGFYWVMAVIRMGVG 

KAMGLNLKLGIKFEIKKGYLKG 

CRDSLRLSPTGFGKFTATSHEV 

AATVPIKVVLELTLQTHKILRG 

VFAHLTSCLQLHSLPPGSSMDS 

A KA RRQLQ V AGQG HSLV KQK 

GFHVEAPDHHPVQLSD1SCKSY 

RWGHKLIKINFLIPPLWWYYDL 

EEVKREQSEEKQQAKIMAD1IG 

DALNAQKAFKGNPKGHKPLPF 

SAGQMENW*CPECPKSI 


12836 


43204 


A 


12914 


7 


231 




12837 


43205 


A 


12915 


1 


223 


ME1 LTTCDKGLI FTGNTRKSETS 

TSECTCPLD1NCSLSHSPPSPSDE 

ETQHHTDSLHVRPRKGYLLCIY 

HIPDIVAVMVNIQCQLDWIEGC 

KVLFLGVSVKVLPKEINTGISGL 

GKADPPSIWKS*QHVTKDLYLQ 

VILENQKLVPANALVRWILTVP 

FPTLLRALQMRKHSTTLTVCMS 

DRG KJDI YC ASTI YQI 


12838 


43206 


A 


12916 


1083 


1273 


NKMSFKLKEDCFGRSKCNL*T* 

CWKSINEA*K/DLELQLQFGPQE 

KLFALEQQVKKKLNLVPDA 


12839 


43207 


C 


12917 


1 


1506 




12840 


43208 


A 


12918 


3 


1219 




12841 


43209 


A 


12919 


1 


735 




12842 


43210 


A 


12920 


2 


94 




12843 


43211 


A 


12921 


362 


460 


WLILSVNLIGLKDAKYCSCVCL 
♦GCCQRRLTF 


12844 


43212 


A 


12922 


1235 


1474 




12845 


43213 


A 


12923 


1 


250 




12846 


43214 


A 


12924 


1 


261 




12847 


43215 


A 


12925 


2 


85 




12848 


43216 


A 


12926 


1 


291 




12849 


43217 


A 


12927 


1 


321 




12850 


43218 


A 


12928 


1 


370 




12851 


43219 


A 


12929 


1 


684 




12852 


43220 


C 


12930 


1 


210 




12853 


43221 


A 


12931 


2 


91 




12854 


43222 


A 


12932 


1 


243 




12855 


43223 


A 


12933 


2 


353 


WMKLETIILSKLS*GQKTKHRM 

SSLIGSTDQQRLVVKNVQGRVC 

PGSTGHGAWEAWTAMRKVDS 

PLQTGSLRPGWCRQVGSHARS 

GSAEAAGNPGLHPG1CPRVEDG 

IQVAENFPEV 
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SEQ ll> 

NO: 


SEQ II>NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
0»>/S40 217 


Nucleotide 
location of first 

rnrlnn fur npnfido 

sequence j 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide j 
deletion, \— possible nucleotide insertion) 


12856 


43224 


C 


12934 


1 


289 




12857 


43225 


A 


12935 


1 


1 194 




12858 


43226 


A 


12936 


140 


237 




12859 


43227 


A 


12937 


1 


292 




12860 


43228 


A 


12938 


2 


178 




L2861 


43229 


B 


12939 


1 


1245 




12862 


43230 


a : 


12940 


2 


241 




12863 


43231 


A 


12941 


1 


675 




12864 


43232 


A 


12942 


1515 


1920 


TPTN LQEKNKQPHQK VG EG YE 

QTLLKRRHLCSQKTHG KNAHH 

HWPSEKCKSKPQ\W1PSISHQLE 

WQSLKSQETTGTWMKLETIILS 

KLLQGQKTKHHMFSLIGGNRT 

RRTHGHRKGNITLWGLLSDSV 

NCASSSG 


12865 


43233 


A | 


12943 


608 


891 




12866 


43234 


A 


12944 


I 


3956 


MGSCPGGFTAEFYQRYKEELVP 

FLLKLFQSIEKQGTLPNSFYEAS 

IILIPKPGRDTTKKENFRPISLMN 

IDAK1LNK1LTNRIQQHIKKL1HH 

DQVGFIHGMQGWFNIRKS1NVI 

QHINRTNDKKHMIISIDAEKAF 

DKIQQPFMLKTLNKLGTWMKL 

ETI1LSKRSQGQKTKHRMFSLIV 

NUPTIK1LIKQNMTAMETLCP1F 

KLEGDTMDNPIANRRVRTAVP 

TSVVCLHVGTEPEARLPHGPM1 

TAQSPFG 


12867 


43235 


A 


12945 


1 


855 




12868 


43236 


A 


12946 


1 


255 




12869 


43237 


A 


12947 


273 


3484 




12870 


43238 


A 


12948 


3 


377 




12871 


43239 


A 


12949 


85 


333 




12872 


43240 


A 


12952 


22 


308 




12873 


43241 


B 


12953 


30 


383 




12874 


43242 


A 


12954 


3 


448 




12875 


43243 


A 


12955 


1 


453 




12876 


43244 


A 


12956 


3 


491 




12877 


43245 


A 


12957 


2 


749 




12878 


43246 


A 


12958 


155 


637 




12879 


43247 


A 


12959 


1 


510 




12880 


43248 


A 


12960 


2 


559 


RPHASAHASGRQRSQDVTTMV 

WALLLLTLLTQGTGSWAQSAL 

TQPPSASGSPGQSITISCTGLIND 

VASYNFVSWYQQHPGKAPKL 

MIYEVTKRPSGWPDRFSGSKSG 

\NTASLDHLWGSRLEDEADYYC 

LLICRRLHPGGG1RRWDPRVTV 

LGSAQRPTPTVTSGSRPSSEGAP 

SQQGHTSVSDQ 
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BNSDOCID: <WO 0175067A3_IA> 
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SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


12881 


43249 


A 


12961 


1 


1958 


MSVQRKDRVRTQQGGSVASSM 

LTQEPVGSVALGQSARDRDPD 

CSDSVSVYLMDTWQSVIIGFAE 

SAATLGDPPELPMHPEGSEASY 

ELTQPPSVSVSPGQTARITCSGD 

ALPKQYAYWYQQKPGQAPVL 

VIYKDSERPSGIPERFSGSSSGTT 

VTLTISGVQAEDEADYYCQSAD 

SSGTYPTVTQADRETPTHQYSR 

HPSYAKGFVFLWGSWAQSALT 

QPASVSGSPGQSITISCTGTSSD 

VGSYNLVSWYQQXPQGKAPKL 

MIYE/VDSKRPSGVSNRFSGSKS 

GVNTASLTI SG VPG LRDEGVDY Y 

CCSYAGSVASYELTQLPSVSVS 

PGQTARITCSGDVLGENYADW 

YQQKPGQAPELVI Y EDSERYPG 

1PERFSGSTSGNTTTLTISRVLTE 

DEADYYCLSGDEDNPSVTQAD 

GEDTGIRSHYEGTLALYLYPEP 

VKATCSVTSYVLTQPPSVSVAP 

GQTARITCGGNNIGSKSVHWY 

QQKPGQAPVLVVYDDSDRPSGI 

PERFSGSNSGNTATLT1SRVEAG 

DEADYYCQSLSTLGPKTLGDTV 

LRPMIYSVSIQASGVPDGFSGSK 

SGNTASMTISGFQAEDEADYYC 

NSHRRGSVVSSELTQDPAVSVA 

LGQTVRITCQGDSLRSY YASW " 

YQQHPGKAPKLIIYDGH 


12882 


43250 


A 


12962 


2 


367 




12883 


43251 


A 


12963 


2 


376 


QTYSLRRATPRHIIVGFTKVEM 

KEKVLRAA/NFCPIRLTVDLSAET 

LQ A RKEGGPI FN I LKEKNFQPR I 

SYPAKLSFISEGEIKSFTDKQML 

KDFVTTRPALQELLKEALNME 

RNNQYQPLQKHAKW 


12884 


43252 


A 


12964 


2 


1178 




12885 


43253 


A 


12965 


1 


732 




12886 


43254 


B 


12966 


99 


716 




12887 


43255 


A 


12967 


1 


1011 
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ISEQ ID 
NO: 


SEQ ID NO 
of peptide 
sequence 


Me 
hod 


t SEQ ID NO 
in USSN 
09/540,217 


: Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acit 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
1 *=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12888 


43256 


A 


12968 


3 


1263 


GRT1QTKGKEV\ENFEK1MLEECI 

TRITNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKPREKRIKRN 

EQSLQEI WD Y VKRPNLRLIG VP 

ESDVENGTKLENTLQDIIQENFP 

NLARQANVQ1QERQRTPQRYSS 

RRATPRHIIVRFTKVEMKEKMG 

LLVPNWTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

1 G V PESD V E KETKLETTLQDI IQ 

ENFPILARQANVQIQEIQRTPQR 

YSSRRATPRH1IVRFTKVEMKE 

KMI RAAPPVflPVTi i/ri/niD i 
rvivi l, rv/\/\ ivc, rvO K V 1 LK.OIVrlK.JL 

1 ^vuljac 1 JHs^/\ rvivL Wurlr NIL, 
SFTHKON/fl R nFVTTD DAT LTTT t 

KJEALNMERNNRYQPLQNHAK 


12889 


43257 


A 


12969 


1 


1392 




12890 


43258 


A 


12970 


1 


1224 




12891 


43259 


A 


12971 


1 


970 




12892 


43260 


A 


12972 


1 


954 


MDGDLHKGVAVFWPPDAAGG 

HTCCRSMVCRSLLGGAQWKFH 

SFRCRIRFELILHMIQERNSINIS 

QKDVHTETPSETHHHQRPKVD 

KSMKMRRNQCKKAENSKNQK 

ASSPPKEHNSWRAREQNWTEN 

EFDKLTEVGFRRWVITNSSELK 

EHILTQCKEAKNLEKTLEELLT 

RITSLEKNINDLMKLKNTA*EL 

REAYTSINSQISQAEERISEIEDQ 

I NFMKHFHRIRPk'KWDXii'nc 

FO F I U/nVV Y P PMl pi io\/Di:cn 
r V 111 vv i v rvKjrlNLKJ^ib V rtoL) 

GENGNK*ENILQDII\QENFPNL 

ARQANIQIQEIQRTPQRYSSRRA 

TPRH 1 1 V RFTK V 


12893 


43261 


B 


12973 


1 


1346 




12894 < 


43262 


A 


12974 


1 


318 ( 
] 
1 
1 
1 


GSRGFI I f SI PVMP<sAXiQn\/Mii 

KARNLKAMDIGGTSDPYVKVW 

LMYKDKRVEKKKTVTMKRNL 

MPNFNES\FAFDIP\TEK\LRETTII 

TVMDKDKLSRNDVIGK 


12895 * 


13263 i 


\ 


12975 


17 ; 


i 
( 
i 

/ 


>WGPHCTHKLKKSFSLMPEMT 
3AMDRERM/RGSKKDV/R*VLG 
3CAATWTPRAGGRQQSPGTTV 
)K REDTPDC A M C DQSTSHPI S A 
>SPSLLPGSSFTTQTFPPG1AHYR 
^SFLIVAYYPSNKNSK 
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SKQ ID 


SEQ ID NO: 


Met 


SEQII) NO: 


Nucleotide 


Nucleotide location of last 


Amino acid sequence ( X=Unknuwn, 


NO: 


of peptide 


hod 


in USSN 


location of first 


codon for last amino acid 


*=Stop codon, /=possible nucleotide 




sequence 






codon for peptide 


Ol |)C|)HUC 5Cl|Ut_lll.C 


flolrfifin \=nrwvilili> nnrlr/ititlt* i n^ert inn t 










sequence 






12896 


43264 


A 


12976 


84 


282 


GEGQVGWPQGEVQQDEEVIEE 














VGA*DAGSGYQEEEEG PQSLRR 














EVVGVELVVGADPSGEGPKED 


12897 


43265 


A 


12977 


1 


1179 




12898 


43266 


A 


12978 


3 


634 




12899 


43267 


A 


12979 


234 


619 


CYVVQEVLPSLLCHCLV1CSRP 














GRTAEWPPG*GF*SPPHRGWW 














GC*GHD/HRRGTSIFPTH/V*SPP 














ASYPGSLCRPGGQEEREREGEW 














QREGRRPGTR*CGAEAEARGW 














RAAAKATAVAGARNRRPGISG 


12900 


43268 


A 


12980 


1 


1182 




12901 


43269 


A 


12981 


3 


763 




12902 


43270 


A 


12982 


32 


949 




12903 


43271 


A 


12983 


1 


1299 




12904 


43272 


A 


12984 


1 


1176 




12905 


43273 


A 


12985 


1 


421 




12906 


43274 


A 


12986 


81 


404 


VKFGPEIWCRDSDQGRGGVGT 














SLGRSIPCPPALCSVRKIYLRPL 














VLRPTSPRNISPILNRDPTVQLT 














WQPLPEPLELWPKAL*LTPSQIY 














S A * RL KTD AARLPRKPPR 


12907 


43275 


A 


12987 


1 


378 




12908 


43276 


C 


12988 


1 


751 




12909 


43277 


A 


12989 


302 


629 


1CLSYPAPPCKRFPHYTRVLYH* 














SLFNENTSQSCFTSR/WKLESFT 














TRA1ERHQIPLL*ATLTLIRWLD 














KKLAFQLLSLTASFSPSYQSLPP 














TPPLKLPPIISSHTRQMV 


12910 


43278 


A 


12990 


14 


380 




12911 


43279 


A 


12991 


189 


608 


QSDLSASQHGLFPLATEVRSSG 














AASCPDSDSICPAPTIAPGRATP 














PQANCWASEGTLRYQALPGNR 














APVSQVSQAGGANLCVQQPKK 














HLTNFKSGKRPLFTLFSNLQGP 














RSRPVAFLSKQLDLTVLGWPSC 














LWQQLLPP 


12912 


43280 


A 


12992 


1 


513 




12913 


43281 


A 


12993 


2 


462 


WSMGLPRRSGCVSLQPLSQEDL 














GRSQSESLGPEFQGLWEWLPEQ 














LPRSFIQALGSLSYFPRTLM1MLS 














WPLCLRKWGYL/SLYLPFQVGL 














PSTVPWPLILPSKVPEEEGQLQS 














TLPCGIKL LP VFTSH H A FLG VFC 














NQWVSDVFLALFLMKLLGAQ 


12914 


43282 


A 


12994 


59 


213 




12915 


43283 


A 


12995 


I 


1159 




12916 


43284 


C 


12996 


1 


864 




12917 


43285 


A 


12997 


1 


1155 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12918 


43286 


A 


12998 


879 


1 163 


SRRPLFMGLVRVLCKMSGRriP 
LCFPGGHWIVFLWGGTVLW1 W 
T*SPHWHRKAN*DLFLOKI PRI 
*VSHQCDPCLPVCHLWNCLFLL 
PLWGPPAG 


12919 


43287 


A 


12999 


1 


179 




12920 


43288 


C 


13000 


I 


410 




12921 


43289 


A 


13001 


42 

- 


365 


FGLRLSLAPPFCMFPI TT*HS*P 
SVLPASFPAALGIPOARAVTPFV 
SP*LLASLSFWAPPCSLCLDASV 
*HGSHLWHAOSSCRl RWSFG1 
AASQMQPEEPSHGPRRK 


12922 


43290 


B 


13002 


I 


741 




12923 


43291 


A 


13003 


8 


265 




12924 


43292 


B 


13004 


1 


646 




12925 


43293 


A 


13005 


1 


1158 


MKLVTIFLLVT1SLCSYSGYWPE 

NEQMSVGGGDDNGEVLYSALR 

G A SEVIGQCQSS ATKPRRSGK E 

SVREPWARVPGALGVGVREID 

QTLGIDTILCHHHERLLQSHYG1 

HKSSLMSVGNSQVAALYQLNV 

YVVADTVGLI1KSNSILDSVQPN 

YCSNKHIELRTQVGGARNLRA 

NSPMTSSYNQESSSMENVSALS 

LLTVESPTSMFDYCDDSLERVK 

SALDIFSM1IYTVTFFLGLAGNG 

LV1WVVGFHMSCTVNTCLPSDP 

HLHGPLTCDPVANLVLEQLHTS 

KGNSGALEDLAFGNLFLCSLLD 

LQGNSWWKVSPSLYNQYDLQ 

NETQGSHQLWKEII1PW*PSAFV 

V/SSGYWPENEQMSVGGGDDN 

GE V/RV FRPEGG FRG DRA VS VF 

SH*AEKIWEGISQRAL/VPEFQG 

LWEWV/CREIDQTLGIDTILCHH 

HERLLQSHYGIHKSSLMSVGNS 

QVAALYQLNVYVVADTVGLII 

KSNSILDSVQPNYCSNKHIELRT 

QVGGARNLRANSPMTSSYNQE 

SSSMENVSALSLLTVESPTSMF 

DYCDDSLERVKSALDIFSMI1YT 

VTFFLGLAGNGLVIWVVGFHM 

SCTVNTCLPSDPHLHGPLTCDP 

VANLVLEQLHTSKGNSGALED 

LAFGNLFLCSLLDLQGNSWWK 

VSPSLYNQYDLQNETQGSHQL 

WKEI 1 1 P WHQTL VTTAHFFFGFF 
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SEQ ID 

NO: 


SEQ 10 NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possib!e nucleotide 
deletions-possible nucleotide insertion) 


12926 


43294 


A 


13006 


j 


371 


AGARFNVRSH*RNDRVRPHRD 
VYSLQGRLSDHSPT FQG CQTTQ 
G RJL PWSFTLSGKF RFSG EG A TT 
SPAHKNFQTPEPQWPG1PPEPPP 
TG AC YTCRKSG HWAKEC PQ A R 
IPPKPHPICVGPH 


12927 


43295 


A 


13007 


77 


332 


RWKKNCLSPPRMS*QR*WKP* 
MQQAACSVGETQPPCTQVK*T 
ALLLTQSLFGGLFTRTHMKFGA 
VTRJGGPPLGDQSPVLLLFAP 


12928 j 


43296 


A 


13008 


1048 


1349 


RVVEQDDAERLFRRFRAA/GDL 
P YG AFGE1 F* ETQCQEMQQLAE 
DHASVTMISLEAWRLYRKMVC 
Rl WASMLRLSVCHLCAPKR V W 
SL1SRNGYHLPGSIH 


12929 


43297 


A 


13009 


213 


499 


PEQRTSHRQQQRRQPPPQSRS* P 

FCPSLPRSALSLSFLCDGYAAP* 

AYRE*IPVTEDHFAE*I/1SWCPC 

*YREALGQLLAKMRR*SARKRF 

QLSP 


12930 


43298 


A 


13010 


2 


431 




12931 


43299 


A 


13011 


2 


367 




12932 


43300 


B 


13012 


1107 


2083 




12933 


43301 


B 


13013 


1 


627 




12934 


43302 


A 


13014 


712 


2671 


AHVGRGST*ALPRAMGSDAF*C 
PLQ*MTPASFGSKAALSRVFIKE 
ALM MEDPCVVRKPLSAHMTA 
WWCRIWKAYLESV 


12935 


43303 


A 


13015 


50 


1362 


WEQ1PHGLVLSLQQLPRRSGSIS 

LQPLSQEDLGRSQSESLGPEFQ 

GLWQWLSDFQT*HQWFVSGFQ 

AFSDRLKAALSASLLLRFGDSD 

WLPSSSACKCLMLGLHFVIVGN 

ICATLKEKYSSMLHLDVTMKK 

NGEKRTRLQKRKKGMPPHPAY 

EDLN1AAITLPANVVLHQPSGFR 

TSGQLDPVWWSLDTDAHEIWC 

QDPGLGSGDFPWEITPLSSYSLL 

H E KDPPTTSG PQTDQPKK H LTN 

FKSKTKETGFIHGPKTPAPVTD 

WEGSLPLVFNHCRDTSLIIHPCF 

KGVRPRRDACLGPSPLAASPAF 

LEKGQDLINLAFKVYNNRKKL 

QFLASTVRQTPATSPAHKNFQT 

TEPQQPGVPPEPPPTGACYMCR 

KIWPLGQANARSPGFLLSRVPS 

VWDPTGNRTVQLTWQPLPEPL 

ELWPKALCLTDSFPDLLGLAA 


12936 


43304 


A 


13016 


1 


507 




12937 


43305 


A 


13017 


5 


271 




12938 


43306 


A 


13018 


1 


618 





1644 
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ISEO ID 
NO: 



12939 
12940 



SEQ II) NO: 
of peptide 
sequence 



PCT/USO 1/08631 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



43307 



13019 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



429 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 



13020 



12941 43309 



3567 



13021 



353 



43310 



13022 
13023 



338 



1175 



43312 
43313 



13024 
13025 



326 



150 



494 



|PSPSLGYLVGTRGTALRL*DAR 
I A AM RPFDPSTLLPTC WD Y WT Y 
AGSLTTPPLTESVTWIIQKEPVE 
VAPSQLSAFRTLLFSALGEEEK 

Immvnnyrplqplmnrkvwas I 

IFQATNEG 



13026 



975 



DSREHHPLQTGVSGNRPKMLG 
RNTWKTSAFSFLVEQMWAPLWI 
SRSMRPGRWCSQRSCAWQTSN [ 
NTLHPLWTVPVSVPGGTRQSPI 
NIQWRDSVYDPQLKPLRVSYE 
AASCLYIWNTGYLFQVEFDDA 
TEASGISGGPLENHYRLKQFHF 
H WG A VNEGGSEHT VDGH A YP 
AELHLVHWNSVKYQNYKEAV 
VGENGLAV1GVFLKLGAHHQT 
LQRLVDILPEIKHKXDARAAMR i 
PFDPSTLLPTCWDYWTYAGSLT 
TPPLTESVTWIIQKEPVEVAPSQ f 
LSAFRTLLFSALGEEEKMMVN 
NYRPLQPLMNRKVWASFQATN 1 



13027 



1233 



13028 



761 



1000 



IPFISFSCLIALARTSNTMLNKSG 
ERGHPSLVPVFIGNASSFCPVSM 
ILAVGLS*IALIILRYVPSIPNLLR| 
VFSMKGC 



13029 



697 



43318 



1527 



13030 



1695 



43319 



13031 



434 



925 



43320 



3032 



124 



1234 



V A KIFSHF VCCLFTLM V VSFA V 
QKLFSLIRSHLSILSFVAIDFGVL | 
IdMKSLPMPMS* M VMPRFSSRV 

fivlgltfkslihlelifv*gvrk| 

G SSFSFLH M A SQFSQH HLLNRE 

sfphclffsgfskir* l* icg use 
gsvmfh*sislfwyqyhavlvt| 

VAL 



K 1 TPKKQI RQSPNLTQNTGQQ* S | 
jLQLWEHFQISTHF 



13033 



929 



1261 



43322 



3034 



18 



1354 



IPFISSCLIALARTSNTMLNRSGEl 
RGHPCLVPVFKGNASSFFPFSMI 
LAVGLS*IALIILRYIPSIPSLLRV [ 
FSVKGC 
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SEQ II> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12955 


43323 


A 


13035 


2 


348 


HQHLLFPDFLMIAILTGMRWYL 

1VVLICISLRASDDEHF/YHVSV 

GCINVFF*EISVHILRPLFDGVV* 

FFLVNLFKFFVDSGYEPFVRWV 

DCKNVLPFCRLPVHSDGSFFCC 

AEAL 


12956 


43324 


A 


13036 


578 


712 


L I SN FSK V SGYK1 NVPKSQA FLY 
TKNRQTAKS*VNSHSQLLQRE 


12957 


43325 


A 


13037 


1 


1833 




12958 


43326 


B 


13038 


1 


1587 




12959 | 


43327 


B 


13039 


1 1 


1851 




12960 


43328 


A 


13040 


1349 


1444 




12961 


43329 


A 


13041 


953 


1277 


MVLPRFSSRVFMVLGLTFKPL1 

HLELIFV*GVNFV*GSSFSFPHM 

ASQFSQHHLLNRESFPHFLFLSG 

LSK1R*L*MCGIISEGSVLFHWS 

ESLFWYQYHAVLVTVAL 


12962 


43330 


B 


13042 


804 


4236 




12963 


43331 


A 


13043 


1 


744 




12964 


43332 


A 


13044 


137 


797 




12965 


43333 


A 


13045 


210 


418 




12966 


43334 


A 


13046 


1 


927 




12967 


43335 


A 


13047 


1 


1415 


MGFLGTGTW1LVLVLPIQAFPK 

PGGSQDKSLKN RELS AERPLN E 

QI A E AEEDKIK KT YPPENKPGQ 

SNYSFVDNLNLLRAITEKEKIEK 

ERQSIRSSPLDNKLNVEDVDST 

KNRKLIDDYDSTKSGLDHKFQ 

DDPDG LHQLDGTPLTAEDI VHK 

IAAR1YEENDRAVFDKJVSKLLN 

LGLITESQAHTLEDEVAEVLQK 

LISKEANNYEEDPNKPTSWTEN 

QAGKIPEKVTPMAAIQDGLAK 

GENDETVSNTLTLTNGLERRTK 

TYSEDNFRDFQYFPNFYALLKSI 

DSEKEAKEKETLITIMKTLIDFV 

KMMVKYGTISPEEGVSYLEGL 

DEMIALQTKNKLEKANATDNIS 

KLFPAPSEKSHEETDSTKEEAA 

KMEKEYGSLKDSTKDDNSNPG 

GKTDEPKGKNRSPIWKPIRK\NI 

EWLKKHDKKGNKEDYDPFQR* 

EVSFNNKADAWVEKGILDKEE 

AEAIKRJYSSL 


12968 


43336 


A 


13048 


1 


879 




12969 


43337 


A 


13049 




640 




12970 


43338 


A 


13050 


134 


382 


DGRQLRRGSLGGALTGRYLLP 
NPVAGQAWPASAETSNLVGMR 
SQALGQSAPSLTASLPCVSKCW 
ENIPPWM>IAVT>PH*1KHIQS 


12971 


43339 


A 


13051 


87 


500 
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SfcQID 

MA. 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540 "* 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


12972 


43340 


A 


13052 


1 


1356 




12973 


43341 


A 


13053 


1 


447 




12974 


43342 


A 


13054 


3 


107 




12975 


43343 


A 


13055 


3 


2377 




12976 


43344 


A 


13056 


1 


2193 




12977 


43345 


A 


13057 


1 


2724 




12978 


43346 


A 


13058 


253 


490 


QSSIPAIMSSFLGTGAETMPVPL 

GAGMRRTSTEPQRVCFCTGIIF 

KTSSLREAPRKXSMISDSLMGR 

E/WMPVTKLGRLVKDMKIKSLE 

EIYLFSLPIKESE11DFFLGASLKD 

EVLK1MPVQKQTRCGSVLVRLI 

PAPRGTGIVSAPVPKKI T MM A 

GIDDCYTSARGCTATl GNF/AK 

ATFDAJSKTYSYLTPDLWKETV 

FTKSPYQEFTDHLVKTHTRVSV 

QRTQAPAVATT i 


12979 


43347 


A 


13059 


1 


819 




12980 


43348 


A 


13060 


1 


623 


MARRKNGKWESEIIDFCLGGSL 
KDEVLKIMPVQKQTRAGQCTR 
FKAFVA1GDYNGHIGLGIKCSK 
E/L ATAIRRA 1 1LAKLSI VP VCRG 
YWGNKISKPHiVPC\RGTGIVSA 
P VSKKLLM M A S IIMDCYT^ ARf. 

CTAILGNFDKATFDAISKTYSYL 
TPNL WKET VFTKSP YQEFTDH L 
VKTYTRVSMQSTQAPALAKLP 
RVAVQPRAEV 


12981 


43349 


A 


13061 


1 


949 


KWRITPVPTGRP/GGPGGPGMG 

KPRCF/RGEVFGIVIRAGSPGPG 

TGPGRG\GEAAGAKAED*E\WM 

PVXTKLGRLVKDMKIKSLEEIYL 

FSLA1KXSEIMSFLLGGLLSRDE 

VFE*LCPVQEQ\TRAGQ/RATRF 

KAFVALTTLGTTNGVHVGLGC* 

VPPREVATGNSWGPFILGQALH 

SSPVRRGLLGGTKNSAKPPTLV 

PWQR*PRAACGLCAGYAFIPLQ 

PRGQLASVSA\PVP\KKLLMMA 

GTDG\CNNSQRRGCTATVG\NL 

AKATTFDAISKTYSYLTPDLWK 

ETVFTKSPYQEFTDHLVKTHTR 

VSVQRTQAPAGATT 


12982 - 


43350 


A 


13062 ! 


92 : 


265 

] 
< 


SFELFADKVPKTA/WLDGKHVV 

FGKVKEGMNIVEAMERFGSRN 

3KTSKXITIADCGQLE 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


12983 


4335) 


A 


13063 


2 


797 


NRVLLAMVNPTVFFDIAVDGEP 

LGRVSFEVRGLDTKK*LLJ*S1K 

LC*QIG\LFADKVPKTAENFR/A 

L*SIEEKGFGL*GVPCFHRLFPR 

VLCVRGGDFHTAINGT\GGKSI\ 

YGEK\FEDENFI\LKHTGPGILSH 

GKMLDPNTNGSQFFICTAKTAE 

WLDGKHVWFGKVKEGMNIVE 

AMEA\FGSRDCKTSKKJTIA\DF 

GQLRIKFDFVFLSLTTK1ISFCAL 

LSGEHPLHPIWLGVILESMWLS 

LAVPFWVPCFPCSLPCLAGLQS 


12984 


43352 


A 


13064 


1 


720 




12985 


43353 


B 


13065 


98 


2074 




12986 


43354 


A 


13066 


596 


841 




12987 


43355 


A 


13067 


66 


326 




12988 


43356 


A 


13068 


1 


441 




12989 


43357 


A 


13069 


2 


325 


WC PSQ A A A AG A RATRDM PEG S 
MTCLCRALWWLFS WLKVHR* R 
QGQQGRPAAPSAGPAKPTPTRN 
SSWLLLAAPVPTRTSPSTPPCKL 
REPAPALASPERGSHSAAVG 


12990 


43358 


A 


13070 


38 


1066 




12991 


43359 


B 


13071 


1 


324 




12992 


43360 


A 


13072 


2 


680 




12993 


43361 


A 


13073 


2 


165 




12994 


43362 


A 


13074 


1 


1110 


MASLLKSARPQTHWKJEETPETS 

KRLKEQTPDIPSLRAVTLIAKVH 

SFIPEVCETKNPLEGIHSGHILAP 

NVGPSPSRRQARVQVFENVSVR 

ATKSDLPQSSLWSRRKTTVSAA 

ASKKTSKEISKGPQKPPGY/PVT 

SPSSCRG RG 1 WPNP/E YM STSPS 

LI*/SQIKVDLGKISDDPDRYIDV 

LQGLGQTLDLSWRDVMLLLDQ 

TLAFNEKNAALAAAQEFGDTW 

YLSEVNDRMTAEERDKFPTED 

GEPIKCDCQQIIVQTYAAQDDIL 

EVPLANPDLNLYTDGSSFVENG 

IRRAGYAIVSDVTILERPNLFRA 

IQQVVKACEVCQRKNPLVHPP 

N YLYKTLN LTHSLLNQSNPSLA 

NDCWLCSSLSVSAEPYN 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


12995 


43363 


A 


13075 


450 


1776 


RGGRACLRP*AA/SPGPSTP*WP 

PPRG VQA A A I LSGPPRPAPPKG 

AASQRLCGGFVEARQAWVGRR 

GGRRGPVGETQPPPSV1QPPSRG 

AG/PRDQQPAMPEPPTPSVGSC 

AARASQISAAPCSTAPSP1DHPR 

AEECRRTVWDWQAAPPAAQV 

RDPLGEASWAPESGGDVENLY 

VLLRDCKYTSQHPVSSSGSVNA 

PIDTLYLATLLRDCKYTNRHSV 

SSSRFVNTPISTVSSSEFANAPID 

TLHLATLKEETPNTSEHQKEQT 

PDMPPLRTVTVTARVRGFILDV 

SETKNPPIPDTFWRPRWDLRQS 

PSNQTLAFNEKNAALAAAQEF 

G DTWYL SQ VNDRMTA EERDKF 

PTEF1PSSGFLVLLTSRMKPQTF 

AASVTALKDGVSRVCSFRCVQS 

FFLPSADWCIYKPLARYRAL1G 

AFLQSAHWCVYKPLARHSVLI 

GAFTNL 


12996 


43364 


B 


13076 


1 


1999 




12997 


43365 


A 


13077 


3 


469 




12998 


43366 


A 


13078 


224 


410 




12999 


43367 


A 


13079 


478 


675 




13000 


43368 


C 


13080 


55 


237 




13001 


43369 


A 


13081 


109 


239 




13002 


43370 


A ! 


13082 


2 


88 




13003 


43371 


A ! 


13083 


2 


178 




13004 


43372 


c 


13084 


278 


460 




13005 


43373 


c 


13085 


50 


217 




13006 


43374 


A 


13086 


3 


251 




13007 


43375 


A 


13087 


1 


759 




13008 


43376 


A 


13088 


2 


604 




13009 


43377 


A 


13089 


I 


558 




13010 


43378 


A 


13090 


3 


1055 




13011 


43379 


A 


13091 


1 


466 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIINSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRIN 

VQESNQAFLYTINRQTESQIMSA 

LPLTIASKRIKYLGIQLTRDVKD 

LFK EN YKPLLN E 1 KEDTNKWK 

NIPCSWVGRINIVKMAILPK 


13012 


43380 


A 


13092 


2 


848 




13013 


43381 


A 


13093 


458 


625 




13014 


43382 


A 


13094 


482 


745 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13015 


43383 


A 


13095 


1 


742 


MN1DAK1LNK1LANRIQQH1KKL 

1HHDQVGFIPGMQGWFN1RKSI 

NVIWHINRTKDKNHMIISIDAE 

K V FDK1QQPFM LKTLNKLG 1 DG 

TYLKILRAIYDKPTANIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEKE1KG1QLGKE 

EVKPSLFADDVIVYLENPIISVQ 

N LLKLI SN FSKAIKYLGIQLTRN V 

KYLFKENYKSLLNEIKEDTNK 

WKN1PCSWIGRIN1VKMAILPK 


13016 


43384 


A 


13096 


1 


1458 




13017 


43385 


A 


13097 


2 


1624 




13018 


43386 


A 


13098 


1 


1095 




13019 


43387 


A 


13099 




2913 




13020 


43388 


A 


13100 




1887 




13021 


43389 


A 


13101 


1 


972 




13022 


43390 


A 


13102 




873 




13023 


43391 


A 


13103 


1 


1365 




13024 


43392 


A 


13104 


1 


867 




13025 


43393 


A 


13105 


1 


591 




13026 


43394 


A 


13106 


] 


990 




13027 


43395 


A 


13107 




2109 




13028 


43396 


A 


13108 


1 


843 




13029 


43397 


A 


13109 


I 


1203 




13030 


43398 


B 


13110 


I 


1221 




13031 


43399 


A 


13111 


1 


1092 




13032 


43400 


A 


13112 




931 




13033 


43401 


A 


13113 




1293 




13034 


43402 


A 


13114 




544 




13035 


43403 


A 


13115 


3 


718 




13036 


43404 


A 


13116 


693 


1397 


ARAEVKLSLFADDM1VYLENPII 

♦ARAEVKLSLFADDM1VYLENP 

IISAQNLLKLISKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIATKRIKYLGIQLTRDVKDL 

FKENYKPLLNE1KEDTNKWKNI 

PCSW1GRINIVKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTKFNSRWI KD 

LNVRPKTMKTLEESLGNTIQDl 

GIGKDFMTKTPKAMATKAKRA 

SAQQKKLPSE 


13037 


43405 


A 


13117 


1 


2814 




13038 


43406 


A 


13118 


1 


1302 




13039 


43407 


A 


13119 


1 


1542 




13040 


43408 


A 


13120 


3 


1327 




13041 


43409 


A 


13121 


1 


1023 




13042 


43410 


A 


13122 


1 


1448 




13043 


4341 1 


A 


13123 


1 


1038 




13044 


43412 


A 


13124 


3 


171 1 
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SEQ ID 

MO: 


SEQ II> NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(io/S40 2 1 7 


Nucleotide 
location of first 
cuuuii lur ptrpuui 
sequence 


Nucleotide locution of last 
codon for last amino acid 

UI pcpilUC ?»L L| U 1 1 1 V C 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 

UllctlUII, \ — pUoMUIt llULIcOIIUr iiiSLriiorij 


13045 


43413 


B 


13125 


| 


1756 




13046 


43414 


A 


13126 




923 




13047 


43415 


B 


13127 




1515 




13048 


43416 


B 


13128 




1560 




13049 


43417 


A 


13129 




4032 




13050 


43418 


A 


13130 




2684 


MVKGSIQQEELTILNIYAPNTG 

APRF1KQVLSDLQRDLDSHTLI 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1D1NRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTEIITNYLSDHS 

A I KLELRIKN LTQSRSTP WKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETN KN KDTT YQNL WD AFKA V 

CRGKFIALNAYKRKQERSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKJRAELKEIETQKTLQKINES 

RSWFFERJNKIDRPLARLIKKKR 

EKNQIDTIKNDKGD1TTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DTFLDTYTLPRLNQEEVESLNR 

P1TGSEIVAIINSLPTKKSPGPDG 

FTAEFYQRAIYDKPTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARAIRQEKEIKGIQLG 

KJEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQ A FL YTKNRQTESQLMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGRINIVKMAILVPKVIYR 

FNAIPIKLPMTFFTELEKTTLKFI 

WNQKRA RI A KSILSQKNKAGG I 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIIPHIYN 

HLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRRLKLDPFLTP 


13051 


43419 


A 


13131 


1 


1149 




13052 


43420 


A 


13132 


127 


329 




13053 


4342! 


A 


13133 


1 


1 132 




13054 


43422 


A 


13134 


1 


1020 




13055 


43423 


A 


13135 


803 


2009 




13056 


43424 


A 


13136 


1 


1944 




13057 


43425 


A 


13137 




1282 




13058 j 


43426 


A 


13138 




2423 




13059 


43427 


A 


13139 




2694 




13060 


43428 


A 


13140 




1195 
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SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13061 


43429 


A 


13141 


6082 


6984 


KLAQDRDALSPPLLFNIVLEVL 

ARAIRQEKEIKGIQLGKEEVKLS 

LF A DDM I V Y LEN PI V\S A PK SPL 

RL1SNVS\KV*GYK1NVQKS\QA 

FLYTNNTDKQESQIMSELPFTT 

ASKRJKYLGIQLTRDVKDLFKJE 

NYKPLLKEMKEDTNKWKNIPCS 

WVGRIN1MKMAILPKVNXYRFI 

NSMPSIPI KLAPMTFFTELEKN YF 

KVHMEPKKSPHCQVNPKTKEQ 

SWRHQRYLTSNYILQGYSNQK 

STISMVLVPKQHGTGTKTEIIDQ 

WNRTEPSEITPHIYNYLIFDKPL 

LEKNKQWGKGFPI 


13062 


43430 


A 


13142 


193 


335 


MVEEKLTLPKDEK* KSKQRS1 Y 

RKTLQELKNKNEKRNRKNKW 

QVKTH 


13063 


43431 


A 


13143 


131 


427 




13064 


43432 


A 


13144 


1 


360 




13065 


43433 


A 


13145 


2 


376 




13066 


43434 


A 


13146 


1 


360 




13067 


43435 


A 


13147 


2 


376 




13068 


43436 


A 


13148 


-> 
_> 


469 




13069 


43437 


A 


13149 


224 


410 




13070 


43438 


A 


13150 


478 


675 




13071 


43439 


A 


13151 


32 


161 




13072 


43440 


A 


13152 


1 


1671 




13073 


43441 


A 


13153 


1 


1656 




13074 


43442 


A 


13154 


62 


1295 




13075 


43443 


B 


13155 


149 


320 




13076 


43444 


A 


13156 


12 


89 




13077 


43445 


A 


13157 


28 


417 




13078 


43446 


A 


13158 


2 


440 




13079 


43447 


A 


13159 


190 


553 


E1VREGASFSIRHLRWSRHRKC 

RFSVKTLTGEDPSTLEV\EPS\DT 

IE\NVKAK\IQDKEGI\PPDQQRL/ 

VSFAGKQLAEDGRDSLSGYYNIQ 

KGSLLLHPCV*DFRGGAKKKEE 

ESLYTTSPRKD 


13080 


43448 


A 


13160 


3 


415 


PVK/VGA*GGQVINGVLAQV*L 

TVGPVGPRTHPVVIFPVPECRJG 

RDILSSWQNPHTGSLTGRVRAF 

MVGKAK WKP* ELPLPRKTVNQ 

KQYR1PGGIAEIS/A/TIKNLRRG 

VVIPTTSRFNSPIWPVQKTDGS 

W*TAADY 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13081 


43449 


A 


13161 


5 


405 


HCCGIPHSIASEQDTYFMAKEV 

WQWAHAHG1HWSYHVPHHLE 

AAGLIEQWNGLLMSQLQHQLG 

DNTLQGWGKVLQKVVYALNQ 

RS1YGTVSPIARIHGSRNQGVEV 

EVALLTVTPNDPL/GKY*LPVPV 

TLHSDR 


13082 


43450 


A 


13162 


138 


387 




13083 


43451 


C 


13163 


184 


297 




13084 


43452 


A 


13164 


1 


430 




13085 


43453 


A 


13165 


1 


867 




13086 


43454 


A 


13166 


35 


601 


CLSRRASPVYLASMSGRGKTG 

G\KARA\KAMSRSSRAGRPSSQ 

VGR\VHRLLRKGHYAERV\GRR 

QPCCYLGG*CMEYLTS*ESWS 

MAG\NAARNN\KKTRIIP\RHLQ\ 

LAURNDEELNKLAWAALTIAQ 

GSR/VLPNIQARCCGPR*TSATV 

G\PKAPSGGEERATQASARSTK 

RARAAAGRPSVPMPPQRPF 


13087 


43455 


C 


13167 


1 1 


313 




13088 


43456 


B 


13168 


1 


552 




13089 


43457 


A 


13169 


1 


621 




13090 


43458 


A 


13170 


55 


296 




13091 


43459 


A 


13171 


959 


1182 


WVYLF*PSCKGVIYP*AAGFESI 

FWWVTINKN1DWINYIYYNQQ 

QFMNYTRDAVKGIAEQLGTNC 

QMAWENRIALDMILAERGGVC 

IM1KTECCAFIPNNTAPNGSITK 

ALQG LTALSNEL A SSSG VNDPF 

TGWLEKWFGKWKGITASILTSL 

TAVMGVLILVGCCV1PCICGLV 

QRHRGPPLVVIETKPLGLERLA 

GLPVGHALKLGSGIQATPQNGE 

NADRREAFPAAS 


13092 


43460 


A 


13172 


1 


540 




13093 


43461 


A 


13173 


2 


142 




13094 


43462 


A 


13174 


42 


384 




13095 


43463 


A 


13175 


102 \ 


329 




13096 


43464 


A 


13176 [ 




1257 




13097 


43465 


A 


13177 




378 




13098 


43466 


A 


13178 




1143 




13099 


43467 


A 


13179 




481 


SDSELNRPRVTMKFNPFVTSDR 

SKNRKRHFNAPSHVRRKIMSSP 

LSKELRQKYNVRSMPIRKTDEV 

\QVVRGHYKGQQIGQGSPRCTR 

KKYVIYIERWQREKAANGTNCS 

T WG I S PKA R WLFTRL KL D KDR 

KKILERJCAKSRQVGKEKGKYK 

EELIEKMQE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


{Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


13100 


43468 


A 


13180 


39 


556 


AAAGYFAEDCEASCVCVKHPP 

SVKKARCFLSELIKKPSGGSVTL 

SESTAI1SHGTTGLVTWDATLYL 

A E W A 1 EN PA A FTN RTV LELG SG 

AGLTG/VAICKMYRPRAFIFSDC 

HSRVLEQLRGNVLLNGLSLEAD 

1TANLDSPRVTVAQLDWDVAT 

VHQLSAFQPDVVIAADVLY 


13101 


43469 


A 


13181 


46 


231 




13102 


43470 


A 


13182 


1 


1503 




13103 


43471 


A | 


13183 


3 


340 


FFFANTFYCVFNVLVNAPLRFL 

SLPSTQSLEAKLRDSSDSELRRD 

ILQKVR1PESLGLMTLPPESLRK 

T*EKNRRCACTL*K\TPVQRTKP 

LSQHCRWVWAPPTAPALSFSKT 


13104 


43472 


A 


13184 


2 


594 




13105 


43473 


A 


13185 


1 


1470 




13106 


43474 


B 


13186 


79 


1355 




13107 


43475 


A 


13187 


248 


540 




13108 


43476 


A 


13188 


386 


1388 




13109 


43477 


A 


13189 


386 


1334 




131 10 


43478 


A 


13190 


3873 


4070 




131 11 


43479 


A 


13191 


146 


510 


PPCAVVCLLWIAAVYCLSTTFC 

APLCGQNTWLPKPCRHVNRAA 

SNASVSLSTVTLFSRLS*PQRKG 

SELLDSSGPLPASPSLPLCSGVS 

PRAGLGSAWPKIPFLG1REAKN 

PRSENTRJLTT 


131 12 


43480 


A 


13192 


21 


95 


KCSSNGAPDAVHE*DLPWTPGP 
AC 


131 13 


43481 


B 


13193 


1 


477 




131 14 


43482 


A 


13194 


228 


935 


PLSSSMAAELEFAQIIIIVVVVTV 

MVVVIVCLLNHYKVSTRSFFNR 

PNQSRRREDGLPQIM H APRSRD 

RFTAPSFIQRDRFSRFQPTYPYV 

QHEIDLPPTISLSDGVEEPLLYQV 

PCTLQLRDPEQQMELNRESVRA 

PPNRTIFDSXDLIDIAMYSGGPCP 

PSSNSGISASTCSSNGRMEGPPP 

TYSEVMGHHPGASFLHHQRSN 

A H RG SRLQFQQNN A EST1 V P1K 

GKDRKPGNLV 
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si;q id 

NO: 


SEO H>NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13115 


43483 


A 


13195 


526 


1629 


FYSFDSA RG EPA RP WRVRGLEG 

RVELGQQLGLLTLGPAFPGGLG 

GTQRVGLPGPAGPGAGEEGQA 

GPAEAGQVPVGGLADEAVEHG 

VGDAVEAGEQEGEVVGVENAL 

GEVAAGLPDAAHQQQHVVGQ 

EAGQEDDHGAEHQPLDLVLAA 

LLGAVAPAHGAQDALVGRQQ 

QADGEEE A/LPGSGSS* WHAAM 

PGWGSAQSTRGAGSRPR*PPRA 

SGSRCWSAAPWPR*PR*RRRPP 

SGSGTGGSGRDGPQPGSGPR/T 

MQQRKPTLM*MFSYRRMRTPG 

RTGRRETSCRAAARTAARRAA 

SRCRRGRPPSGCTGTRPARSGP* 

SAGS\EVEGOAVGREAHHOHG 

NIDHRGORLVDGMVDGTAHRG 

VVCSDVPH 


13116 


43484 


B 


13196 


2699 


7361 




13117 


43485 


A 


13197 


67 


1523 





13118 


43486 


A 


13198 


1 


287 




131 19 


43487 


A 


13199 


2 


563 




13120 


43488 


A 


13200 


96 


401 




13121 


43489 


B 


13201 


1 


480 




13122 


43490 


A 


13202 


1 


924 




13123 


43491 


B 


13203 


13 


1512 




13124 


43492 


A 


13204 


1 


402 




13125 


43493 


A 


13205 


609 


803 


RDPRHN PSSAVFQAGG I ALLMLI 
TRGEDLTGGV1HQYPGPGMNL 
WMQGTAGNQRRAAENAAQQQ 


13126 


43494 


A 


13206 


3 


526 


VTETALTLPYLVAKHGYFLPQD 

LAfCRTETMNWLFWLQGAAPFL 

GGGFGHFYHYAPVKIEYAINRF 

TMEAKRLLDVLDKQLAQHKFV 

AGDEYTIADMAIWPWFGNVVL 

GGVYDAAEFLDAGSYKHVQR 

WAKEVGERPAVKRGR1VNPTN 

G PLNEQLHERH DPSDFQTNTEX 

NNRQG 


13127 


43495 


A 


13207 




250 




13128 


43496 


A 


13208 




489 




13129 


43497 


A 


13209 


209 


601 




13130 


43498 


A 


13210 


j 


96 




13131 


43499 


A 


13211 




1110 




13132 


43500 


A 


13212 




595 




13133 < 


43501 


A 


13213 




240 




13134 < 


43502 


A 


13214 


1 


575 




13135 < 


43503 


A 


13215 


1766 


1957 




13136 * 


43504 


A ! 


13216 


I i 


426 




13137 < 


43 5 05 


B 


13217 ! 


?4 


3238 




13138 < 


43506 


\ 


13218 


i : 


>370 





1655 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 

ocCJ UL II L t- 


Met 
hod 


SEQ ID NO: 
in USSN 
00/S40 1 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possil>le nucleotide 
deletion, \=possible nucleotide insertion) 


13139 


43507 


A 


13219 


1 


2796 




13140 


43508 


B 


13220 


43 


566 




13141 


43509 


A 


13221 


1 


903 




13142 


43510 


A 


13222 


3 


110 




13143 


43511 


A 


13223 


2 


755 




13144 


43512 


A 


13224 


1 


1338 




13145 


43513 


A 


13225 


1 


807 




13146 


43514 


A 


13226 


1 


918 


MARADTVSVPMFMGLAAKPC 

WRDTEPNTGYRGPHVRNIQLT 

HDPRLDYRSI/L1D1NDIGQTFHE 

RLHPDACNLSNAILVHNKKGGP 

LADGIVITPSHNPPEDGGIKYNP 

PNGGPAWPTSLKWWKTGPTHC 

WPMA*KA*SVSP\RRSDGIRSKN 

DVIDTSDDDM**QCLSRRSN\G 

H PG AK V AN L V PKTTFI DG V DQT 

SFFLGTNGQSNRKAEHYFLNGK 

LAAVRMDEFKYHVLIQQPYAY 

TQSGYQGGFTGTVMQTAGSSV 

FNLYTDPQESDSIGVRHIPMGV 

PLQTEMHAYMEILKKYPPRAQI 


13147 


43515 


A 


13227 


1475 


2904 


FWRAAAPIPDCWRSGAVKKQH 

VEVTQLDWTPPGRQYAGPIPCS 

RRGYCPLPRSGSVRWADL/FPP 

A/LD/L A G H PG/AKVAN L V PKTT 

FIDGVDQTSFFLGTNGQSNRKA 

EHYFLNGKLAAVRMDEFKYHV 

LIQQPYAYTQSGYQGGFTGTV 

MQTAGSSVFNLYTDPQESDS1G 

VRHIPMGVPLQTEMHAPGLPLA 

SSMKRWIRRATGFIFGKEQFED 

VVPVLGSKVNGVQFNAELVAD 

SLGISQIRCRCAIFLTVVFFPVLH 

KQAFDLISLLLQQPGRNGG1DT 

AGHADDYFFCGFRHWITHDIEL 

QGGARQKDAADHYLAGDIESL 

PLATA TFDLAWSNLAVQWCGN 

LSTALRELYRVVRPKGVVAFTT 

LVQGSLPELHQAWQAVDERPH 

AN RFLPPDE1 EQSLNG VH YQHH 

IQPITLWFDDALSAMRSLKG1G 

ATHLHEGRDPRILTRSQLQRLQ 

LAWPQQQGRYPLTYHLFLGVI 


13148 


43516 


A 


13228 


215 


525 


LAWARRCRRLLAKATSLIRAPS 
SEMRASTPCRGQRRPSGYSWY 
GRSPRAVLEGLRVGAHLSRAN 
CPWPSR/SQVVELIPDGFPVFLD 
FTK1 PG RDTQN EH I V L L H 


13149 


43517 


A 


13229 


1 


942 




13150 


43518 


B 


13230 


1 


1201 




13151 


43519 


A 


13231 


685 


921 





1656 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 
rixJl 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

rrwlnn fnr npnfirli* 

LLMJIMI IUI JJC|I(IVJ*. 

sequence 


Nucleotide location of last 
codon for last amino acid 

nf r»<* r*ti 1 1 a v*'/ i iw nr a 
Ul pC|)tlUt. >ll|UClICC 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possibIc nucleotide insertion) 


13152 


43520 


A 


13232 


2 


251 




13153 


43521 


A 


13233 


2 


100 




13154 


43522 


A 


13234 


5 


1093 




13155 


43523 


A 


13235 


2 


482 




13156 


43524 


A 


13236 


1 


2496 




13157 


43525 


A 


13237 


572 


912 


RCRPDKAFTPHPA1GARCLMRR 
LRVLSCLQPLPNVGWIRRLRRIR 
QFS A PDEGAKC R V A 1 LQ/DFD A 
Q YG R F L E VTSG AQQ RFEQTD * K 
HAAALPFFFPSSAYSLAAISVVF 
GFR 


13158 


43526 


C 


13238 


5 


127 




13159 


43527 


A 


13239 


1 


444 




13160 


43528 


A 


13240 


17 


261 




13161 


43529 


A 


13241 


173 


397 




13162 


43530 


A 


13242 


169 


421 


LKPKNLDEKLLPASSSSCR1WA 
TSPVHHLWQVLKX1LFGWNPT 
KSPRCLS/TRQAMFSLSKKASLP 
WTIAARSADQRCRTRJAEL 


13163 


43531 


A 


13243 


17 


744 


RPHQEQRIAGCGVNALSSLRSA 

TAVGMIRRASVASG/DRAPIAG 

CGVNALSGLHRHFIEVTCTHFL 

LVRYEGIAIFRGGKFRLLHFLN 

VVLHTLALG1GVCQVICHVEPH 

AVDTCQGDELELVAHIRQLLLE 

AGNSFVVEVYLPVERRRAVISQ 

QFARIFRVDSLCKATRQFQIRRG 

RSHQTGQHMGIRRQVDAAHAD 

DRRTSG R VPPLIQ VCP A H SSE A 

VVVVDVDVDVDVDVDVIGAV 


13164 


43532 


A 


13244 


954 


1104 




13165 


43533 


B 


13245 


54 


1169 




13166 


43534 


A 


13246 


35 


3066 


VGHSTRPA ASPGPAAG IGRSPA 

RL VQQPQRSL A KPLN RPAQQR 

GLLPQRRHPKRTRKRRKQAQN 

PQKRLPHRQPVRRRHRHHRRLL 

QKMRRPDKRQQRRAAPRRHPR 

RRQRLLAVRRRQLRAKVRRNP 

RQRAPRQQLNGQRILHPPWRLR 

MQVRRKRG*YSSAVRPTVRLK 

RWRQRQRQ*NQPMTMQRNVC 

RKTRTALIYP/YKGCFLNNINAV 

SKTDFAD1CRGMRYVRVNAPAG 

ATSGKYYPVVVMRSAGSFHI 


13167 


43535 


A 


13247 


1 


2919 





BNSDOCID: <WO 0175067A3_IA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 ! 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide locution of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X~ Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13168 


43536 


A 


13248 | 


1 


3211 


MEFTSLTPDDLRVLELYRTPFS 
DGYVFHSMQFH1FDLLKSGQN 
VVLSAPTSMGKSAIVDSLLGMG 
TLK RL V L V V PTV A LAD ETRRRL 
QERFGDRYQIIHHSSQVCHSDQ 
AV Y VLTQERVNERDDIVDI DLF 
VIDEFYKLAFRQLKSGDIDHQD 
ERVIELNIALSKLLKVSRQFYLT 
GPFVNS1RGLEKLGYPHTFVST 
DFNTVALDVKTSASKRMTTKP 
SSKRWGKSRTCVDA DH 1 KNGIG 
LH FG ALPR A LQQYT 


13169 


43537 


A 


13249 


486 


3882 


LRLRGEALPVASGCLANATDTP 

AGTTLWADTERHAVQ**TCEA 

DTLGSCGYAAKPCLSPVAVWQ 

MLLTRLLEQHYGLTLNDTPFSD 

EPVLTAPIDAAALRG1EFGKFQL 

GNMVVGDIIECGSDVTDYAVG 

DSVCGYGPLSETVIINAVNHYK 

LRKMPQGSSWKNAVCYDPAQF 

AMSGVRDANGARRGFWWGGL 

GAIRVQLAFKWLNAAGRLPGG 

GLGGPIPYSAHRCDIARRHGAD 

FCLTMPIGTDVGICEIKTLTG 


13170 


43538 


B 


13250 


1 


1 116 




13171 


43539 


A 


13251 


729 


985 


SAPPQLAPSLPDRATDPDTCWP 
PG*RP\RYLPSRQ1DCFNTRFRLL 
QRLTASQCAEAVDVAFFRLTV 
QQTPHFRCAQLRQRAFRID 


13172 


43540 


A 


13252 


395 


605 




13173 


43541 


A 


13253 


1 


1140 


MIYVFVTVKHRNDHFTKNTLA 

S Y RG RTLLGTLFKG V Y H L Y KD 

ETYLYQSGKGHTIQEVRIVKGL 

NN PDLDAAVG EDL AQQLRDEL 

ELVKGASNEFDKELFLAGEITP 

VFFGTALGNFGVDHMLDGLVE 

W A P A PM P RQTDTRT V E A SEDK 

FTGFVFKIQANMDPKHRDRVA 

FMRVVSGKYEKGMKLRQVRT 

AKDVVISDALTFMAGDRSH/AY 

PG DI LG LH\N HGT I Q I G DTFTQG 

EMMKFTGIPNFAPELFRRJRLK 

DPLKQKQLLKGLVQLSEEGAV 

QVFRPISNNDL1VGAVGVLQFD 

V V VA RLKSEYN VE A V YES VN V 

ATARWVECADAKKFEEFKRKN 

ESQLALDGGDNLAYIATSMVN 

LRLAQERYPDVQFHQTREH 


13174 


43542 


A 


13254 


1 


1495 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



PCT/US01/08631 

Amino acid sequence ( X=Unknowi, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



13176 
13177 



13178 



13179 



13180 



13255 



43544 
43545 



A 113256 
U 13257 



572 



1365 



61 



1444 
1058 



43546 



13258 



43547 



13259 



43548 



1133 



240 



358 



[13181 


43549 


A 


13261 


13182 


43550 


A 


13262 


13183 


43551 


A 


13263 


13184 


43552 


A 


13264 


[13185 


43553 


A 1 


13265 



1_ 

5_ 

15 

6 



IRYFENRGLFAHCATRTGQFPP 
HCILASYKCGEQPDSSSNHPRN 
LFVWRSNLLGSSGVKGHEYMQ 
KYLLGTESGIQGEELGASDGIKP 
EEVEWQTAAJEGKLDLLVTLDF 
RMSSTCLFSDIVLPTATWYEKD 
DMNTSDMHPF1HPLSAAVDPA 
WESRSDWEIYKGIAKAFSQVCV 
GHLGKETD V VLQPLLHDS PA EL 
SQPCEVLDWRKGECDL1PGKTA 
PN1VAVERDYPATYERFTSLGP 
LM DKLGNG MDLTD YAN MALSI 
PSANTDIWNLEQDTVGTRLTNS 
RHGLADNGGAWVSYFGGNFN 

GDNGTINYDQDVNGIMVGVDT 
K1DGNDG 



L P Y LI ALL A RA WFNGLLTSRTR 

LYIKGNGJVDLPKLQEMVADVS 

HHFPLRLPAPTPKALYSPCEIRH 

LAINVNLEYDPTAAFRNQVVHF 

DFRKLDVFSFGENQNCLVGNV 

DLL\YRNSWNEVRTLHFNGEQS 

MIEALKTILGKMHQDAAPPDSV 

EVFCYSQHLRGLIRTRVQQLVS 

ECIELRLSSTRQETGRFKALRVS 

GQTWGLFFERLNVSVQKLENAI 

EFYGAISHNKLHGLSVQVETNH 

VKLPAVVDGFASEGIIQFFFEET 

QDENGFNIYILDESNRVEVYHH 

CEGSKEELVRDVSRFYSSSHDR 

FTYGSSFINFNLQDPYLRARVST 



ISSARHFGALACTLELGKALTF 
GQNDLRQFAVTASAIAALL/SR 
HSPSFEMHMASDTLNFMPFEK 
GTLLAQDGEERFTVTH 



LPFLPSGLRGLAAENKIRRPHSA 

GSFLGPPCGLRGKLV/ISAAALM 

STTIPISRVQGLLQFLNSKSPISR 

AERSWSTFGASAAFLTTLASLL 

FLFPPLA1SSLANSFAKVFPPTPC 
AGSP 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


13186 


43554 


A 


13266 


78 


346 


TR Y AMLTRH DNHLSKFYLAKG 
RYRADFHAPETNTGERCYRYK 
PLP Y WLE * RRG RN R Y P A LQ* TM 
FLPADGPARCLSRQAA1LKESV 
LPK 


13187 


43555 


A 


13267 


568 


831 


ELQRHVLVVFAGFWIVKNSRN 
LFLVCRAEH KRSV VKGLLRQQ 
GQGFWFHFQDGFAVEVGNAN 
VIGSE* 1 VFGI VFPHRERCLVDK 


13188 


43556 


A 


13268 


3 


419 




13189 


43557 


A 


13269 


1 


561 




13190 


43558 


A 


13270 


1 


741 




13191 


43559 


A 


13271 


2 


1040 




13192 


43560 


B 


13272 


1 


1974 




13193 


43561 


A 


13273 


2111 


2340 


E VF I RDKLM ERRNRRTG RTEKA 
/RDRTVRTW1GEAVAAAAADG 
VTFSVPVTPHTFRHSYAMHML 
YAGIPVKVLQSQC1 


13194 


43562 


A 


13274 


470 


813 


KTTSFPA1CLFNACRJSLLASAEV 

NPNISAYLATWISQIPSCSCRVP 

SDFLIWSTNRYSIRF*SRERLVG 

EAVA/AAAADGVTFSVPVTPHT 

FRHSYAMHMLYAG1PLKVLQS 

LMGH 


13195 


43563 


C 


13275 


440 


11 80 




13196 


43564 


A 


13276 


1 


1290 




13197 


43565 


A 


13277 


1 


1036 


MKLMETLNQC1NAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMENSRDRFEQRGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

KDPRPLPYLGHDEPYTFDINLS 

VNLKSMVVGGTDMGQEPLKQ 

MGAWGPLSLKAMFGFFIRGYG 

FFTPFGRTLFPLGFGSTPPFTFPL 

LTKTIGVFILDKLM ERRNRRTG 

RTEKA Rl WE VTDRTVRTWIGEA 

GAAAAADGVTFSVSVTPHTFR 

HSYAMHMLYAGIPLKDLQSLM 

GHKSISSTEGYTKDFSLDVGXAR 

HRVQF\AMP\ESDAV\AMLKQLF 


13198 


43566 


A 


13278 


366 


672 


RNGTH PRY 1 E A VP WG A LPAD/G 
VTFS V PV/TPHTFRH S Y A M HML 
YAGIPLKVLQSRLALRELQQAV 
HAGLPQQAKILFDGGSEIGKIPH 
IVLYKPVQCSLWAFVH 


13199 


43567 


A 


13279 


2602 


2976 




13200 


43568 


A 


13280 


982 


1347 




13201 


43569 


A 


13281 


1 


780 




13202 


43570 


A 


13282 


568 


891 
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BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 



43571 



43572 



13283 



3284 



718 



496 



mkekpssprqysysflssmillgI 

GGESWNLLRADQRLIFAKSWP 
RASRYQQGHQDLFILRSDLPSQ 

vfirdklmerrnrrtgrtekarI 
i we vtdrtvrt wig e a va a a a 
adgvtfsvpvtphtfrhsyam 

HMLYAGIPLKVLQSLMGHKSIS I 
STEVYTKWFALDVAAPHPESTP 
VHLPSRENKIPPPIMRIPCGLPTS 
PIEQKQGKISATGTQWRRLKQE | 
TRLSSVSARLMSYVGVMC 



AMFGFFIRGYGFFTPFGRTLFPL I 
GFGSTPPFTFPLLTKT1G VFILDK | 
LM ERRN RRTG RTEKA RJ WE VT 
DRTVRTWIGEAGAAAAADGVTl 
FS VS VTPHTFRHS Y AM H ML Y A 

giplkdlqslmghksisstegytI 

kdfsldvg\arhrvqf\amp\es 

dawamlkqlf 



43574 



B 



13285 
13286 



43575 



43576 



43577 



B 



43578 



13287 



13288 
13289 



583 



13290 



545 



735 



1599 



1005 



1239 



1023 



13291 



43580 



13292 



933 



1278 



13293 



705 



13294 



43583 



13295 



88 



893 



429 



13296 



1419 



13297 



43586 



13298 



63 



43587 



13299 



740 



2784 



416 



1431 



RNGTHPRYIEAVPWGALPAD/G | 
VTFSVPV/TPHTFRHSYAMHML 
YAGIPLKVLQSRLALRELQQAV | 
HAGLPQQAK1LFDGGSEIGKI 



CCQTLPVFHPPHPSHLGPRPCPP I 
TH/H LPSEHRSL FLE A ACHDS DS 
LEPLNLSSGSKTKSPSLPPKAKK 
PKGLEISA/RPAGALRHRHRLHRl 
PQQPSPPLGIPHPSLL\TAQVFIR 
DK LMERRNRRTG RTEKA RI WE 
VTDRTVRTWIGEA VAAAAADG ( 
VTFSVPVTPHTFRHSYAMHML 
YAGIPLKVLQSLMGHKS1SSTE 

vytkvfaldvaarhrvqfamp| 
esdavamlkqls 



B 



13300 



858 



13221 43589 



13301 



1098 



BNSDOCID; <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13222 i 


43590 


A 


13302 


1 


1047 


IVfNRQLSDSYTEDTKEPSDVTTS 

ERTRSPPGSAKTTMIDTLKKLQ 

DVLKTEDSKNPTKSAADLLEQ 

YVKATGPIIE1LQKATKTMEMI 

MIVEEKASDELQPDPELQQRY1 

HSVRGKPGLVKQRTQE1ETRLR 

LAGLTVSSPLKRSHSLAKLGSL 

TFSTEDLSSRPPGPPPGPPPGLHP 

GPPPRRPPPKLPPPAPPGCSVHC 

CHYPLHFVVSPLEGFYCSLMRJ 

QIVFVTAFVHHDSALLPLDASL 

APEALQNFQRYTGIQHVHRIGM 

AERMWCDRNRERHTVSSSGGN 

RLPNPAPLPNPGVLSAPPNLIQR 

PKADDTSAATIEKKATATISAK 

PQITNPKA EIT*NPRV WQGS Wl 

GEAVAAAAADGVTFSVPVTPH 

TFRHSYAMHMLYAGIPLKVLQ 

SLRSQ*SVRGKPGLVKQRTQEI 

ETRLRLAGLTVSSPLKRSHSLA 

KLGSLTFSTEDLSSRPPGPPPGP 

PPGLHPGPPPRRPPPKLPPPAPP 

GCSVHCCHYPLHFVVSPLEGFY 

CSLMRIQ1VFVTAFVHHDSALL 

PLDASLAPEALQNFQRYTGIQH 

VHRJGMAERMWCDRNRERHT 

VSSSGGNRLPNPAPLPNPGVLS 

APPNLIQRPKADDTSAATI EKK 

ATATISAKPQITNPKAE1TRFCPL 


13223 


43591 


B 


13303 


1 


1185 




13224 


43592 


A 


13304 


529 


774 




13225 


43593 


B 


13305 


1 


1089 




13226 


43594 


A 


13306 


712 


1024 


GVESN L V V V VALCHRLI YLV W 
GTRTVRTWIGEAVAAAAADGV 
TFSVAVTPHTFRHSYAMHMLY 
A G I PLK VLQS\R VV A LD V A ARH 
RVQFAMPESDAVAMLKQLS 


13227 


43595 


A 


13307 


556 


1040 




13228 


43596 


A 


13308 




984 




13229 


43597 


A 


13309 


95 


428 




13230 


43598 


C 


13310 


1 


426 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



SEQID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Mel 
hod 



13231 



PCT/US01/08631 



SEQ ID NO: 
in USSN 
09/540,217 



43599 



Nucleotide 
location of first 
codon for peptide 
sequence 



1 33 1 1 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



116 



1746 



Amino acid sequence ( X=Unknown, 
: Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 



SSVTGRTEKARIWEVTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAGIPL 

KVLQSLMGHKS1SSTEVYTKVF [ 

ALDVAARHRNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS | 

CIVSLKIDWIIERYQLPQSYQLY 

YFELAIPVGYFYPGSFSTASRIL 

LLHPRGLRAITIAVFGKQNTYIR | 

LEPFKINVLEQITKHIEKLQCGG 

vvkqlsrrgnnqhisstydinr 
adtqvrravnnydiivmsnsfnI 

GQSEHQVWIARLTWVIGTINVvl 
CAADVLIVPTPAELFDYTSALQ 
FFDMLRDLLKNVDLKGFEPDV 
RILLTKYSNSNGSQSPWMEEQI 
RD A WG SM VLKN V VRETDE VG 
KARLTWGIGTINVVCAADVLIV I 
PTPAELFDYTSALQFFDMLRDL 
LKN VDL KG FEPD VRILLTK YSN 
SNGSQSP WMEEQIRDA WGSMV I 
LKNVVRETDEVGKEPPSTNTFR I 
HSYAMHMLYAGIPLKVLQSLM I 
GHKSISSTEVYTKVFALDVAAR I 
HRVQFAMPESDAVAMLKQLS 



3312 



593 



13234 



43602 



3235 



43603 



3313 



2536 



3314 



887 



1205 



13315 



79 



351 



RPEKAR/IWGVTDRTVRTWIGR 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAGIPLKVLQSL 

mghksisstevytkvfaldvaaI 

RHRVQFAMPESPAVAM LKQLS 1 



3236 



13316 
13317 



2320 



3238 



43606 



87 



798 



13318 
13319 



2089 



2610 



1 

154 



1407 



3241 
13242 



43609 
43610 



13320 
1 3321 
3322 



3682 



1206 
255 
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SfcQ ID 
NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 | 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13243 


43611 


A 


13323 


3058 


3160 


GSAA*LPPPLPAAFSGSCWLSQ 

RHPELHV*NE1YHLLH*KSFTSC 

*HNLSS*PRYPYLSSERVLW*CL 

SFISK1*SVTMP*SDLISLW*KJLE 

PLTCRSTS H F RQKJL A Q/RL P/A Y 

QQGHQDLFILRSDLPSQVFIRDK 

LM ERRNRRTG RTEKA RJ WE VT 

DRTVRTWIGEAVAAAAADGVT 

FSVPVTPHTFRHSYAMHMLYA 

GIPLKVLQSLMGHKSISSTEVYT 

KVFALD V A ARHRVQFAM PESD 

AVAMLKHYPEINALALYLKCG 

TEW1C 


13244 


43612 


A 


13324 


I 


1812 




13245 


43613 


B 


13325 


1 


1776 




13246 


43614 


A 


13326 


583 


751 




13247 


43615 


B 


13327 


826 


2097 




13248 


43616 


A 


13328 


1810 


4163 




13249 


43617 


A 


13329 


686 


2939 




13250 


43618 


A 


13330 


1085 


1690 


SYFIMVKVGTSYVPINVSFSPKV 

GPGASRYQQGHQDLFILRSDLP 

SQVFIRDKLMERRNRRTGRMYK 

A RI W\E VVTDRTV R\T WICRGG L 

PAAAADGVTF\SDPGPP\HTFRH 

SYAMHMLYAR*YR*KFLQSLM 

GHKSHPINGKATPKVFGPGMG 

L ARA/HRG AG WQ W PKSD A VG\ 

MPKQLSLRTNALGLYMETGKPE 

GIMLFFGC 


13251 


43619 


A 


13331 


3 


327 




13252 


43620 


A 


13332 


3 


337 




13253 


43621 


C 


13333 


167 


413 




13254 


43622 


A 


13334 


1 


1256 




13255 


43623 


A 


13335 


1 


1078 




13256 


43624 


A 


13336 


3 


976 




13257 


43625 


A 


13337 


1 


1004 




13258 


43626 


A 


13338 


2 


291 


WRKIYEANGKKRKQRLQS*SL 
MKQTLNQQRSKETKKASA/SM 
RI K YLGIQLTRDVKDLFKEN Y K 
PLLNEIKEDTNKWKNIPCSWVG 
RINIVKMAIPPK 


13259 


43627 


A 


13339 


1 


2022 




13260 


43628 


A 


13340 


1 


2262 




13261 


43629 


A 


13341 


5 


283 




13262 


43630 


A 


13342 


1 


1245 




13263 


43631 


A 


13343 


I 


1203 




13264 


43632 


A 


13344 


1 


687 




13265 


43633 


B 


13345 


1 


1371 




13266 


43634 


A 


13346 


1 


2241 
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|SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



13267 



13268 



13269 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



43635 



43636 



Nucleotide 
location of first 
codon for peptide 
sequence 



13347 



1 



13348 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



832 



1314 



PCT/US0 1/08631 

Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 



LKKCIKTPEIPSKHVRNWVPKV 

leqrrqgletylqvasitlipka) 
dedtpkkkttdknswtgtdak i 

VFNKILEIKFSSILKRLYWPVLE 
VLARAMRQEKEIKGIQLGKEEV| 
KLSRFADDMIVYLENPIVSAQN 
LLKLISNFSKVSGYKINVQKSQ 
A FL YTNNRQ\TESQ I RJ K YLG 1 Q 
LTRDVKDLFKENYKPLLKEIKE 
DTN K WKNIPCS WVG RIN I VKM 
AILPKRYPFCQLCHQSAISTTKG | 
VFTSILPLLMIEQLVSGRSCPS V 
AWSSMECTTV 



43637 



1 13270 
13271 



43638 



B 



13349 



13350 



843 



101 1 



13351 



13272 



43640 



13352 



13273 
13274 



13275 



13276 



43641 



13352 



43642 



13354 



43643 



B 



13355 



43644 



B 



13356 



173 



323 



2020 



1473 



636 



456 



13357 



13278 



43646 



13358 



13279 



43647 



B 



13359 



79 



619 



11293 



1041 



13360 



13281 



43649 



13361 



13282 



43650 



13362 



718 



612 



992 



13363 



13284 
13285 



43652 



13364 



43653 



13286 



43654 



13365 



359 



3366 



1236 



1071 



1250 



1196 



2132 



KLPMGVAVVKLLHLPKVIIVFWl 

LASWMMSRWLHYPDWVTI1AQ 

QVLMNVVSVMQADCRMNLLEll 

flrwlmrki fh vrllpa vstpp 
nclnqlllffltpvnylpgqvm| 

HFKKPLQFKRNYLSSRHLTFMS 

RKKLGKVSG\YKIHVQKS\QAFL| 

SANSGQTESQIMSELPFTMASK 

Jrjkylgiqltrdvkdlfkekyk 
sllneikedtnkwknnpcswv 
grtnimkmailpkviyrfnaipi 
klpmtfftelekttfkfiwnqk 
rah1aksnlsqknkaggitlpd 
fklyykatvtktt 



3367 



2271 



3368 



13289 



43657 



3369 



1105 



2117 



3370 



1447 



3371 



13292 43660 



1669 



13372 



2823 



1665 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/S40 217 


Nucleotide 
location of first 

rnftnn for npnfirfp 

sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


13293 


43661 


A 


13373 


1089 


2539 




13294 


43662 


A 


13374 


] 


1787 




13295 


43663 


A 


13375 


1205 


1207 




13296 


43664 


B 


13376 




2745 




13297 


43665 


A 


13377 




2063 




13298 


43666 


A 


13378 




4380 




13299 


43667 


A 


13379 




3347 


MGDFNIPLSTLDRSTRQKVNKD 

TQELNSALHQADLIDSYRTLHP 

KSTEYTFFSAPHHTYSKIDHILG 

SKALLSKCKRTEI ITN YLSDHS A 

IKLELRIKNLTQNCSTTWKLNN 

LLLNDYWVHNEMKAE1KMFFE 

TNENKDTTYHNLWDAFKAVCR 

GKF1ALNAHKRKQERSK1DTLT 

SQLKELEKQEQTHSKASRRQEI 

TKI RAELICEIETQKTLQKINESR 

SWVFERINKIDRPLARLTKKKS 

EKNQ1DAIKNDK 


13300 


43668 


A 


13380 


1 


2367 




13301 


43669 


A 


13381 


1 


1116 




13302 


43670 


A 


13382 


1 1 


1095 




13303 


43671 


A 


13383 


670 


1500 


QTESSSTSKSLSTMIKWASSLG 
WQGWFN1RKSINVIQHIKGIQR 
QKPHDYLNRCRKSL*QNSTTLH 
A KN SQ* l\A QN LLKL1 SN FN K V S 
GYKFNVQKSQAFLYTSNRQTES 
QIMSELPFTIASKRJKYLG1QLTR 
D V KDLFKEN Y KPLLKEI KEDTN 
KWKN IPCS WVGR1NI VKMA1 LP 
KVIYRFNAIPIKLPMTFFTELEK 
TTLKF1WMQKRAHIAKSILSQK 
NKAGG ITLPDFKL Y Y KATVTKT 
A WY WYQN MC YRSM EQNRALS 
YYVAYLQPSDL 


13304 


43672 


A 


13384 


441 


3131 




13305 


43673 


B 


13385 


1 


5688 




13306 


43674 


B 


13386 


916 


2165 




13307 


43675 


A 


13387 


1 


1529 


MDPPAGAARRLLCPALL*LPAG 
♦PLRPRLAGAAPAPGTALLHER 
AMPL*LRPGLHDVHGVPDL 


13308 


43676 


A 


13388 


1 


714 




13309 


43677 


A 


13389 


3 


457 




13310 


43678 


A 


13390 


2 


492 




13311 


43679 


A 


13391 


3 


1201 




13312 


43680 


A | 


13392 


1 


309 




13313 


43681 


A 


13393 


2 


1073 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13314 


43682 


A 


13394 


3119 

■ 


6984 


CIVKHAAMRSAMTSLAAR1TVL 
NPTRATTPNT/RVADDQGFLRQ 
WSKVAKERKLQRLYIGEPSAEA 
VAAQMPDLILISATGGDSALAL 
YDQLST1APTLIINYDDKSWHPR 
LSFNKADEITTVFCGSKKSLAN 
G1PMANI LFPTSV I ATQQTQHFR 
FVDDFN AOFLRFASLDPA A <sPA 
ITISGKATLE1PGTF1 VFYAAI F 
KKLNIKPGOTTFDGRFTI 1 PTP 
CLGNCDKGPNMM1DFDTHA HT 
TPEAIPELLER 


13315 


43683 


A 


13395 


3 


587 




13316 


43684 


A 


13396 


1 


315 




13317 


43685 


A 


13397 


430 


636 




13318 


43686 


A 


13398 


1 


84 




13319 


43687 


A 


13399 


[ 


1647 




13320 


43688 


A 


13400 


1 


2652 ~1 




13321 


43689 


B 


13401 


1 


1494 




13322 


43690 


A 


13402 




750 




13323 


43691 


A 


13403 




513 




13324 


43692 


A 


13404 




2254 




13325 


43693 


A 


13405 




746 




13326 


43694 


A 


13406 


3 


428 


LGDDFVRAANIILHCEGKVVVS 
Gf GKSG H 1GKKI A ATL ASTGTPA 
FFVHPAFA1 HGDI HMIP^Rnv 
MLFISYSGGAKELDL MPRF fhk: 
SIALVGKPTSPLGI AAKAVI 
VEREACPMHl APT^^TVMTI \A 
MGDALAMAV 


13327 


43695 


A 


13407 


1 


1431 




13328 


43696 


A 


13408 


943 


2481 




13329 


43697 


B 


13409 


1 


783 




13330 


43698 


A 


13410 


5 


729 




13331 


43699 


A 


13411 


1 


843 




13332 


43700 


A 


13412 


3 


128 




13333 


43701 


A 


13413 


1 


136 




13334 - 


43702 


A 


13414 


1 


492 




13335 - 


43703 


A 


13415 


3 K 


519 





BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon. /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


13336 


43704 


A 


13416 


I 


1600 


GQACHASSSPLKGSRGSPPNFEI 

LYGPIFEDSLAPD*PKV1AGQ\IT 

LRDAVTGP1SSPNEAGKIYQLKP 

NPAVLICRVRGLHLPEKHVTW 

RGEAIPGSLFDFALYFFrTNYQA 

LLAKGSGPYFYLPKTQSWQEA 

AWWSEVFSYAEDRFNLPRGT1K 

ATLLIETLPAVFQMDEILHALR 

DHIVGLNCGRWDYIFSYIKTLK 

N YPDR V LPDRQA VTMDKPFLN 

AYSRLLIKTCHKRGAFAMGGM 

AAFIPSKDEEHNNQVLNKVKA 

DKSLEANNGHDGTWIAHPGLA 

DTAMAVFNDILGSRKNQLEVM 

REQHAPITADQLLAPCDGERTE 

RKFN A LMESEKG QSQNLWKFA 

VYSGLRHGELAALAWEDVDLE 

KGIVNVRRNLTILDMFGPPKTN 

AGIRTVTLLQPALEALKEQYXL 

TGHHRKSEITFYHREYGRTEKQ 

KLHFVFMPRVCNGKQKPYYSV 

SSLGARWNAAVKRAGIRRRNP 

Y HTRHTF AC WLLTAG ANP A F I A 

SQMGHETAQMVYEIYGMWID 

DMSDEQIAMLNARVM 


13337 


43705 


A 


13417 


2 


278 




13338 


43706 


A 


13418 


-» 
-> 


662 


GHLWIRJDLSQSAVSHSVKELE 

NHTGVRLLDRTTREVVLTDAG 

QQL A L RLERL LD ELN STL RDTG 

RMGQQLSGKVRVAASQT1SAH 

LIPQCIAESHRRYPDIQFVLHDR 

PQQWVMES1RQGDVDFGIV1DP 

GPVGDLQCEAILSEPFFLLCHRD 

SALAVEDYVP\ALPLPEGSPLVV 

KRJTPVVERQLMLVRRKNRSLS 

TA AE A L WD V VRDQGN ALM A A 


13339 


43707 


A 


13419 


1 


646 


GQQLSGKWRVAASQTISAHL1P 

QCIAESHRRYPDIQFVLHDRPQ 

QWVMESIRQGDVDFGIVIDPGP 

VGDLQCEAILSEPFFLLCHRDSA 

LAG G D Y VP WQA LQG A KLVLQ 

DYASGSRPLIDAALARNGIQAN 

IVQEJGHPATLFPMVAAGIGISIL 

PALALPLPEGSPLVVKRITPVVE 

RQLMLVRRKNRSLSTAAEALW 

D V VRDQGN A LM A\G RE 


13340 


43708 


A 


13420 


1 


1068 




13341 


43709 


A 


13421 


1 


381 




13342 


43710 


A 


13422 


3 


938 
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SEQ JD 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13343 


43711 


A 


13423 


595 


1630 


CSWHDRFPDWKAGRILPISEPPS 

NRIFACWGKPA WT A CCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDF ADFGTTI KQDFRLLGQTS V 

DRLLQLSQGQAVKGNQLLPVS 

LVKRKTTLAPNTQTASPRALAD 

SLMQLARQVSRLESGQDFADF 

GTTIKQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGHYDHDYEFELGTR 

FRAVIIKLCNGDSLRHFMTSVY 

ALVKCFHEGDPLHKTGCQHLIP 

KQQQNEK YQVPQFDQSTIKN I E 

SAKGLDVWDSWPLQNADGTV 

AEYNGYHVEMLLREAGKAGFC 

RFRNHHQTGFSPAGANQRGPL 

AATLSGPGGEGQSAVARLTGE 

KXNHPGAQYANRLSPRVGRFIN 

AAGTTGNSYDHDYEFELGTHQ 

RLGAVARIVGDDLLNELRRDV 

VDARAGDVDQHAHAEKGDFR 


13344 


43712 


A 


13424 


1 


1395 
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SKQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < \=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihlc nucleotide insertion) 


13345 


43713 


A 


13425 


1307 


1992 


DKLNPVAHQKAYLAQSSQCHP 

QNARLVQHTQIRILPISEPPSNRI 

FACWGKPAWTACCN/FSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQD 

FADFGTT1KQDFRLLGQTSVDR 

LLQLSQGQAVKGNQLLPVSLV 

KRKTTLAPNTQTASPRALADSL 

MQLARQVSRLESGQDFADFGT 

TI KQDFRLLGQTSVDRLLQLSQ 

GQAVKGNQLLPVSLVKRKTTL 

APNTQTASPRALADSLMQLAR 

QVSRLESGQLKHKEVESPNRPI 

TSSEIQVLIKSLP1KKSPGPDGFT 

AEFYERYKEELVPFLLKLFQTIE 

QERLLPNSFYEASIILTSKPSRD 

ATKKDNFRPTSLMNIYAKILNK 

IGQTESSSTSKSLFSTIKSVSSPE 

CKAGSTYANQDFADFGTTIKQ 

DFRJLLGQTSVDRLLQLSQGQA 

VKGNQLLPVSLVKRKTTLAPNT 

QTASPRALADSLMQLARQVSR 

LESGQETTPWSPFSDPVLAFDY 

KVFMAFVYNVVRVSQRMVVA 

GCISAFNDKLLNDLICFPVAPVS 

SKQIFPSDVKVAEPDHSCVSSY 

RIGSMAPNLTLSEMPRHNYFPA 

GNSVDHDNEFEL 


13346 


43714 


A 


13426 


560 


844 




13347 


43715 


B 


13427 


200 


1519 




13348 


43716 


A 


13428 


950 


1230 


CSWHDRFPDWKAGR1LPISEPPS 

NRJFACWGKPAWTACCN/FSQG 

QAVKGNQLLPVSLVKRKTTLA 

PNTQTASPRALADSLMQLARQ 

VSRLESGQDFADFGTTIKQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSRLESG 

QDFADFGTTIKQDFRLLGQTSV 

DRLLQLSQGQAVKGNQLLPVS 

L V KRKTTL A PN TQT A S PRA LA D 

SLMQLARQVSRLESGQDFADF 

GTT1KQDFRLLGQTSVDRLLQL 

SQGQAVKGNQLLPVSLVKRKT 

TLAPNTQTASPRALADSLMQLA 

RQVSRLESGQ 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13349 


43717 


A 


13429 


695 


1060 


FRQRSVAFPPTVPNACVSVRSR 

ERJDFADFGTnKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQ*AQR 

N*CRKHRLSIPRK 


13350 


43718 


A 


13430 


1 


1558 


MRDIFWVPDICKVMLYLVFFRS 

MGTPLRAVAMGLVITSWKIAQ 

KPRDFADFGTTrNQDFRLLGQT 

SVDRLLQLSQGQAVKGNQLLP 

VSLKTDTKAKNLYLTKAYYGG 

GTNFFRKESQKLQQSAKKRDA 

ELANGALGIIELNNDYTLKKVM 

KPLITSNTGFADFGTTIKQDFRL 

LGQTSVDRLLQLSQGQAVKGN 

QLLPVSLVKRKTTLAPNTQTAS 

PRALADSLMQLARQVSRLESG 

Q*AQRN 


13351 


43719 


A 


13431 


391 


1676 


Fl RDFADFGTTIKQDFRLLGQTS 
VDRLLQLSQGQAVKGNQLLPV 
S L V KRKTTL A PN TQTA SPRA L A 
DSLMQLARQVSRLESGQ*AQR 
N 


13352 


43720 


B 


13432 


1 


1638 




13353 


43721 


A 


13433 


1 


2430 




13354 


43722 


B 


13434 


1 


1282 




13355 ! 


43723 


B 


13435 


1 


1225 




13356 


43724 


A 


13436 


350 


709 




13357 ! 


43725 


A 


13437 


1 


2236 




13358 


43726 


A 


13438 


548 


1698 


RS WLRSSLSGS1PI ATEISCTSCE 

A STS S/VRDF PG VKDLTFQ W H D 

RL1FAIARLLGRSACGVTFHKEQ 

LGTVKVLRGTISQFARQRRAAG 

QLFTH H FFG RTHT A LG AGNRH 

LRQQFSRLNVLVQPQDKGIFHH 

A RN ECRA LTRRETP A FF Rl RA VF 

NSQLSQTQLH 1FFTARPAG LAS 

KCRKPPQACYLWDFADFGTTIK 

QDFRLLGQTSVDRLLQLSQGQ 

AVKGNQLLPVSLVKRKTTLAP 

NTQTA SPRA L ADSLMQL A RQ V 

SRLESGQNIESAKGLHVWDSW 

PLFTNADGTVDEYNGYHVVFAL 

AGSPKDADDTSIYMFYQKVGD 

NSIDSWKNAGRVFKDSDKFDA 

NDPILKDQTQEWSGSATFTSDG 

KJRLFYTDYSGEHYG 


13359 


43727 


B 


13439 


448 


1116 




13360 


43728 


A 


13440 


97 


1636 




13361 


43729 


A 


13441 


1 


1296 




13362 


43730 


B 


13442 


1 


2160 





1671 



BNSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSiN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13363 


43731 


A 


13443 


485 


865 


FIRDFADFG7TIKQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLV1CRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQS*NSS 

KTKNTKCLNSINQRLKILSLQK 

DLMCGTAGRCKTLTEQ 


13364 


43732 


A 


13444 


816 ! 


1194 


SLILFLRRRRAVEKRGKVWKDS 

CPNGTTLTLSGAIFLFIRDFADF 

GTP1TQDFRLLGQTSVDRLLHLS 

QGQAVKGNQLLPVSLVKRKTT 

LAPNTQTASPRALADSLMQLA 

RQVSRLESGQ*AQRN 


13365 


43733 


B 


13445 


1 


2710 




13366 


43734 


A 


13446 


2027 


2934 


NPRILPISEPPSNRJFACWGKPA 

WTACCN/FSQGQAVKGNQLLP 

VSLVKRXTTLAPNTQTASPRAL 

ADSLMQLARQVSRLESGQDFA 

DFGTTI KQDFRLLGQTS VDRLL 

QLSQGQAVKGNQLLPVSLVKR 

KTTLAPNTQTASPRALADSLMQ 

LARQVSRLESGQSRVHSHSLGP 

LPTTTTGSL1NQKKGGVSGGPG 

SKEQAEISCLKERKDLGLGILGS 

TVGILKVKHQGASTKQGHSQD 

LIKILLSDTSLSTPAAPMVDSLIA 

RVGVMARGNAITLPVCGRDVK 

FTLEVLRGDSVEKTSRVWSGNE 

RDQELLTEDALDDL1PSFLLTGQ 

QTPAFGRRVSGVIEIADGSRRR 

KA A A LTESD Y R VL VG ELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQYMNLLPIFLRWLMR 

KIFHDEHGVPQDQQEEEPISETli 

EEEIPSINSDLGNELYFVKJLPKF 

LSIEPKDFADFGTTIKQDFRLLG 

QTSVDRLLQLSQGQAVKGNQL 

LPVSLVKRKTTLAPNTQTASPR 

ALADSLMQLARQVSRLESGQP 

HSTDSATHRKMTLSLADRCSKT 

QKIRILPMAGRDPECQRTEMIK 

SSDLMAEIIQEHKEDQLPELEQL 

EHIGLFSHAEIKAIIKKASDLQY 

RIQERALFKDDFrNYVLHEIPLF 

EQIQRRTR1GYSLKHGIRAVKA 

TIVRALYGR1KPAGVVVTRSVP 


13367 


43735 


A 


13447 


1 


5240 




13368 


43736 


A 


13448 


4733 


4753 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13369 


43737 


A 


13449 


299 


761 


LNTTA1TLCLLLREARKTLMTH 

QSTCFIKRDFADFGTTIKQDFRL 

LGQTSVDRLLQLSQGQAVKGN 

QLLPVSLVKRKTTLAPNTQTAS 

PRALADSLMQLARQVSRLESG 

Q* AQRN * * PVPKEKRRRG DRQE 

HQQPCRNTEGTALRVWAARDQ 


13370 


43738 


A 


13450 


3925 


4190 


FI RDF ADFGTT1 KQDFRLLGQTS 

VDRLLQLSQGQAVKGNQLLPV 

SLVKRKTTLAPNTQTASPRALA 

DSLMQLARQVSRLESGQ*AQR 

N 


13371 


43739 


A 


13451 


2 


1040 




13372 


43740 


A 


13452 


58 


350 


HLASWVVALVLHWGCVWVTA 

ESSTSKTRSPFRARSWIGEAVA 

AAAADGVTFSVPVTPHTFRHSY 

AMHMLYAG1PLKVL\QSLMGH 

KSISSTGVPSSNS 


13373 


43741 


A 


13453 


1 


1290 




13374 


43742 


A 


13454 


289 


1338 




13375 


43743 


A 


13455 


1 


732 




13376 


43744 


A 


13456 


982 


1347 




13377 


43745 


A 


13457 


1 16 


1746 


SSVTGRTEKARIWEVTDRTV/R 

RPWIGEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAG1PL 

KVLQSLMGHKSISSTEVYTKVF 

ALDVAARHRNRFTQFRLSETKE 

ITNPYAMRLYESLCQYRKPDGS 

C1VSLKIDW1IERYQLPQSYQLY 

YFELAIPVGYFYPGSFSTASRJL 

LLHPRGLRAITIAVFGKQNTYIR 

LEPFKIN VLEQITKH I EKLQCGG 

VVKQLSRRGNNQHI SSTYDINR 

ADTQ VRRA VNN YDI 1 VM SN SFN 

GQSEHQVWIARLTWVIGTINVV 

CAADVLIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

RILLTKYSNSNGSQSPWMEEQI 

RDAWGSMVLKNVVRETDEVG 

KARLTWGiGTINVVCAADVLIV 

PTPAELFDYTSALQFFDMLRDL 

LKNVDLKGFEPDVRILLTKYSN 

SNGSQSPWMEEQIRDAWGSMV 

LKNVVRETDEVGKEPPSTNTFR 

HSYAMHMLYAGIPLKVLQSLM 

GHKSISSTEVYTKVFALDVAAR 

HRVQFAMPESDAVAMLKQLS 


13378 


43746 


A 


13458 


1 


780 





1673 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13379 


43747 


A 


13459 


1 16 


396 


SSVTG RTEKA RJ WE VTDRT V/R 

RPW1GEAVAAAAADGVTFSVP 

VTPHTFRHSYAMHMLYAGIPL 

KVLQSLMGHKSISSTEVYTKVF 

ALDVAARHR 


13380 


43748 


A 


13460 


3 


514 




13381 


43749 


A 


13461 


2 


545 




13382 


43750 


A 


13462 


1 


1110 




13383 


43751 


A 


13463 


1 


870 




13384 


43752 


A 


13464 


1 


1422 




13385 


43753 


A 


13465 


1 


1599 




13386 


43754 


A 


13466 


614 


1236 


TARVAAARJIRCQCWGSGACGS 

ALTLPRTSSLTLTETPIVQQTRM 

VVRCPTASLPSQWRSCPSSTWA 

VPKTPPTWTCWRNSAILSL/VVF 

IRDKLMERRNRRTGRTEKARIW 

EVTDRTVRTW1GEAVAAAAAD 

G VTFS VPVTPHTFRHS Y AM HM 

LYAG1PLKVLQSLMGHKSISSTE 

VYTKVFALDVAARHRVQFAMP 

ESDAVAMLKQLS 


13387 


43755 


A 


13467 


1 


1023 




13388 


43756 


A 


13468 


1 


699 




13389 


43757 


B 


13469 


1 


1281 




13390 


43758 


B 


13470 


77 


751 




13391 


43759 


A 


13471 


1 


705 




13392 


43760 


A 


13472 


2 


893 




13393 


43761 


A 


13473 


206 


837 


CAGAGGIARRJIAEKEKALSAV 

NLDPTSRRLSSTSLPGAPPNPRV 

AAAGLSRRRPTPESAGRKS/GR 

WPRASRYQQGHQDLFILRSDLP 

SQVFIRDKJLMERRJMRRTGRTEfC 

ARJWEVTDRTVRTWIGEAVAA 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

ISSTEVYTK VFALD VA ARH RVQ 

FAMPESDAVAMLKQLS 


13394 


43762 


A 


13474 


1 


1416 




13395 


43763 


A 


13475 


1 


765 




13396 


43764 


B 


13476 




519 




13397 


43765 


A 


13477 




2784 




13398 


43766 


A 


13478 




624 




13399 


43767 


A 


13479 


2089 


2454 





1674 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13400 


43768 


A 


13480 


740 


1431 


CCQTLPVFHPPHPSHLGPRPCPP 

TH/H LPSEHRSLFLEA ACHDSDS 

LEPLNLSSGSKTKSPSLPPKAKK 

PKGLE1SA/RPAGALRHRHRLHR 

PQQPSPPLGIPHPSLLATAQVFIR 

DKLMERRNRRTGRTEKARI WE 

VTDRTVRTWIGEAVAAAAADG 

VTFSVPVTPHTFRHSYAMHML 

YAG1PLKVLQSLMGHKSISSTE 

VYTKVFALDVA A RH RVQFAMP 

ESDAVAMLKQLS 


13401 


43769 


A 


13481 


2 


2309 




13402 


43770 


A 


13482 


1 


603 




13403 


43771 


A 


13483 


1 


762 


MVPHSTGKSWNGCDPTSATLD 

QLVTVFFMKLFSIGDARIPCLGP 

RSHSYRRSDYYSGTTIHSCCRA 

DYWSGTTAHLYCRSDYHPVPS 

FILVTSTTNHQPLKPSISEASWN 

PLFASL/HHLQLITES/W/YMSLA 

TTVFIRDK LMERRNRRTG RTEK 

A RJ WE VTDRTVRTW1GEA VA A 

AAADGVTFSVPVTPHTFRHSYA 

MHMLYAGIPLKVLQSLMGHKS 

ISSTEVYTKVFALDVAARHRVQ 

FAMPESDAVAMLKQLS 


13404 


43772 


A 


13484 




762 




13405 


43773 


A 


13485 


1 


615 




13406 


43774 


A 


13486 


887 


1203 


RPEKAR/I WG VTDRTVRT WIGR 

AVAAAAADGVTFSVPVPPHTF 

RHSYAMHMLYAGIPLKVLQSL 

MGHKSISSTEVYTKVFALDVAA 

RHRVQFAMPESDAVAMLKQLS 


13407 


43775 


A 


13487 




855 




13408 


43776 


A 


13488 




927 




13409 


43777 | 


A 


13489 




921 




13410 


43778 


A 


13490 




3216 




13411 


43779 


A 


13491 




1974 




13412 


43780 


A 


13492 




1221 




13413 


43781 i 


B 


13493 | 




2337 




13414 


43782 


A 


13494 




1273 




13415 


43783 


A 


13495 




1251 




13416 


43784 


A 


13496 


1999 


3237 




13417 < 


43785 


A 


13497 




1773 





BNSDOCID: <WO 0175067A3_IA> 



1675 



WO 01/075067 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13418 


43786 


A 


13498 


1 


633 


AQALIATYGRDRDPGRPLWLG 

SVKSNIGHTQAAAGVAGV1KM 

VMAMRHGQLPRTLHVESPSPE 

VFIRDKLMERRNRRTGRTEKAR 

IWEVTDRTVRTW1GEAVAAAA 

ADGVTFSVPVTPHTFRFSYAMH 

MLYAGIPL\*VLQSLMGHKSISS 

TEVYTKVFALDVAARHRVQFA 

MPESDAGGPGTCACSQQGCRL 

RGSSVSPGRQHPQPHVRV 


13419 


43787 


A 


13499 


101 


1943 




13420 


43788 


A | 


13500 


686 


3925 




13421 


43789 


A 


13501 


1 


2084 




13422 


43790 


A 


13502 


734 


834 




13423 


43791 


A 


13503 


1 


1075 




13424 


43792 


A 


13504 


1 


357 




13425 


43793 


A 


13505 


795 


1273 


SHPFFSTDWSTDTGFRSKSIWC 

HRNCRW/RVAVVKLLHLPKVU 

VFWLASWMMSRWLHYPDWVT 

1IAQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRKIFHVRLLPAV 

STPPNCLNQLLLFFLTPVNYLPG 

QVMHFKKPLQIKRNYLSSRHLT 

FMSRKKLG 


13426 


43794 


A 


13506 


344 


449 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFWLASCMMSRCPHYPDWVT1 
IAQQVLTPRKDVMQADCRMNL 
LEIFLR WLMRK 1 FHGFGM 


13427 


43795 


A 


13507 


1197 


1511 


WHYREPLLLRAQLTNPPSGQLV 

SITKYLQPVEY*AYVLE*QAHL 

HYQLKSVDQWPVQKQFSSGSD 

LYQLHPFHVQHFLEPCFPRHPE 

FAPPSTGTESHYYCCIW 


13428 


43796 


B 


13508 


I 


1494 




13429 


43797 


A 


13509 


1 


554 


MTARKARKITRRWRJGEAADL 

VGVSSQAIRDAEKAGRLPHPD 

MEI RG R V EQR VG YTI EQ INHMR 

DVFGTRLRRAEDVFPPVIGVAA 

HKGNDPQGTASMYHGWVPDL 

HIHAEDTLLPFYLGEKDDVTYA 

IKPTCWPGLD1IPSCLALHRIETE 

LMGKFDEAQPNLGIGT/N*CRM 

CC*CADCSHAC 


13430 


43798 


A 


13510 


1771 


2068 


DTYSVSWIGEAVAAAAADGVT 

FSVPVTPHTFRHSYAMHMLYA 

GIPLKVLQSQYPIFKLSYKNPVT 

QTAWFAWFPNRIFGPVPINVSFS 

PKVGPGLPGII 


13431 


43799 


A 


1351 1 


65 


277 





1676 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \=possible nucleotide insertion) 


13432 


43800 


A 


13512 


327 


748 


VHQFHGSLHEGFCAGCGCPAP 

GTVCDAGGFCRFRNHHQTGFSP 

AGANQRGPLAATLSGPGGEGQ 

S A V A RLTG EKKNH PG A QYANR 

LSPRVGRF1NAAGTTGFPTGKR 

AKSIWCHRMCRW/RVAVVKLL 

HLPKVIIVFWLAS 


13433 


43801 


A 


13513 


512 


580 




13434 


43802 


A 


13514 


2096 


2272 


E WRNVCG VTGTEN VTPSAA A A 
QPPPQSRPFSW1LRPF*RP*RK1S 
TSFIRPLFTFLPA 


13435 


43803 


A 


13515 


402 


2784 


RKNPFILH*LFR*TLRQTKPDNS 

AGKCVKI**HTQNQRSGRSQSD 

F*RRRKNISERSAAYR*RQLYIR 

RQPYAERPSVHVEDKGHKYLVF 

EANTGTENGYQGEESLFNKAY 

YGGGTNFFRKESQKLQQSAKK 

RDAELANGALGIIELNNDYTLK 

KVMKPLITSNTVTDEIERANVF 

KMNGKWYLFTDSRGSKMTIDG 

INSNDIYMLGYVSNSLTGPYKP 

LNKTGLVLQMGLDPNDVTFTY 

SHFAVPQAKGNNVVITSYMTN 

RGFFEDKKATFAPSFLMN1KGN 

KTSVVKNSILEQGQLTWLQVA 

KRAGLGGGQSGRTVLR£RLPN 

YKNFKGT1QELGQNQYAVSGEI 

FVVDRNTVEITELPVRTWTQVY 

KEQ VLE PM LNGTDKTP A L I S D Y 

KEYHTDTTVKFVVKMTEEKLA 

Q A EAAGLH K VFKLQTTLTCNS 

MVLFDHMGCLKKYETVQDILK 

EFFDLRLSYYGLRKEWLVGML 

GAESTKLNNQARF1LEKIQGKIT 

IENRSKKDLIQMLVQRGYESDP 

VKAWKEAQEKCDNLKTCHTSH 

GSVMAETAV1NHKKRXNSPRIV 

QSN DLTE A A YSLSRDQKRM L Y 

LFVDQIRKSDGTLQEHDGICEIH 

V A K Y A E 1 FG LTS A E A SK DI RQ A 

LKSFAGKEVVFYRPEEDAGDE 

KGYESFPWFIKRAHSPSRGLYS 

VHINPYL1PFFIGLQNRFTQFRLS 


13436 


43804 


A 


13516 


2 


199 


WRXKSLDIPPL1IPNGIVKNILRH 

FSQLLNVPITRPFSWILRPF*RP* 

RKISTSFIRPLFTFLPA 


13437 


43805 


A 


13517 


1 


1887 





BNSDOCID: <WO 0175067A3JA> 



1677 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn y 
*=Stop codon, /=possihlc nucleotide 
deletion, \=possible nucleotide insertion) 


13438 


43806 


A 


13518 


125 


828 


ECRKHTKLKLQPTIWHVLKI/Y 

NSEKLLVYRKLLQVLTGLYKRS 

NLGVRLYACCGLLLCPAYPQH 

FAHGYVDKIPGYPGRAGTLTGL 

H PMQCDN LKTCHTSHGS VM AE 

TAVINHKKRKNSPRIVQSNDLT 

EAAYSLSRDQKLRMLYLFVDQIR 

KSDGTLQEHDGICEIHVAKYAE 

IFGLTSAEAILRYFIKHSADMEA 

1TNGMMMLNRQRHQHLVALRII 

FAHGENGGEEVVH1GHV 


13439 


43807 


A 


13519 


504 


755 


EPCFPAHPEFAPLSTGAESHHY 
CCIW*AKYVHQARTL*DQRS*A 
DHE A YRKTA V RRCSQTTQQA W 
EQLVHQQHILPSSCRYPG 


13440 


43808 


B 


13520 


1 


1980 




13441 


43809 


A 


13521 


923 


1063 




13442 


43810 


B 


13522 


1 


1932 




13443 


43811 


A 


13523 


383 


1383 


RKVFFIALKRMPAMKKAN4NLF 

LGLSNVRTVHPEGFTVYISTHIS 

FPSLSGYKTRLRSFGLVKQKKS 

PILLEVLAREIRQE/KEIKG1QFG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVKDL 

FKENYKPLLNEI1CEDTNKWKNL 

PCSWVGR1NIVKMAILPKLSRM 

HGRPHQPPNAASTLPFPKRRSH 

YGQKSERLSRSGDN RKSHPECR 

HWQSCAKKSRCLAFTRTVRHT 

PRSAYLLTRTIELLESSALWHV 

QTQRIYAPLYETLDPGNRTHCE 


13444 


43812 


B 


13524 


107 


1000 




13445 


43813 


A 


13525 


1778 


1897 




13446 


43814 


A 


13526 


273 


421 


SHPFFSTDWSTDTGVRSKSIWC 
HRNCRW/RVAVVKLLHLPKVII 
VFSSAS 


13447 


43815 


A 


13527 


273 


697 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

HAQQVLMNVVSVMQADCRMN 

LLEIFLRWLMRI1FHVRLLPAVS 

TPTNCLNQLLLFFLTPVNYLPG 

QSGTTVPLVSSV 



1678 

BNSDOCID: <WO 0175067A3_IA> 



wo 


01/075067 




PCT/US01/08631 


SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possihle nucleotide insertion) 


13448 


43816 


A 


13528 


273 


688 


SHPFFSTDWSTDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

IIAQQVLMNVGSVMPADCRMN 

LLE1FLRWLMRKJFTTGLRSFGL 

VKQKKSPI RMPC V YTNPC VS1 V 

SRMGQASSL 


13449 


43817 


B 


13529 


1 


1053 




13450 


43818 


B 


13530 


1 


1869 




13451 


43819 


A 


J 3 DO \ 


120 


430 


EDLSDTGVRSKS1WCHRNCRW/ 

RVAVVKLLHLPKVIIVFWLASW 

MMSRWLHYPDWVTIIAQQVL 

MNVVSVMQADCRMNLLEIFLR 

WLMRKIFHSSLEDPRNWHL 


13452 


43820 


B 


13532 


148 


334 J 




13453 


43821 


A 


13533 


2 


147 


TSMDKGLQGALKKK1*DL*KK* 

L\KNIPVDKWITPREVFSGIVCK 

QNI 


1 'J A C A 

13454 


43822 


A 




151 


325 


ICAICHNTFSKPSMDKGL/LRRS 

KKEGFKTYKKNIYKNIPVDKWI 

TPREVFSGIVCKQNI 


13455 


43823 


A 


13535 


283 


406 


HRTK1SIVPEGIFKSFSLPLAGIM 
TEQYFL*TLHRLLRLIM 


13456 


43824 


B 


13536 




1902 




13457 


43825 


A 


13537 


508 


1041 

1 


LWREASKDIRQALKSFAGKEV 
VFYRPEEDAGDEKGYESFPW/C 
YQT\WHSPSRGLYSVHINPYLIP 
FFIGLQNRFTQFRLSETKEITNP 
YAMRLYESLCQYRKPDGSGIVS 
w u crv i V^i-rrVjfo Yt^KJVlPL/r 

RRRFLQVCVNEINSRTPMRLSYI 
EKKKGRQTTHIVFSFRDITSMTT 


13458 < 


*3826 


\ 


13538 


I 


1422 




13459 < 


13827 1 


3 


13539 


I 


1002 
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BNSDOCID: <WO 0 1 75067 A3JA> 



WO 01/075067 



PCT/US01/0H631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possinlc nucleotide insertion) 


13460 


43828 


A 


13540 


1 


160 


MVLIVAATVVVVVVVGLCWM 

AKSECRSAMRLSSLQVRIFTYL1 

GREAAFADNLKWMACANKES 

ALLDRFIFL1LLLCKEPWECHCL 

PLFKVAMPSKCDIPV1CAHINIG 

FTLRQLRGFGPCNIGSFEAKDS 

KNPQVRVISQKHKALRCIWFIT 

CS1CNPEFTEGALQGNKQRKRQ 

CLQWFRAKALESNEPGFEF1QD 

KLLTQSLCFFPYTFLWLTGPHPS 

GSSYTDPCSSKADVTPSSTAVQ 

EHSSALELKTK1VSPITRQQHGF 

FTQISTLADVQENVMEYLHVLS 

RPKV ! DQEH D V V WTE A Y 1 DSTV 

CRVKRRQLLLQQVPLTRKQQF 

LPAPYVDLDSARTRTNKQQQN 

P1IYTGSKQGSHVILFHYGESWN 

LLRADQRLIFAKSWPRASRYQQ 

GHQDLFILRSDLPSQVFIRDKL 

M E RRN RRTG RTE KA R I WE VTD 

RTVRTWIG E A V AA A A A DG VTF 

SVPVTPHTFRHSYAMHMLYAG 

IPLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRVQFAMPESDA 

VAMLKQL*QPQWWWWSW*D 

CAGWRKVNAAQPCVCLPFRFA 

SSHTSLDERLRLQTI 


13461 


43829 


A 


13541 


48 


668 




13462 


43830 


A 


13542 




1278 




13463 


43831 


A 


13543 


100 


157 




13464 


43832 


A 


13544 


1 


1122 




13465 


43833 


B 


13545 


1 


1131 




13466 


43834 


A 


13546 


273 


812 


SH PFFSTD WSTDTG VRSKS1 WC 

HRNCR WESPS* SC/WHLPKV1I V 

FWLASWMMSRWLNYPDWVTII 

AQQVLMNVVSVMQADCXKRIC 

WKYFCAG*CGKIFTYQ**TW\N 

NTETSMSQKPCKMKRI/YSREE 

LAV*KMDHHSDLISLW*KLEPL 

TCRSTSHFRQKLAQGFPVSTGT 

PGFIYSAK 


13467 


43835 


B 


13547 


1 


987 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possib!c nucleotide insertion) 


13468 


43836 


A 


13548 


246 


2065 


LVGWLDGWLDGWL1VALPFM 
MIPWHSS1QPFTIHPFNWNFG*M 
PELCPQAGMDSWLAGWM/CWL 
DGWLDGW*MAKLRKPVL*PD 
KEGNEI WVDM YTVKPSG WTVR 

TFDICPR KRFTA PPI A nil CD aii/m 
HFI PRFTI OPT PVll TrxDDpnc 

EYFSIFSNMDLADTVMFLIVAL 

PFMMIPWHSSIQPFTIHPFNWNF 

G 


13469 


43837 


A 


13549 


2 


118 




13470 


43838 


A 


13550 


397 


729 


THfiTR innFFrFTk'DI^I ni/ni/i * 
i nvjirwvjLJrr^r 1 K.r\JvLlvJv r V JL 

PDKEGNEIWVDMYTVKPSGWT 

VRTFDKPRKRFIAFFIAGILFRAI 

K1MHFLPRETLQCLP Yl LTGFRRG 

QSEYFS1FSNMDLADTVMFL 


13471 


43839 


A 


13551 


147 


417 


SSSWOR^s^POI vrr.lPHTA rone 
lv^iv winv^ v i NKK 1 AG lSA 

DI YVPV*OI *RfcTA\/\/T DTMAD 
■ vrv vjL» rvlS-A V V L,r 1 IN A" 

WRFWRTRQEWFSSRGRSGYQS 
QET 


13472 


43840 


A 


13552 


1 


2418 




13473 


43841 


B 


13553 


1 


1848 1 




13474 


43842 


A 


13554 


188 


490 


c wajn v v 1 u I trv V 1 r oA AAA 

ATASPIQVLTVLSVTSQIRAFSV 

LPVRRLRRSMSLSRINTCVNRF 

CNPIKKGMRYGLICPL*SLLDGL 

CARLiNQGKDS 


13475 


43843 


A 


13555 


83 


440 

1 

A 

3 
1 


SLLFKCSGVIVLRRPLGYRQVM 

NVTRRCLLRTHWMISSLLFY*L 

VNRHRRSVEEYLVSYTLPMGV 

WVKLLHLPKNFVSL1TPRGRL 

EKERAFLFQHMRSISTGLK1FV 

V1HTSCPMVVC 



BNSDOCID: <WO 0175067A3_IA> 



1681 



WO 01/075067 



PCT/USO 1/0863 1 



SKQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13476 


43844 


A 


13556 


1337 


2583 


QQRR*MCQNLMTH\QNQRSGR 

SQNDF*RRRKNISERSAVYR*R 

QLYIRRQPYAERPSVHVEDKGH 

KYLVFEANTGTENGYQGEESLF 

NKAYYGGGTNFFRKESQKLQQ 

S A KK RD A ELANGA LG II ELNND 

YTLKKVMKPLITSNTVFIRDKL 

MERRNRRTGRTEKARIWEVTD 

RTVRTWIGEA VAA A AADG VTF 

SVPVTPHTFRHSYAMHMLYAG 

1PLKVLQSLMGHKSISSTEVYTK 

VFALDVAARHRJRKSDGTLQEH 

DGICEIHVAKYAEIFGLTSAEAS 

KJDIRQALKSFAGKEVVFYRPEE 

DAGDEKGYESFPWFIKRAHSPS 

RGLYSVHINPYL1PFF1GLQNRF 

TQFRLSETKEITNPYAMRVTNP 

CVSIVCVNEINSRTPMRLSYIEK 

KKGRQTTHIVFSFRDITSMTTG 


13477 


43845 


B 


13557 


I 


696 




13478 


43846 


A 


13558 


326 


1577 


SGLLPIKVAFTKPQFLFILLRIW* 
AKYVHQARTL*DQRF*ADHEA 
YRKTAVRRCSQTTQQAWEQSA 
HQQHIRH 


13479 


43847 


B 


13559 


I 


3822 




13480 


43848 


A 


13560 


848 


1476 


VNVTSFGSRPICSTSPVLFSGL* 

GPVKEFDT*PSM*ISFELIPSIV1F 

EPRESVNKYHLPFILKTFARSISS 

VTVFEVISGFITFFNV*SLFNSMI 

PRAPFANSASRFLALC*SFWLSL 

RKKFVPPP*YALLNKDSSPW/SS 

VFCSRVGFEYKVFMAFVFNVV 

RVSQRMVVAGC1IAFIDKLLNV 

LICFSVSVKNRFVIFHSVDFECV 


13481 


43849 


A 


13561 


1 


2196 




13482 


43850 


A 


13562 


326 


3746 


SGLLPIKVAFTKPQFLFILLRIW* 

AKYVHQARTL*DQRS*ADHEA 

YRKTAVRRCSQTTQQAWEQSA 

HQQHIRH*SCRYPS*ARCQ*LTG 

Q1VHRGEKKEQQLI 


13483 


43851 


A 


13563 


3802 


4075 


IRCFTYSPAPGYFPRFRAVIIK.LC 

NGDSLRHFMTSVYALQEAAAE 

VRHTLVTLRQLVTLYDPVDFQ 

RDDA*AIRAYDTDTGIRINAWH 

TDW 


13484 


43852 


A 


13564 


1708 


3198 




13485 


43853 


A 


13565 


1 


1401 




13486 


43854 


A 


13566 


1214 


1357 


NKINMFIAALFTIAKT\WNQPK\ 

CPTMIDWIKKRGSSRVASSSSPT 

RTR 



1682 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEO IO 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Mel 
hod 


SEQ 10 NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 3487 


43855 


A 


13567 


3363 


3852 


SHPFFSTDWSSDTGVRSKSIWC 

HRNCRW/RVAVVKLLHLPKVII 

VFWLASWMMSRWLHYPDWVT 

IIAOOVLMTVIVVSVMOADCRMISI 

LLE1FLRWLMRKIFHVRLLPAV 

STPPNCLNQLLLFFLTPVNYLPG 

QGFAGFRNPPSNRIFACWGKPA 

WTACCNSLRARR 


13488 


43856 


B 


13568 


350 


742 




13489 


43857 


A 


13569 


248 


599 


HRDSYKRMAYGLVISVVSLSR 

KLRKPVL*PDKEGNETWVDMY 

TVKPSGWTVRTFDKPRKRFIAF 

F1AGILFRAIKNHFLPRETLQCLP 

YILTGFRRGQSEYFSIFSNMDLA 

DTVMFL | 


13490 


43858 


B 


13570 


1 


2148 




13491 


43859 


A 


13571 


3064 


5069 

j 


RSDPDENCC*TGH*STLFNWC\ 

WRNALSIWEPVCNEIFYRLIKPR 

WEIRWGKRAPVIPKHTLMTQPV 

EDTSLSTPAAPMVDSLIARVGV 

MARGNAITLPVCGRDVKFTLE 

VLRGDSVEKTSRVWSGNERDQ 

ELLTEDALDDLIPSFLLTGQQTP 

AFGRRVSGVIEIADGSRRRKAA 

ALTESDYRVLVGELDDEQMAA 

LSRLGNDYRPTSAYERGQRYAS 

RLQNEFAGN1SALADAENISRKJ 

ITRCINTAKLPKSVVALFSHPRQ 

APCMKSNNALIVILGTVTLDAV 

G1GLVMPDLALKGLRVLLVEG 

NDPQGTASMYHGWVPDLHIHA 

EDTLLPFYLGEKDDVTYAIKPT 

CWPGLDI1PSCLALHRIETELMG 

KFDEGKLPTDPHLMLRLAIETV 

AHDYDVIVIDSAPNLGIGTINVV 

CAAHALIVPTPAELFDYTSALQ 

FFDMLRDLLKNVDLKGFEPDV 

R1LLTKYSNSNGSQSPWIEEQIS 

DAWGSMVLKNVHAIVTGDAV 

GMDDIPQEARQYRHNQAYAYS 

1QGDGAEDDDERJVRFHTRVTV 

DSDTLASDAARLTCRHGLGNQ 

RNGGVLIEDKFECFFSLTAVFA 

rRAYYAVYHLTGARHSDIVVA 

HLGYAGCNVRFVALLGTNTTLE 

FYLSNQGSNGFSCLHFGEDVGQ 



BNSDOCID: <WO 0175067A3JA> 



1683 



WO 01/075067 



PCT/US01/08631 



SEQ 11) 

NO: 


SEQ Il> NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13492 


43860 

■ ^ • 


A 


13572 


1408 


5578 


CSHLL1IQLANQNT1ITFGKCSSF 

TTATP1GNFYDTRYSSTERRCLL 

TSQ*KRRDEI1QCVLSKQL\RAR 

SLPDPTRKVFSTLSPRSTFRVNF 

TSRPHTG K V W AFREPFLLPPH L 

RKPDTDTGYLYKRMAYGSVIS/ 

1CFTKPKLRKPVL*PDKEGNE1W 

VDMYTVKPSGWTVRTFDKPRK 

RJFIAFF1AGILFRAIKNHFLPRET 

LQCLPYILTGFRRGQSEYFSIFS 

NMDLADTVMFL 


13493 


43861 


A 


13573 


2678 


2884 


SAPLQRNTARRFLLFLKACSNR 
FCYRXWRJ-IMTAIPSYNRSKLREI 
KGGLYHMG I F RRFLA S KETPTF 
CY 


13494 


43862 


B 


13574 


1 


7903 




13495 


43863 


A 


13575 


1 | 


880 




13496 


43864 


A 


13576 


1 


996 




13497 


43865 


A 


13577 


763 


778 


NRCEPPV*GTRFSQQLLLALKA 
TLLIEELYALTVHSWRPKW 


13498 


43866 


A 


13578 


2 


254 




13499 


43867 


A 


13579 




2358 




13500 


43868 


A 


13580 


206 


382 




13501 


43869 


C 


13581 


1 


1137 




13502 


43870 


A 


13582 


79 


906 




13503 


43871 


A 


13583 


2 


383 


SPPEVVRLGYHPPRHGHQ\HLF 

ASCRKGDVGRVRP*TRPDPGSD 

LLPAQVPAGAARJRGGTMPACV 

GTRSWYSTFWPMEPAARPTPS 

MVSAASMGH*VTPSAGLYAITS 

RSRLPAGGGITMTTSCSGF 


13504 


43872 


A 


13584 


1 


1092 




13505 


43873 


A 


13585 


173 


262 




13506 


43874 


A 


13586 


898 


1391 


QLGILRVMLLGIDLRVTGHQAA 

PPLH LLDLLQ M H/S SPPC RPQ * A 

TSSPPPSLRCRAPHR*SLAAP*A 

PPPRPSLSAGSPHRKGPPGPAPT 

GSWSSGNQAGLPCCLGWASVF 

LCPSHLPPPHLPQSSASLAFHRV 

KHLIHLHNSVIDKMKYQLKFLC 

LLGEYLSV 


13507 


43875 


A 


13587 


1 


960 




13508 


43876 


A 


13588 


1318 


1369 


RDFHPK*HT1GIQYIWQQLEINQ 
CDTSLSMVLP\R*RDFHPKSHLL 
PGAAQIQ 


13509 


43877 


A 


13589 


212 


385 




13510 


43878 


A 


13590 


377 


505 




13511 


43879 


A 


13591 


69 


193 


CSLRSLAQMLPFYPRRSLCLSCS 
L* *PHCCLWLAALRSESK 


13512 


43880 


A 


13592 


1 


230 




13513 


43881 


A 


13593 


2 


341 





1684 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
sequence 


Met 


SEQ ID NO 

In I ICCM 

in UoofN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of las 
codon for last amino acic 


t Amino acid sequence ( X=Unknown, 
1 *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13514 


43882 


A 


13594 


1 


2421 




13515 


43883 


A 


13595 


1 


623 




13516 


43884 


A 


13596 


1 


906 




13517 


43885 


A 


13597 


1 


568 




13518 


43886 


A 


13598 


107 


199 




13519 


43887 


A 


13599 


42 


328 


GGASGVCSF*CSE/LSSFWWVR 
GLAGSGVICLQTFATQEPSWLH 
P V DP VPG LQ VELP A S PA PC ART 

PQPLGGRWDSAPWSRGRRSSG 
AHGIDVALLP 


13520 


43888 


A 


13600 


5 


124 


IWILWFFVSLT*RSRGPSQ*VLQ 
LIKAPHVDLLVVTFGC 


13521 


43889 


A 


13601 


827 


973 


1 HQS ALC 1 * LKF YTSLTHP V I SL V 
VETLV W W* YLKM * KKLWSW1 
RGRG 


13522 


43890 


A 


13602 


2 


503 




13523 


43891 


A 


13603 


56 


792 




13524 


43892 


A 


13604 


1 


411 




13525 


43893 


A 


13605 


1 


1554 




13526 


43894 


A 


13606 


1 


363 




13527 


43895 


A 


13607 


1 


966 




13528 


43896 


A 


13608 


932 


1189 




13529 


43897 


A 


13609 


146 


323 




13530 


43898 


A 


13610 


1 


1827 




13531 


43899 


A 


13611 


2 


412 




13532 


43900 


A 


13612 


1 


2238 




13533 


43901 


A 


13613 


2 


411 


GATDCVCYYTVGFNDTKTSAL 

HMVVGDSLAMDVSSVHHNSTL 

LRYS VTLLG YGF YGDII KDSDK 

KRRLGLARYDFLCIKTFFSHH* 

YEGTVTFLPAQHTVGSPRDRKP 

CRAGCFVCRQSKQQLEEEQKT 

ALYGLEL 


13534 


43902 


A 


13614 


3 


2185 




13535 


43903 


A 


13615 


206 


1568 




13536 


43904 


A 


13616 


165 


417 


TWDY1RPNE*YM*MAKKKMP 
MD\ V WCNG KN WRPA G\EF VDD 
GXTETHFSIGNHDCYIKAVSSGK 
RKEGIIHTLIVDNREIPEIAS 


13537 


43905 


A 


13617 


463 


837 




13538 


43906 | 


A 


13618 


1 


765 




13539 


43907 


A 


13619 


3 


510 

\ 


AGVHKIEFEHGTTSGKRVVYV 
DG KEEI RKEWM F KL VGKETFN Y 
VG A AKTK ATINID A I SGF A YE Y 
rLElNGKSLKKYMEDRSKTTNT 
^VLHMDGENFRIVLEKDAMD 
/WCH\GKKIRRPAGEFVDDGTE 
rPLQ YPGPMTC Y 1 KA V\SSG\KR 
CEGIIHTL1VDNRE1PEIAS 


13540 i 


13908 y 


\ 


3620 : 


J42 


>85 




13541 t 


13909 / 


\ 1 


3621 1 


1 


1 19 





1685 



BNSOOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /—possible nucleotide 
deletion, \-possib!e nucleotide insertion) 


13542 


43910 


B 


13622 


48 


1104 




13543 


4391 1 


A 


13623 


656 


916 


GWRKYLQGAADMGIAEGGGS 
VWSSWASSSLISVPVR*LCESTQ 
RSAPGWPPLTGGSCSESVALWL 
CVNDFEFQMRLMPSRDSEPAC 


13544 


43912 


A 


13624 


179 


682 




13545 


43913 


A 


13625 


1 


7511 




13546 


43914 


A 


13626 


56 


8669 




13547 


43915 


A 


13627 


42 


8716 




13548 


43916 


A 


13628 


1 


2457 




13549 


43917 


A 


13629 


3 


571 




13550 


43918 


A 


13630 


1 


867 




13551 


43919 


A 


13631 


1 


2238 




13552 


43920 


A 


13632 


171 


396 




13553 


43921 


A 


13633 


1 


3940 




13554 


43922 


A 


13634 


554 


619 




13555 


43923 


A 


13635 


1 


1359 




13556 


43924 


C 


13636 


208 


359 




13557 


43925 


A 


13637 


2 


513 


PSHDHSKLGTRASGKVILHGEH 

AAVHGKVALAVSLNLRTFLRL 

QPHSNGKGDLSLPNIGIKRAWD 

VARLQSLDTSFL/RWTKEDLELI 

NKWAFQGERM1HGNPSGVDNA 

VSTWGGALRYHQGK1SSLKRSP 

ALQILLTSTRGXPRNIRALVGGG 

RNRLXLEVPDMGGPLLLSW 


13558 


43926 


A 


13638 


3 


1331 


RVDDFVGELLRLRRGGAADVE 

AAAAAGFPGAMLSQVLLVSAP 

GKVILHGEHAVVHGKVALAVS 

LNLRTFLRLQPHSNGKVDLNLP 

NIG I MRA WD V ARLHSL DTSFLG 

ECKEEKPEQGDVTTPTSEQVEK 

LKEVAGLPDDCAVTERLAVLA 

FLYLYLSICRKQRALPSLXDIVV 

WSELPPGAGVLGSSAAYSVCLA 

AALLTVCEEIPNPLKDGD\CVN 

R\WTKED\LELINK\WAF\QGER 

MIHGNP\SGV\DNAVQHLGEGA 

LRLPSRGRFSFL* RGSPVFQI/LG 

LTNTKVPSAITRALVAGVRNRL 

LKFPEIVAPLLTSIDAISLECERV 

LGEMGEAPAPEQYLVLEELIDM 

NQHHLNALGVGHASLDQLCQV 

TRARGLHS1CLTGAGGGGCGITL 

LKPG LEQPE V EATKQA LTSCG F 

DCLETSIGAPGVSIHSATSLDSR 


13559 


43927 


A 


13639 


1 


950 




13560 


43928 


A 


13640 


1 


1653 




13561 ' 


43929 


A 


13641 


1 


2601 




13562 


43930 


A 


13642 


2 


513 




13563 


43931 


A 


13643 


47 


367 





1686 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 


SEQ ID NO 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Ammo acid sequence ( X=IJnknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13564 


43932 


A 


13644 


1 


633 


1 


13565 


43933 


B 


13645 


1 


1 1 10 


" 


13566 


43934 


A 


13646 


172 


1095 




13567 


43935 


A 


13647 


I 


855 




13568 


43936 


A 


13648 


3 


440 




13569 


43937 


A 


13649 


2 


230 




13570 


43938 


A 


13650 


2 


606 


AEFDLCCSPCRRJRLLGREEAGE 
EPTSP VTQ Y LQPRSPEECKMF A 
CAKLA\CTP\SLIRAGSRVAYRP1 
SASVLSRPEASRTGEGSTVFNG 
A\QNGVSQ\LIPKGSFKTSA1SKK 
TLDTA\AKFIG\AGAriN < s*nvn 
WFLVAGIGVTVFWASI IHWVM 
ARKPFRWKOOl \FSY\A1T nin 
VLKAMGSPFVI MVAFI n pahv 
TEITA j 


13571 


43939 


A 


13651 


200 


2320 




13572 


43940 


A 


13652 


224 


640 




13573 


43941 


A 


13653 


1 


357 




13574 


43942 


A 


13654 


43 


183 




13575 


43943 


A 


13655 


3 


478 


SSAGREPDPSDLPRRLCFTHRLP 
A ARRWVQLCVH ASPEPGGQG V 
CPGRSERMVIRVF1ASSSGFVA1 
KKKOODVVRFT FANKIFFPFvn 

ITMSEEQRQWMYKNVPPDKKP 
TQGNPLPPQIF\NGDRYCGDYD 
RLFESKESNTVFSFLGLKPRLAS 
KAEP 


13576 


43944 


A 


13656 


2 


428 


CRDGKDVVSLVRATVWALSKR 
KLQPTRA/ALTPTPSAVNKIKQF 
LKDKPEI YDVK vnyRTRnrwr, 1 

iji\.l/ivi v iv v rv v vj v Iv I IvvJv^lN vJ | 

LSYTVEYTKTKGNSDFVinnFA 
RVFIEKKAOLTPI GTFMnvvpn 

KLSSE/FMFNNPT*TCGCGAPGK| 
LVETLGLTEEIM | 


13577 


43945 


A 


13657 


1 


1377 




13578 


43946 


A 


13658 


1 


1215 




13579 


43947 


A 


13659 


1 


452 

1 
< 


REAEAADLRSEAPGRRDGEDV 
GFLSSGQLSGLCSKRKLQPTRA 
ALTLTPSAVNKIKOI 1 KF*P*Ar 
RVLKVGVRTRGCNGLSYTI FYT 
KTKGDSDEEVIODGVRVFIFlvMc'l 

* iwl/ui/1vIj V lyL/VJ V JV v r 1 Civ \Ivl 

\QLTLL*TEMDYVEDKLSKGV 
3VH\SPNIKGTCGCGESFNI j 


13580 - 


43948 


\ 


13660 : 




763 




13581 i 


43949 


\ 


13661 


i : 


506 




13582 i 


43950 j 


\ 


13662 


738 


022 ( 
I 
I 
\ 


3QHHPETKAWQRHNKKREF*T 
nJ I LDEH * CKNPH *NTGKPNP AT 
^QKAYPP*SSGLHPWDARLVQ 
^TKINKCNPAYKQNQRQKPHD 
fLNRCRKGL J 



1687 



BNSDOCID; <WO 017S067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=pnssible nucleotide insertion) 


13583 


43951 


A 


13663 


2 


516 


QKIDLPEYQGEPDEISIQKCQEA 

VRQVQGPVLVEDTCLCFNALG 

GLPGPYIK\WFLEKLKP\EGLHQ 

FLAG V EG FCSVAYA LCTFALSTG 

DPSQPVRLFRGRTSGRJWAPRA 

CQDFGWDVPCFQPDGYEQTYAE 

MPKAEKNAV\SHRFRA\LLEVLQ 

EYFGKFGQLDFCKLEAGPFR 


13584 


43952 


A 


13664 


7 


227 




13585 


43953 


A 


13665 


1 


415 




13586 


43954 


A 


13666 


234 


510 




13587 


43955 


A 


13667 


2 


402 




13588 


43956 


B 


13668 


530 


1544 




13589 


43957 


A 


13669 


1 


603 




13590 


43958 


B 


13670 


1 


1527 




13591 


43959 


A 


13671 


1 


1179 




13592 


43960 


A 


13672 


2 


413 




13593 


43961 


A 


13673 


100 


374 


KHISPALKALELPFERNLII/PLQ 
LLKVRILrCEGEML/DI*HWFL** 
GMGTVQKGMPHKCYHGKTGR 
VYNVTQHAVGIVVTMKQVK*VV 


13594 


43962 


A 


13674 


1 


1035 




13595 


43963 


A 


13675 


2 


564 


GPFGRNRHLPVIRQNDGPQRGK 
RRGTPKYVF*/RPFRK\HGGGPL 
GPPYM\RI\YRKGD1VD\1KGMG\ 
T VQNG MPHUCC YHGKTGR V YN 
VTQHAV\GIVVNK\QVKGKILA 
K\R1NVRIEHI\KHSKSPR*ASLK/ 
R VLKEN DQEKE RSPKKKGT WG 
SN LKR H P AP PQK KHTL * RTN G K 
EPEL\LEPI P YEFHG FTN 


13596 


43964 


B 


13676 


68 


391 




13597 


43965 


A 


13677 


I 


404 


PTRTWTRGRIPRLSAPPSRGAR 

GTM A DPR V RQI KI KTG V\ V KRL 

V\KEKVLYEKEPKQ\QEEKIEKM 

RAEDG ENYDIK KQ AEILXQESR 

MMIPDCQRRLEAAYLDLQR1LE 

NEKDLEXEAEEYKEARLVLDSV 

KLEA 


13598 


43966 


A 


13678 


I 


436 


LLLACRSMDCYLAIVHATRTLT 

QQRHLVKFICLGLRNLFLLLSL 

RI LLFRRTFYPSN VSPVCYEDM 

GNNTAN WWMLLRI LPQSFGFI V 

PL/L1MLFCYRFTLHTLFKAHMG 

Q1CHWTMWV1FADVLIILLCWL 

PYNLVLLADTIMGT 


13599 


43967 


A 


13679 


1 


705 




13600 


43968 


A 


13680 


292 


1489 




13601 


43969 


A 


13681 


434 


1205 




13602 


43970 


A 


13682 


1 


390 





1688 



BNSDCCID: <WO 01 75067 A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tJnknovvn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possib!e nucleotide insertion) 


13603 


43971 


A 


13683 


21 


479 


TYPEAWKLYYRSR*SRDLRKY 

HAHSVSP*QDQRYTS*KILKCD 

EH1QKLGSCITDPGNRETSGNT 

MHTVFHRDKTKDTHPESCCSSE 

KGGQPLPWFEHRKNVPQFAEP 

TETLFGPDSGKGAKSLVELLDE 

SECTSDEEIFISQDEIQSFMANN 

QSFYSNREQYRQHLKEKFNKY 

CRLN D H K RJPICSG W VDNG WEA 


13604 


43972 


B 


13684 


32 


438 




13605 


43973 


A 


13685 


533 


1226 




13606 


43974 


A 


13686 


1 


1566 




13607 


43975 


A 


13687 


215 


453 




13608 


43976 


A 


13688 


J 


553 


RRPARAAVIKQPPAPGASQHAA 

TPTQTPLCTPARPLPPMAHVQQ 

LEGRWRLVDS\KGF**NTMKE\L 

GVTVlALRKMGRNAQAQICimS 

DG*NPSPLKTESTLKTVTQFSCT/ 

LWGEKFEETTAXDGQKKLTNCL 

STFPDGVALWQHQEWDGERKS 

T\ITKKN*KDGEISWLECVMNN\ 

VTCTPDSMKK 


13609 


43977 


C 


13689 


1 1 


106 




13610 


43978 


A 


13690 




155 


lcelokaidlftdaiklnprlaT 

LYAKRASVFVKLOKPNAAIRD 
CDRA1EINPDSAQPYKWRGKAH 
R*ILAWPFCMPRGPVSSSNYRS 
QMLPSETVTEPLK 


13611 


43979 


A 


13691 


1 


1732 




13612 


43980 | 


B | 


13692 


95 


1715 T 




13613 


43981 


A 


13693 


1 


446 




13614 


43982 


A 


13694 


1 


786 




13615 


43983 


A 


13695 


88 


828 





BNSDOCID: <WO 0175067A3_IA> 



1689 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


13616 


43984 


A 


13696 


157 


1515 


RREKMAELKYISGFGNECSSED 

PRCPGSLPEGQNNPQVCPYNLY 

AEQLSGSAFTCPRSTNKRSWLY 

R1LPSVSHKPFESTDEGHVTKNW 

DEVDPDPNQLRWKPFEIPKASQ 

KKVDFVSGLHTLCGAGD1KSN 

NGLAIH1FLCNTSMENRCFYNS 

DGDFLIVPQKGNLLIYTEFGKM 

LVQPNEICVIQRGMRFSIDVFEE 

TRGY I LE VYGVHFELPDLGPIG 

ANGL AM PRDFLIPI A W Y EDRQV 

PGGYTVINKYQGKLFAAKQDV 

SPFNVVAWHGNYTPYKYNLKA 

NFMVINSVAFDHADPSIFTVLT 

AKSVRPGVAIADFVIFPPRWGV 

ADKTSGPPYYHRXNCMKRFME 

LIRGQFEQKQGWFLPGGRG/SL 

HSTMTPHGPXDADCFEKASKVK 

LALKRIADGTMA\FMF*SSFNLA 

GPKWGLQAPVRVLD1CNYPKCW 

EPLKSPFXTPNSRNPAEPN 


13617 


43985 


A 


13697 


1 


156 




13618 


43986 


A 


13698 


8 


306 




13619 


43987 


C 


13699 


1 


1143 




13620 


43988 


A 


13700 


1 


1551 


MRKDSCASSMHQQVSRSKKRA 

GQKTPPEDQEGGQRA LRSSH I R 

LGQFLLIEDCKTPSPSSLGADAl 

AKQRKTSVSAAASVSATIPIRR 

VQG PTVVGSWARGVSAAASGP 

RGTGPKGKARSEKGCSLSHGPQ 

TNKPLVVQKGQKMEQANHPV 

GLVISVVYKD1LKKJVQRETSHP 

LIHVRYAEAITGRRTAPEDKGS 

LGRDMLAKAGAI1YMNMGNKL 

PIWCHLLEEGIYLEVWALEGQF 

GRAKN ACPVQI RLKDPTTFP YQ 

RQ YPLRPE AHKG LQD1 VKH VK 

AQGLVKKCSSPCNTPILGVQKP 

NGQWSLVQDLRLISEAV1PLYP 

VVPNPYTLLSQ1PEEAEWFPVL 

DLKDAFFC1PLHYDSHDSQFLF 

AFEDPTDHTSQLIWTVLPQGFR 

DSPHLFGQALAQDLGHFSSPGT 

LVLQYVDDLLLATSSEASCQQA 

TLDLLNFLANQGYKASRSKAQ 

LCLQQVKYLGL1LARGTRTLGK 

ERJQPILAYPHPKTLKQLWGFL 

QIT/GFCQLW1PR*SKJ 


13621 


43989 


A 


13701 


188 


688 





1690 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/0863.1 



SEQ ID 

NO: 



SEQ Il> NO: 
of peptide 
sequence 



13622 



43990 



Met 
hod 



SEQ II) NO: 
in USSN 
09/540,217 



13702 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



636 



2628 



Amino acid sequence ( X=l)nkno\vn» 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 



SNDRTEDDCGKHPFMSSPPVTEP 
WVCLIIEGQEIDFLLDTGTTFSV 
L1PCLGRLSSRSVT1QGILGQPVT 
RYFSHLLSCNWETLLFSHAFLV 
MPESPTPLLGRDILAKAGAIISM 
KTGNKLPICCPLLEGINPEVWA 
LEGQFGRAKNAHPLQIRLKDPI 
SFPYQRQYPLRPEAHKGLQD1V 
KHL KAQDS VRKCSSPCNTPI LG 
VQKLNSQWRLVQDLRLINEAVI 
PLYPVVRNPYTLLSQVPEEAEW 
FTVLDLKD 



13623 



43991 



13624 



43992 
43993 



B 



13703 



302 



619 



13704 



5172 



13625 



13705 



2091 



13626 



43994 



13706 



1754 



GPRGTGPKGKARSEKGCSLSHG 

PQTNKPLVVQKGQKMEQANHP 

VGLVISVVYKDILKKIVQRETS 

HPLIHVRYAEAITGRRTAPEDK 

GSLGRDMLAKAGAIIYMNMGN 

KLP1 WCHLLEEG1 YLEVWALEG 

QFGRAKNACPVQIRLKDPTTFP 

YQRQYPLRPEAHKGLQDIVKH 

VKAQGLVKKCSSPCNTPILGVQ 

KPNGQWSLVQDLRLISEAVIPL 

YPVVPNPYTLLSQ1PEEAEWFP 

VLDLKDAFFCIPLHYDSHDSQF 

LFAFEDPTDHTSQL1WTVLPQG 

FRDSPHLFGQALAQDLGHFSSP 

GTLVLQYVDDLLLATSSEASCQ 

QATLDLLNFLANQGYKASRSK 

AQLCLQQVKYLGLILARGTRTL 

GKERIQPILAYPHPKTLKQLWG 

FLEITGFC* L WIPG YSKIARPL YT 

LI KETQRANTHLVE WESEAETA 

FKTLKQALVQAPGLSLPTGQNF 

SLYVTERAGIALGVLTQTRGTT 

PQPVAHLSKETDVVAKGWPHC 

LRVVAAVAVLVSEAIKIIQGKD 

LIVWTTHEVNGILG/AKGSLWL 

SDKRLFRYQALCLEGLVLQ1RT 

SCGSHLAVTRLWALYF 



13627 



3995 



13707 



887 



BNSDOCID: <WO O175067A3_IA> 



1691 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uuknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13628 


43996 


A 


13708 


3 


1750 


G WAVPRPG PRG LTV ATE A A A A 

AAAAAAAAISSRTRAPQAPEGR 

NRRLEKMADDIDIEAMLEAPY 

KKDENKLSSANGHEERSKKRK 

KSKSRSRSHERKRSKSKERKRS 

RDRERKKSKSRERKRSRSKERR 

RSRSRSRDRRFRGRYRSPYSGP 

KFNSAIRGKIGLPHS1KLSRRRS 

RSKSPFRKDK.SPVREPIDNLTPE 

ERDARTVFCMQLA ARI RPRDLE 

EFFSTVGKVRDVRMISDRNSRR 

SKGIAYVEFVDVSSVPLAIGLTG 

QRVLGVPIIVQASQAEKANRAA 

AMANNLQKGSAGPMRLYVGSS 

HFN1TEDMLRGIFEPFGR1ESIQL 

MMDSETGRSKGYGF1TFSDSEC 

AKKALEQLNGFELAGRPMKVG 

HVTERTDASSASSFLDSDELER 

TG\IDLGTTG\RLQLM\ARLAEG 

TGLQIPPAAQQALQMSGSLAFV 

GAVGRNLFCYRFAKQDFSHQTA 

ETSALSAAASWQPLATQCFQLS 

NMFNPQTEKEVGWDTEIKDDV 

IEECNKHGGVIHIYVDKNSAQG 

NVYVKCPSIAEAIAAVNALHGR 

WFAGKMITAAYVPLPTYHNLF 

PDSMTATQLLVPSRR 


13629 


43997 


A 


13709 


141 


343 


LHEGLLP*RGHALLSGALHG*C 
VGSCLFSTPRCLTSSTACGYPSS 
CTPGSCTAWCPSASRRLSCWT 


13630 


43998 


A 


13710 


5 


426 




13631 


43999 


A 


13711 


1 


1188 




13632 


44000 


A 


13712 


2 


264 


NKQP1WIPSRHLKPYHEPDAKE 
EIPGGS*GPTSCSHVETDAEEDP 
NCHEQHLSNTATHLGTDQEAVI 
DGRRKPEESRTTSHICRCRS 


13633 


44001 


A 


13713 


1 


700 




13634 


44002 


A 


13714 


3 


483 




13635 


44003 


A 


13715 


2 


361 


RRFRAGAGYVVESTGVFTTME 

KAGAHLQGGAKRVIISAPSADT 

PMFVMGVNHEKYDNSLKIISNA 

SCTTNCLA/PPASTGAAKAVGK 

VIPELNGKLTGMAFRVPTANVS 

VVDLTCRLEKPA 


13636 


44004 


A 


13716 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP*LAPRSLFLCSNASCTTNCL 
EPLAKVIHDNFG1VEGLMV 



1692 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LfSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13637 


44005 


A 


13717 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVD1VAINDPFIDLNYM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNPITIFQERXYPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

G AHLQGG AKRV II S A PS A D A PM 

FVMGVNHEKYDNSLKIISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRG A LQNIIPASTG A AKA 

VGKVIPELXNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KKVVKQAXSEGPLKGILGYTEH 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13638 


44006 


A 


13718 


3 


483 




13639 


44007 


A 


13719 


2 


361 


RRFRAGAG Y V VESTG VFTTME 

KAGAHLQGGAKRVI1SAPSADT 

PMFVMGVNHEKYDNSLKUSNA 

SCTTNCL A/PPASTG A AKA VG K 

VIPELNGKLTGMAFRVPTANVS 

VVDLTCRLEKPA 


13640 


44008 


A 


13720 


2 


249 


SADAPMFDMGVNHEKYDNSL 
NII/SVMKAGPVEKRPAWHPMD 
TLP* L APRS LFLC SNA SCTTNCL 
EPLAKVIHDNFGIVEGLMV 


13641 


44009 


A 


13721 


1 


1079 


GTRRQSAASSFASPAEPHRSDT 

MGKVKVGVNGFGRIGRLVTRA 

AFNSGKVDI VAINDPFIDLN YM 

VYMFQYDSTHGKFHGTVKAEN 

GKLVINGNP1TIFQERWPSKIKW 

GDAGAEYFVESTGVFTTMEKA 

GAHLQGGAKRVHSAPSADAPM 

FVMGVNHEKYDNSLK1ISNA\S 

CTTNCLTVPLAKVIHDNFGIVEG 

LMTTVHAITATQKTVDGPSGKL 

WRDGRGALQNIIPASTGAAKA 

VGKVIPELXNGKLTGMAFRVPT 

ANVSVVDLTCRLEKPAKYDDI 

KK V VKQ A\S EG PL KG I LG YTE H 

QVVSSDFNSDTHSSTFDAGAGI 

ALNDHFVKLISWYDNEFGYSN 

RVVDLMAHMASKE 


13642 


44010 


C 


13722 


40 


243 




13643 


4401 1 


A 


13723 


2 : 


2972 




13644 < 


44012 


A 


13724 


1 < 


S02 





BNSDOCID: <WO 0175067A3_IA> 



1693 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hot! 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


13645 


44013 


A 


13725 


1 


325 


MGRNQSRKAENTKNESASSPP 

KDRNSSPVREQSWTENEFDELT 

EVGFRKLVITNFSELKEHVLTD 

HKEAKNLEKS\LEVVAREISQE 

KEIKVFN*EKRKSNCPCLQMT 


13646 


44014 


A 


13726 


1 


981 




13647 


44015 


A 


13727 


1 


739 


MGRMQSRKAENSKNQSTSSPPK 

DCSSSPAREQNWTKNEFDELTE 

VGFRRSLIANFSKLKECVLTHR 

KEAKNLEKSDRENGTKLENTL 

QDIIQENFPNLARQAN1QIQEIQ 

RIPQRYSLRRATPRH1IVRFTKV 

EMKEKMSRAAREKGRVTHKG 

KPIRLTADLSAENLQARREWGP 

VFNILKVNFQPRIPYPAKLSFISG 

GEIKSFTDKQMLRDFFTTRPAL 

QELLKEALNMERNNQYKPLQK 

HAKW 


13648 


44016 


A 


13728 


1 


1277 


M KEQNGGGGREEDHKDKG I RQ 

LPSLLPSAGEAKSDKPEHHNRY 

RKE1ASFEDEKRAMGVAKMAE 

QEQLQSAAPSMTNAEVGTAHG 

GRAEAGRGVDSPGKRKVLGDF 

PFLAKGSRDRLPGKAGHSLPKY 

YAFTKVLATGRQERNSIN1SKK 

VIYTKTTSTGHQHQRPKIDKTT 

KMGRNQSRKAENSKNESTSSPP 

KGHSSSPATEQSGTENDFDELT 

EVGFRRSVTTNFYELKEDVQTH 

RKEAKNLEKRLDKWLTRINSV 

EKTLSDMMELKTMARELRDTC 

SSFKSRFNQVEERVSVIEDPIYXE 

LSREDKVRDKKVRNKQSLQEI 

WDYVKRPNLRVIGVPESDGEN 

GTKLETMMLQDIIQEMFPNLARQ 

ANIQIQE1QRTPQRYSSRRATPR 

HIIVRFTKVEMKQKVLRAAREK 

GPVTHKGNSGSLS 


13649 


44017 


A 


13729 


1 


1584 




13650 


44018 


A 


13730 


493 


575 


SHLPMM PANTRSQRN PTKKKQ 

KKNVC/DNIRELEQQMEDAYR 

GTKRKMLPSSSSRMRSDGFDEE 

SQRYYWRPKNEISGTLEDDFLK 

AKSWNRKFYDYEANMPDRWG\ 

QVAIKSYTLKNLKQTVV1SKILP 

TGRKHLPR*SHLPMNPANTRSQ 

RNPTKKKQKKNVCG 


13651 


44019 


A 


13731 


1 


655 




13652 


44020 


A 


13732 


2 


1664 




13653 


44021 


A 


13733 


1 


2364 




13654 


44022 


A 


13734 


1 


224 





1694 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO- 


SEQ 11) NO 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13655 


44023 


A 


13735 


1033 


751 1 




13656 


44024 


A 


13736 


56 


8669 




13657 


44025 


A 


13737 


42 


8716 




13658 


44026 


A 


13738 


1 


5046 




13659 


44027 


A 


13739 


1 


2298 




13660 


44028 


A 


13740 


1 


2362 




13661 


44029 


A 


13741 


1 


2046 




13662 


44030 


A 


13742 


1 


1503 




13663 


44031 


A 


13743 


1 


813 




13664 


44032 


A 


13744 


185 


735 




13665 


44033 


B 


13745 


317 


910 




13666 


44034 


A 


13746 


1 


867 




13667 


44035 


B 


13747 


1 


2325 




13668 


44036 


A 


13748 


1 


430 




13669 


44037 


A 


13749 


1 


867 




13670 


44038 


A 


13750 


35 


518 


CLSRRASPVYLASMSGRGKTG 
GKARAKAKSRSSRAGLQFPVG 
RVHRJLLRKGHYAERVGAGAPV 
WLAAWLEVAOPI RVI Fl Af.N 
AAVRSN\KKTRIIPRHI OT AIRNH 
EEL*KLPGLP*RIAOGSR/Vl PM1 
QA\VLLPK\KTSATVG\PKAP<sC. 
GKKATOASOEY 


13671 


44039 


A 


13751 


1 


937 




13672 


44040 


A 


13752 


1 


1096 




13673 


44041 


A 


13753 


85 


1512 




13674 


44042 


A 


13754 


3 


2377 




13675 


44043 


A 


13755 


1 | 


1134 




13676 


44044 


A 


13756 


49 


408 




13677 


44045 


A 


13757 


47 


2603 




13678 


44046 


A 


13758 


1 


378 




13679 I 


44047 


A 


13759 


1 


696 




13680 


44048 


A 


13760 


3 


401 




13681 


44049 


A 


13761 


882 


1106 


KLHPYTTROYCHFRl*TDVMAK 
RSRNAVKGLSALVWCALSDFA 
AGFTPDDGCTRATFFTGG WR K 
RDCRGAVAGG 


13682 


44050 


A 


13762 


688 


1100 




13683 


44051 


A 


13763 


476 


552 




13684 


44052 I 


B 


13764 


178 


1107 




13685 


44053 


A 


13765 


1 


198 




13686 < 


44054 


B 


13766 


94 < 


525 




13687 < 


44055 


A 


13767 


1 


732 




13688 < 


44056 


A 


13768 


1 


4443 




13689 - 


44057 


A 


13769 : 


>16 


575 J 
< 

/ 
} 


PGAGDRYVGKPVSAGVTAVSC 
jVWSSMPDATLIASYQAYTSH 
VG RI RRSRR1 R/TNTARADYP AL 
r A L P FNN FRTHN RFG FN A A S V L 
\SIG1GSSLICAAR1SAHSGAEH 
CPREPKAANIK 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN ! 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13690 


44058 


A 


13770 


1018 


1489 


KJLPGQRRFVQTPSHVLHTTLSY 

PTAPAQSSYPAPLSPSQDRAPTL 

AHQTT*FSASYTANAQWQRVA 

ADHLKSVRETYAHVRQFSPAL 

GNAPPDLQPLS*ASCVPKSGAR 

YSSV1RQNRRDFFRATDHMYVT 

VPTNRPKMWNPVNTQMNSFRA 

DTCER 


13691 


44059 


A 


13771 


1013 


1755 


GSPGLRPGGAAGKALAPSGCT 

GNSHRAPM*PGAQAQTRPEKW 

A*QRP/HVSTGARGARVRALAA 

VAAAEAQRAGAAVRAAALHT 

RAAVSAGAARAVVQVVLAAR 

TREAGAAAAAQGVAQVQAES 

AIAAWLQAAPVHPLLTVGALE 

TGWAVADVGRVRVCTPDTQA 

AVEAGSICTCHPAHLTPQPVEP 

TRAGAFKGPGCLTTAASIGTRV 

PVTGPRPRDKASGGSRGRAPGA 

EAAAGGDRDRAEGSSPAL 


13692 


44060 


A 


13772 




1236 




13693 


44061 


A 


13773 




456 




13694 


44062 


A 


13774 




219 




13695 


44063 


A 


13775 


1707 


1853 




13696 


44064 


A 


13776 




615 


QLATFFFGGGLPGGSAPWDPPG 

EACLWVLVRLPGRTVWVIQFV 

QLRSFFAPPFAHNGRASSGRVS 

VHYGIAQTAEWAAEICGVGAR 

KIRELAAIFHQNTIMHFANGG/N 

PTRRSAV LSSMQG SLPGGCXD A 

VDIHPVARIVEALENPGGAYQH 

NGMNRHFPDIRFIWWAGGANF 

THHQDTNRLIRAWQNDSYFRK 

GRIKAKMGPKLF 


13697 


44065 


A 


13777 


407 


661 


ANWIKWRWHRAMHSSSSMWQ 
TANSLASF1SAPVTSSSACRSTL 
PATRY WC I * WRSSAIWKWV I LS 
GP V ATRJCTATI WIQLICN 


13698 


44066 


A 


13778 


1 


2448 




13699 


44067 


A 


13779 


3 


1612 




13700 


44068 


A 


13780 


1 


1626 




13701 


44069 


A 


13781 


3 


118 




13702 


44070 


A 


13782 


1175 


1396 




13703 


44071 


A 


13783 


197 


933 




13704 


44072 


A 


13784 


2 


64 


IILLNSAPAWM*TFKLGPGVDV 
NYMLHTQMK 


13705 


44073 


A 


13785 


1 


855 




13706 


44074 


B 


13786 


1 


1605 




13707 


44075 


A 


13787 




588 




13708 


44076 


A 


13788 


I 


2769 




13709 


44077 


A 


13789 


813 


1341 
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SEQID 

NO: 


SEQID NO: 
of peptide 

SCl| UCIICt 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13710 


44078 


B 


13790 


1 


999 




13711 


44079 


A 


13791 


1 


281 




13712 


44080 


A 


13792 


1 


1332 




13713 


44081 


A 


13793 


1 


1384 


MPITLRRSVEKEQLIEIANTIMPF 

GKYKGRRLIDLPEEYLLWFARK 

DEFPAEARYTHIDLHVPAPLLV 

MFTLDTRQSACDRNPHLPIHVC 

SSWTSPKCAPRLWTRALLPRTR 

TPPYATGTTIGSRASWFVTFPD 

ASFYRRKAPRQEFHTSLQGRSL 

YVRQRSTANPTEITRRTLIHKM 

VEVNACLKQLDNKDIADYErfN 

QLMRRLRQLIAQSWHTDEIRKL 

RPSPEAIMTEQEKTSAVVEETR 

EAVDTTSQPVAT 


13714 


44082 


A 


13794 


I 


2004 


MTQQITLIKDKILSDNYFTLKNI 

TYDLTRKDGEVIRHKJREVYDR 

GNGATILLYNTKKKTVVLIRQF 

RVATWVNGNESGQLIESCAGL 

LDNDEPEVCIRKEAIEETGYEV 

GEVRKLFELYMSPGGVTELIHF 

FIAEYSDNQRANARGGVEDEDI 

EVLELVQCGGQIGVPDTVLAVF 

ATGIGFLAMSVTKPRINAQPYP 

MP WRNL AQL VEHINRTRI H RN L 

QFTDAFKRRLIDNICRKNNllGT 

HTGQSKFSGQTQQIFGEIPQVVP 

ASELAAAMKQIKELQRLLGKK 

TMENELLKEAVEYGRAKKWIA 

HAPLLPGDGERTDDWMDGRRS 

RHTDDTDVLLRIHHVIGELPTY 

GYRRVWALLRRQAELDGMPAI 

NAKRVYRIMRQNALLLERKPA 

VPPSKRA HTG R V A V K ESNQR W 

C SDG FEFCC DNGERL RVTFA L D 

CCDRLSSRGRNAAAKRQRDDP 

LRWKFRLPSGGTKLLMPLDQQ 

APARFAPFVTCTLTILCGTGHV 

VYTILPIIYDVAIKNNIRPERPM 

AASSIGAQMGIIASPVSVAVVSL 

VAMLGNVTFDGRHLEFLDLLAI 

TIPSTLIGILAIGIFSWFRGKDLD 

KDEEFQKFISVPENREYVYGDT 

ATLLDKKLPKSNWLAMWIFLG 

AIAVIALLGADSDLRSSF/GGKP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13715 


44083 


A 


13795 


3 


918 


DKTRKRRIRQ*1PNATSFLYQNS 

PNGLSE*L\PAGTWFAGNAPASS 

CGFRDRYLIVCSHQTPHVPGQ1 

TVAAPDARAQAILR1VRQLQRF 

FHRFEGGHRQHRAKNLLLEHP 

HIVLTKQNRRFEADALQPDPA 

WQQGTLSNGLQWQVLTTPQRP 

SDR VEIRLL VNTG SL AESTQQS 

GYSHAIPRJALTQSGGLDAAQA 

RSLWQQGIDPKRPMPPVIVSYD 

TTLFN LSLPNNRN DLLKEALS Y 

LANATGKLTITPETFNHALQSH 

DMVATLVFRYLKKGWWRYRL 

KGSTLLSHDPAHPLKQPVEAEK 


13716 


44084 


A 


13796 


I 


1368 


MCPIEETASSFGGKPLSMVLVIQ 

MFMLLTGALII1LTKTNPASISK 

NEVFRSGMIAIVAVYGIAWMA 

ETM FAPAC YG Y Y I LPT YPSDL A 

AIQFDRSGTTHIGRFVINHSFILP 

GLIGVSVSCVFGW1FAA1KRDA 

AAGRAKENVIFHHFPFQSVKAD 

IATNPFKRPGGAFIR1TQTFRTV 

QTFRLSAYRLDFAGDRLRISTPR 

AKMRTAFICKDHLRQRRRCIRQ 

RAPPARHNLVGAVALPATVAG 

VNFTFSNVPLDSSVLSSLLTDFS 

TAVGSIVMLAVIMGLMLAFDM 

GGPVNKVAYAFMLICVAQGVY 

TVVAIAAVGICIPPLGMGLATL! 

GRKNFSAEERETGKAALVMGC 

VGVTEGAIPFAAADPLR/PSFGG 

KPLSMVLVIQMFMLLTGALIIIL 

TKTNPA S I SKNE VFRSG M I AI V A 

VYGIAWMAETMFAPACYGYYI 

LPTYPSDLAA1QFDRSGTTHIGR 

FVINHSFILP.GLIGVSVSCVFGWI 

FAAIKRDAAAGRAKENVIFHHF 

PFQSVKADIATNPFKRPGGAFIR 

1TQTFRTVQTFRLSAYRLDFAG 

DRLRJSTPRAKLMRTAFKKDHLR 

QRRRCIRQRAPPARHNLVGAV 

ALPATV AG VNFTFSN VPLDSS V 

LSSLLTDFSTAVGSIVMLAVIM 

GLMLAFDMGGPVNKVAYAFM 

LICVAQGVYTVVAIAAVGICIPP 

LGMGLATLIGRKNFSAEERETG 


13717 


44085 


A 


13797 


3 


2185 




13718 


44086 


A 


13798 


1 


920 
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SEQ 1I> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
eodon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13719 


44087 


A 


13799 


251 


479 


TQRVDWRSRSSISPGDGLHAFP 
A FGKEGGKM L DRLRERRD VKT 
LQQSGSAAGAEFALAGAHPHT 
GTTA*IQQAJNV 


13720 


44088 


A 


13800 


1 


939 




13721 


44089 


A 


13801 


1 


386 




13722 


44090 


A 


13802 


3 


524 




13723 


44091 


A 


13803 


I 


548 




13724 


44092 


B 


13804 


67 


1144 




13725 


44093 


A 


13805 


81 1 


974 


VSRR1KLDVTEEFARAGDNKRC 

ICQ*RHGLAERDIARLLVE1VVI 

WCD1GVIQA 


13726 


44094 


A 


13806 


1164 


1262 




13727 


44095 


A 


13807 


2 


894 




13728 


44096 


A 


13808 


1 


1587 


MVKEGTFREDLFYRLNVIHLIL 

PPLRDRREDISLLANHFLQKFSS 

ENQRDIIDIDPMAMSLLTAWSW 

PGNIRELSNVIERAVVMNSGPII 

FSEDLPPQ1RQPVCNAGEVKTA 

PVGERNLKEEIKRVEKRIIMEVL 

EQQEGNRTRTALMLGISRRAL 

MYKLQE YDATGFFRDGMTI M V 

GGFMGIGTPSRJLVEALLESGVR 

DLTLIANDTAFVDTGIGPLIVNG 

RVRKVIASHIGTNPETGRRMISG 

EMDVVLVPQGTLIEQIRCGGAG 

LGGFLNPTGVGTVVEERQTSID 

TSTRKRPFELGRPSRNNDKGIRP 

\DQALDRKNIRE/ALHDSLKRLQ 

TDYLDLYQVHWPLRPFYCFGK 

LGYSWTDSAPAVSQLDTLDAL 

AEYQRAGKIRYIGVSNETAFGV 

MRYLHLADKHDLPRIVTIQNPY 

SLLNRSFEVGLAEVSQYEGVEL 

LAYSCLGFGTLTGKYLNGAKP 

AGARNTLFSRFTRYSGEQTQKA 

VAAYVDIARRHGLDPAQMALA 

F VRRQPF VASTLXLG ATTM DQL 


13729 


44097 


A ! 


13809 


1 


618 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13730 


44098 


A 


13810 


80 


952 


RPGIVALNAILPLSRTRQSKPTR 

LKKRAIANCAPTWKKRFVALV 

YRTA*RFPSITLSVAVT*PASAK 

NKAIKMTQKIEQSQRQERVAA 

WNRRA ECDLAAFQNSPKQTYQ 

AEKARDRKLCANLEEA1RRSGL 

QDGMTVSFHHAFRGGDLTVN 

MVMDVIAKMGFKNLTLASSSL 

SDCHAPLVEHIRQGVVTRIYTS 

GLRGPLAEEISRAYCADSHHGP 

FAMVNNMTDLTAQEPAWQTR 

DHLDDPVIGELRNRFGPDAFTV 

QATRTGVPVVW1KREQLLEVG 

DFLKKLPKPYVMLFDLHGMDE 

RLRTFTREG L PA ADFS VF YH L 1 S I 

DRNRDIMLKVALAENDLHVPT 

FTKLFPNANWYERETWDLFGIT 

FDGHPNLRWIP 


13731 


44099 


A 


13811 


92 


735 


RLLRPLPQPRSSVLPGLTTFHAS 

STSETRQSKPTRLKKRAIANCA 

PTWKKRFVALVYRTA*RFPSIT 

LS VA VT* PCVNI ITIGCQVKTVT 

TIATAQIQRFTRFNHFSRFQYFR 

NSPKQT YQ A E K A RDRKLC AN L 

EE AIRRSG LQDG MTVSFH H A FR 

GGDLTVNMVMDVIAKMGFKN 

LTLASSSLSDCHAPLVEHIRQG 

VVTRJYTSGLRGPLAEEISRGLL 

AEPVQIHSHGGRVHLVQNGEL 

N I D V A FLG V PSCDEFGN ANG YT 

GKACCG S LG Y A 1 VDADN AKQ V 

VMLTEELLPYTDNPEA 


13732 


44100 


A 


13812 


1 


1113 




13733 


44101 


A 


13813 


5121 


6228 


LRRDSGRLRSCWHPRSPTSMGS 

LGQREDLQDEDRNSGADPGQR 

GRCSIHLEGPGQQPCLQRAVQG 

EGDPVLAKEEIQDQCHPHGQV 

QLLLVPAAEPVRAVPPRVQPVL 

PHHHHPAELSGIREE*GNQNDA 

EN * TI STTRTGSG LESSR* M/S 1 L P 

LSRTRQSKPTRLKKRAIANCAP 

TWKKRFVALVYRTA*RFPSITL 

SVAVT*PYWSGAPGGPCRRPYC 

HFRHRGARGSGAPGDGGEAPP 

AAAFLGGDVGFGL 


13734 


44102 


A 


13814 


56 


196 


CRGDGGKLIIQCQRRMGI*PCG* 

LRQRKAELFQHLPLC*FWRPEI 

GTVCSGS1DNGSDRLRR 


13735 


44103 


B 


13815 


64 


2373 




13736 


44104 


A 


13816 


~* 
-> 


403 




13737 


44105 


B 


13817 


55 


1040 
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SEQ ID 

NO; 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=llnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possibIe nucleotide insertion) 


13738 


44106 


A 


13818 


587 


1533 


VLLTAKFFPSMYSPIKTAGGPA 

ST*VL*MIIS1DAEKAFDKIHQPF 

MLKALNKSENK1PRNPTYNGCE 

GPLQGELQTTAQGNKRGYKQT 

QQHDMHMSTKNQYHENGHTA 

QGMKG1TQPSAFIPTAESNSFQP 

QVKTLPSP1DAKQQLQRKIQKK 

QQEQKLQSPLPGESAAKKSESA 

TSNG VTN LPNGNPSI LSPQPIG 1 V 

VAAVPSP1PVQRTRQLVTSPSP 

MSSSDGKVLPLNVQSHQNCW 

WTRFNMSSLNVVKMTT1SLTPS 

NSNTPLKHSASFISATGTTEESR 

SVPQ1KNGSVVSLQSPGSRSSSA 

GGTSAVEVKVEPETSSDEHPVQ 

CQENSDEAKAPQTPSALLGQKS 

NTDGALQKPSNEGVIEIKATKE 

RRSSPATEQSWMENVFEEQREE 

GFRRSN H SQ I RE DSQTKG KEEK 

RLKELMELKTKVRELREECRSL 

RSRCDQLEERVSAMDDEMNEM 

KREGNFREKR1KRNEQSLQEIW 

DYVKRPNLRLIGVPESDGENGT 

KLENTLQDIIQENFPNL ARQ AN I 

QIQEIQRTP 


13739 


44107 


A 


13819 


590 


817 




13740 


44108 


A 


13820 


107 


410 


KGRNIQLNGPSSRVSLWRSLYF 
LNLNTGLPC*1GEVLLDNILQSV 
FQLGSILPITFRYTNQT*IWSFHI 
VPYFLEALLISFYSFFSKLPFSLH 
FIHFIFHR 


13741 


44109 


B 


13821 




3735 




13742 


44110 


A 


13822 


922 


1 137 


HFFLHFNFGESDNYVSWSFSSR 
G VSL WRSLYFLNLNVGLPC* IG 
EVLLDNILQSVFQLGSILHITFR 
YTNQT 


13743 


44111 


B 


13823 


1 


954 




13744 


44112 


A 


13824 


3 


156 




13745 


44113 


A 


13825 


683 


972 


SHRJLLRLLHSSRSSPGLVSSS1SS 

FKHFSVLVILFTLMIVSFAVQKL 

FSLIRSHLSILALVAIAFGVLVM 

KSLPTPMSSMVLSR/SFF*GFYG 

FRSYI 


13746 


44114 


C 


13826 


1 


895 




13747 


44115 


C 


13827 


372 


1727 




13748 


441 16 


A 


13828 


705 


1072 


LALLVELIPLPLCNGLLCLF*SL 

LV*SLFYQRLGLQPLPFFVFHLL 

GRSSSILLF*AYV*LFWHDFAA 

AGTGCSFPCLALPSGALVGQA 

WW*QKSLS1CLSVKDFISPSLM 

KLSLAGYE1LG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 

ct\i\t\r\ for npntulp 
ItfUlHl 1 1 J 1 |J c 1 1 vi C 

sequence 


Nucleotide location of last 
codon for last amino acid 
nf npnfirip sftiuenct* 


Amino acid sequence < X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


13749 


441 17 


A 


13829 


1 


1136 




13750 


441 18 


A 


13830 


547 


675 




13751 


441 19 


B 


13831 


144 


1877 




13752 


44120 


A 


13832 


1 


441 




13753 


44121 


A 


13833 


27 


344 




13754 


44122 


A 


13834 


287 


600 


GPGSLQSSPLLSPPWPRASSPLL 

LRPSVRGWHLGEP*NCFPSPLA 

AS/EQAPKRSS*PQCNHR*RETA 

ARGLAYPPDRPLPSMLSCESPE 

TPAKAGPGRERGCEKC 


13755 


44123 


A 


13835 


2 


226 




13756 


44124 


A 


13836 


2 


226 




13757 


44125 


B 


13837 


45 


518 




13758 


44126 


B 


13838 


1 


699 




13759 


44127 


A 


13839 


3 1 


362 




13760 


44128 


A 


13840 


2 


130 




13761 


44129 


A 


13841 


3 ! 


96 




13762 


44130 


A 


13842 


1 


545 




13763 


44131 


A 


13843 


2 


144 




13764 


44132 


A 


13844 


2 


91 




13765 


44133 


A 


13845 


1 


370 




13766 


44134 


C 


13846 


1 


214 




13767 


44135 


A 


13847 


215 


310 




13768 


44136 


A 


13848 


2 


91 




13769 


44137 


A 


13849 


1 


289 




13770 


44138 


A 


13850 


1 


997 




13771 


44139 


A 


13851 


1 


192 




13772 


44140 


A 


13852 


2 


267 




13773 


44141 


A 


13853 


2 


181 




13774 


44142 


A 


13854 


1 


171 


MESYAAIKNDEFMSFVGTWMK 
LETLILSKLSQGQK\TKHCMFSL 
TD V I ARRRS WTSI 


13775 


44143 


A 


13855 


92 


244 


KRRRRRGQIRKMKEEEGNRRT 
WM K LET1ILSKL * QRQKTKHRM 
FLLIGGN 


13776 


44144 


A 


13856 


146 


382 




13777 


44145 


B 


13857 


124 


1215 




13778 


44146 


B 


13858 


1 


628 




13779 


44147 


A 


13859 


377 


484 




13780 


44148 


A 


13860 


2 


220 


WARTSCLKHQKQWQQKPKLA 
NGI*LN*RASAQQKKLPSEWTG 
TWMKLETIILSKLLQGQKTKHR 
MFSL1GGN 


13781 


44149 


A 


13861 


965 


1150 


GVDQRAVCSSRIW*SHLFLFHS 
VVVHLPWAGTWMKLETIILSK 
LSQGQKTRHRMFSLIGGN 


13782 


44150 


A 


13862 


254 


571 


YSYKLEIIIGKQPEIYRDPCYRP 

AV*SQTAVLAISEAPWA*DLPS 

QVSDTISWWTVC*AHWKSAVL 

GWE*PGFPGTWMKLETVSLSK 

LSQGQKTKHHMFSLIGGN 
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SEQ ID 

NO- 


SEQ ll> NO 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO 

in USSN 
09/540,2 1 7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acit 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
1 *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13783 


44151 


A 


13863 


62 


214 




13784 


44152 


A 


13864 


274 


435 




13785 


44153 


A 


13865 


1 


294 


ASTAGVSYYVAOAril K\ 1 r.T 

LSKCRDYRCEPPCPE*MSLYKV 

MAMARKAMSLAYIYFFLDEFM 

YFAGTWMKLETIILSKLSQGQK 

TKHRMFSLVGGN 


13786 


44154 


A 


13866 


663 


1266 


PPLTCQCSHLCVTLVGH/WIKLE 
TI I LSKLSQGQKTKHRVFSLIGG 
AGALAKECMSLYPGCKITVFD1 
PEVVWTAKQHFSFQEEEQIDFQ 
EGDFFKDPI PFADI Yft ARVI u 

GG1I VIFSI I OFDRRnPI T THI V 
vj \i~t v i i^o LrL« L/rvrvvj ill, IULi 

S LNM L VOTFG D F R TPTH YT4N/I T 

LSSAGFRDFOFKKTGATVnAii 


13787 


44155 


A 


13867 


1 


681 




13788 


44156 


A 


13868 


1 


247 




13789 


44157 


A 


13869 




178 




13790 


44158 


B 


13870 


] 


2042 




13791 


44159 


A 


13871 


j 


378 




13792 


44160 


A 


13872 


I 


683 




13793 


44161 


A 


13873 




972 




13794 


44162 


A 


13874 


308 


406 1 




13795 


44163 


C 


13875 


177 


653 




13796 


44164 


A 


13876 




465 




13797 


44165 


A 


13877 


3 


1175 

j 
( 
1 


FFSSQAAALLVVLGSSHTLQRA 

RKHSAPGLPDTCALLQPPAASA 

AAAPSMSGPDVETPSAIQICRIM 

RPDDANVAGNVHGGTILKMIE 

EAGA1ISTRHCNSQNGERCVAA 

LARVERTDFLSPMC1GEVAHVS 

AEITYTSKHSVEVQVNVMSENI 

LTGAKKLTNKATLWYVPLSLK 

NVDKVLEVPPVVYSRQEQEEE 

G RKR YEAQKLERMETK WRNG 

DIVQPVLNPEPNTVSYSQSSLIH 

LVGPSDCTLHGFVHGGVTMKL 

MDEVAGIVAARHCKTNIVTAS 

VDAINFHDKIRKGCVfTl^nRMT 

FT\SN\NSMRFKVLLDPAPVVDS 
FQKRYRGRQCLSST*VSLSQER 
5V/PLPVPQLVP\ETEDEKKRF\E 
BGKGRYLOMK\AKR\nr;i-iAPPr> 


13798 < 


14166 i 


\ 


13878 


121 


561 < 
I 
I 


>LFELENRSKFSVATAGLVPSR 
ILSINCIRRAFITSSNGFPLWFCL 
1QKGPVDCCVAVY*CGTEDGS 
*VAPTHPGVGPSLP 


13799 < 


14167 / 


K 1 


3879 1 


A 


\62 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13800 


44168 


A 


13880 


-> 


287 


PCSLSSDCCASNQRDSVGIGPSE 
PRVGYNJLVIRFLSPSEKRSPRW 
GVTRFSSAWEPSQLAGILPISEP 
PSN R 1 F A C WG KPA WT A CCN SL R 
ARR 


J3801 


44169 


A 


13881 


1 j 


1332 




13802 


44170 


A 


13882 


1 


753 




13803 


44171 


A 


13883 


1 


516 




13804 


44172 


A 


13884 


71 


277 


IYFNTQESFCPPRPLK7LCDGRG 
CHKGL*NAFKAFSPFSWPLALG 
SFLLMQ1SAACLNSFPENGLFFS 
TT 


13805 


44173 


B 


13885 


1 


1095 




13806 


44174 


A 


13886 


1 


741 




13807 


44175 


A 


13887 


264 


2880 


WLLQKHKLHVSR*LGL\PDTSW 

ILPSRPDAGGRFPIRTPPCVLVV 

HKPSRHCREWTANTVLPKGAL 

AKWLLEPKADLQGWHLPADG 

QYTJCPS I S YN I KLYFNCYNRTVT 

TAAQHQQVQRKHGASIFLAEN 

VAVREKDKEERKVTRAPTEQA 

WTAGSWIETAYREIKGVGQES 

VCITVMHLEELVYELAW1IMSA 

VVEAFDPVAPSSKCRLNPDPDP 

YCCTPYTLHTSPPPPPSCCTPYT 

LHTGPPPQTPFCCTPYTLDTSPS 

PQTHSCCTPYTLHTVPTFHLPA 

AHP1HLHTIPPPQTQGQGFVSED 

EYLEISDIKRJDQSGEYECSALND 

VAAPDVRKVKITVNYPPYISKA 

KNTGVSVGQKGILSCEASAVP 

MAEFQWFKEETRLATGLDGMR 

1ENKGRMSTLTFFNVSEKDYGN 

YTCVATNKLGNTNASITLYVD 

H1VGSKALLSKCKRTEI1TNYLS 

D H S A I KLEL RI KN LTQNHSTT W 

KLNN PLLNDY WVFTN EM KAEIK 

MFFETNKNKDTTYQNLWDAFK 

AVCRGKFIALNAHKRKQERSKI 

DTLTSQLKELEKQEQTHSKANR 

RQEITKIRAELKE1ETQKTLQKI 

NESRSWFFERINK1DRLLARLIK 

KJCREFCNQIDA1KNDKGD1TTYP 

TE 1QTTIRE Y Y K H LYANKJLENL 

EEMDKFLDTYTLPRLNQEEVES 

QNRPITGSE1VAIINSLPTKKSPG 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location oflas 
codon for last amino acid 
of peptide sequence 


l Ammo acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13808 


44176 


A 


13888 


1 


629 


AMAGSPPPASLLPCALISDCCAS 

NQRDSVGVGPSEPGVGYSLVV 

RRFLSPSEKRS1RVGVTRFSRCR 

PSPLSLTQKGNSLTSWASQVLT 

PAPEKQPDNKLPLPRRGSRDPT 

EYFHGOEVRDKSDFHVnwvQn 

IHSFRDFVKR1 OA FD^^N A ftp 

TELHEFNTGGVYRPPN^TWIDP 

LDQGVIRTFKPCYTKYSLEKIVS 
AVEENPDRT 


13809 


44177 


A 


13889 


1 


1452 




13810 


44178 


A 


13890 


167 


309 




13811 


44179 


A 


13891 


3 


386 


SVGALQKQQGWHQRRCISLHF 
PSFLCVFSI AK^RR AHJ-rMnnpR 
ASRMAFSI TSSP1 AR^AA^ava 
AFGCGTSGNG R FSWP* AYRnv 

FORIAIAVYGPI MRDR*AHPVk r 
TPDAIDCRIROPAIPRI O 


13812 


44180 


B 


13892 


121 


298 




13813 


44181 


A 


13893 


473 


1826 




13814 


44182 


A 


13894 


1 


270 




13815 


44183 


A 


13895 


3 


3706 




13816 


44184 


A 


13896 


1 


1464 




13817 


44185 | 


B 


13897 


591 


729 




13818 


44186 


A 


13898 


1 


1326 




13819 


44187 


A 


13899 


1 


1152 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13820 


44188 


A 


13900 


1 


2524 ! 


MREEFAHRWLARAGEKTPPDA 

LEfCLTDPLMFAAAMVSAGKAD 

VCIAGNLSSTANVLRAGLRIIGL 

QPGCKTLSSIFLMLPQYSGPAL 

GFADCSVVPQPTAAQLADIALA 

SAETWRA1TGEEPRVAMLSFSS 

NGSARHPCVANVQQATEIVRE 

RA PKJLVVDG ELQFD A AF V PE V 

AAQKAPASPLQGKANVMVFPS 

LEAGNIGYK1AQRLGGYRAVGP 

LIQGLAAPMHDLSPC1AATDAG 

SAAAQR1GDLVSVHV1PRPHVD 

LEQVFP1GLKAYTATCNHPVSL 

RFT1KSSSDRIICLSNQTLQSKNL 

FIMRFYCFSLCLSLSAFYHCRGV 

I VN 1Q A VF WLQKGTE A ADI LTT 

CAQLWIMMYALLSVFSLLDVIL 

NLAQKFPAASQLPLKGIFQGIKL 

IGAILVGILMISLLIGQSPAILISG 

LGAMAAVLMLVFKDPILGLVA 

VRN WDNTITTIPTWSLVSDSFK 

NWSGMSASGGRRIKRSISIDVTS 

1RFLDEDEMQRLNKAHLLKPYL 

TSRHQE1NEWNRQQGSTESVLN 

LRRMTNIGTFRAYLNEYLRNHP 

RIRKDMTLMVRQLAPGDNGLP 

LEIYAFTNTVVWLEYESIQADIF 

DH1FAIVEEFGLRLHQSPTGND1 

RSLAGVTINKAPGDDEILKNTV 

DFVSFSYYASRCASAEMNANN 

SSAANVVKSLRNPYLQVSDWG 

WGIDPLGLRITMNMMYDRYQK 


13821 


44189 


A 


13901 


1 


2370 




13822 


44190 


A 


13902 


1 


282 




13823 


44191 


A 


13903 


1 


714 




13824 


44192 


A 


13904 


3 


506 




13825 


44193 


A 


13905 


459 


551 




13826 


44194 


A 


13906 


401 


492 




13827 


44195 


B 


13907 


479 


702 




13828 


44196 


A 


13908 


120 


256 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13829 


44197 


A 


13909 


16 


1249 


SKSGAIEIARLAGRVHGVVVQI 

TSEIGPLTLLTANFAFSAS*STA 

WKATSMDGEVLS*YSTSASAS 

AERQSTHQ*TGFAPLCR*PLPMI 

/VAQRADDVGFSFEVHGQVRV 

RPVAQHAQTDKVFALTVNLGR 

RVFAALGAELGGARSAVRPVP 

ECYAVRETLALLQKIFPIRQCEN 

SVYRNRSRPCLQYQ1GRCLGPC 

VEGLVSEEEYAQQVEYVRLFLS 

GKDDQVLTQLISRMETASQNLE 

FEEA A Rl RDQIQA VRRVTEKQF 

VSNTGDDLDVIGVAFDAGMAC 

VHVLFIRQGKVLGSRSYFPKVP 

GGTELSEVVETFVGOFYT OG<;o 

MRTLPGEILLDFNLSDKTLLAD 

SLSELAGRQINVQTKPRGDRAR 

YLKLARTYAATALTSNFRS1YR 

SPATDRACORVETAGNFR 


13830 


44198 


A 


13910 


1 


438 




13831 


44199 


A 


13911 


1 


1200 




13832 


44200 


A 


13912 




300 




13833 


44201 


A 


13913 


1 


431 




13834 


44202 


A 


13914 


2 


1465 




13835 


44203 


A 


13915 


i j 


513 




13836 


44204 


A 


13916 


3 


535 


RJDKILVFKDENFWMIRGYAVLP 
DYPKSIHTLGFPGRVKKIDAAV 
CDKTTRKTYFFVG1WCWRFDE 
MTOTMXEKGFPORVVK HFPr.T<sI 
RVDAAFOYKGFFFFSRGSKOFF 
YDI KTKNITRJMRTNTWFOP K F 
PKNSSFGFDINKEKAHSGG1KIL 
YHKSLSLFIFGIVHLLKNTS1YQ 


13837 


44205 J 


A 


13917 


1 


876 




13838 


44206 


A 


13918 j 


23 


414 




13839 


44207 


A 


13919 


2 


425 

< 

I 
] 


QERGPHQVIQRKECLREYSPVV 

S* A KGTG V A VGQKGTLQCEAS 

A VSSAEFH WYKDDKRLIEGNK 

GVKVENRPFLSKLIFFNVSEHD 

YX3NYSCVASNKLGHTNASIMI 

FGPGAVSEVSNGTSRRAGCVW 

LLPLLVLRLLLKF 


13840 * 


44208 


\ 


13920 


1025 


1270 




13841 < 


44209 


\ 


13921 


no 


701 




13842 i 


44210 ] 


3 


13922 


1 < 


560 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13843 


4421 1 


A 


13923 


1 


432 


RFSRVDDFVLTMDDGPPPRRAR 

GDLTHSGLWRVCC1EG1YKGHC 

FRINHFPEDNDYDHDSSEYLLRI 

VRASSVFPI LST1LLLLGGLCIG A 

GRIYSRKNNIVLSAG1LFVAAGL 

SNIVG11VY1SSNTGDPSDKRDE 

DK*NHYN 


13844 


44212 


A 


13924 


1 


1093 




13845 


44213 


A 


13925 


1 


1203 




13846 


44214 


A 


13926 


1 


1353 




13847 


44215 


A 


13927 


2 


445 




13848 


44216 


A 


13928 


1 


227 




13849 


44217 


A 


13929 


1 


840 




13850 


44218 


C 


13930 


120 


356 




13851 


44219 


A 


13931 


40 


342 




13852 


44220 


B 


13932 


403 


473 




13853 


44221 


A 


13933 


70 


2169 




13854 


44222 


A 


13934 


1428 


1905 


RCAATSGYGERVQR TV/PTHTV 

W*ASLSQSSAHRVVAINSIANK 

RSSMPPKSWATVALTSTKLKCR 

FMAKVRNKSFSVLHNV*MT1SI/ 

SPWVILSSGVDEKLFPRAVRVA 

MTAGASGFLAGRAVWASVVG 

LPDN ELMLRD VC A PKLQQLG Dl 

VDEMMAKRR 


13855 


44223 


A 


13935 


227 


342 


VHSWQRYSGR*RGY*PQNQSA 
TDQTRRWQSLKTAGAVA 


13856 


44224 


A 


13936 


480 


928 


FFADLQQPVCADSYPLLVQMK 

LAPHKS*NAVLWQRSATKSFSV 

L/AQGLNDHINMPWVILSSGVD 

EKLFPRAVRVAMTAGASGFLA 

GRAVWASVVGLPDNELMLRD 

VCAPKLQQLGDIVDEMMAKRR 

FIPLLRRWVDLALTRWLITVSK 


13857 


44225 


A 


13937 


564 


1185 


WLHASAALLRW*YQLPGQPHH 

RRCRSADGSHVPSLCAAVPDQR 

\PLITVRRIGMQAMTTSTTGDRQ 

RSWQIAMDGSQKLPQRMLDSV 

RWHLAHDSKLFDLLALGVAGW 

MRYVGGVDEQGNPIEISDPLLN 

RM A ANRFVH ITQL P V 1 YRA FRN 

SFTQVARLQLCHKRFQQRHTSV 

REQIVTVLSGIRDNHVHFVQTL 

TGDGVGNQRQLVQ 


13858 


44226 


A 


13938 


228 


424 


HRFCPAARH/RSWSGLREMAVS 
ISMPRRJINSGRYCAICWYKRRS 
RCARNML1FPVARSTPI PGPS 


13859 


44227 


B 


13939 


128 


1670 




13860 


44228 


A 


13940 


2 


2367 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /=possinle nucleotide 
deletion, \=possiblc nucleotide insertion) 


13861 


44229 


A 


13941 


1 


921 


ELPASPAPCARTPQPLGGRWEA 

ARRKERVLCLFDVDGTLTPAR/ 

QGRTLKIGSSHRECHADTPEAE 

CGVCSSVTEVRAKWRSQTC*KP 

ECYASPLPP*KIDPEVAAFLQKL 

RSSYLPVGSQTWSHTLSSSCPLC 

DPEVIGRDTVPVSGSGSPGHAQ 

SPVFLGQTIQNHLGPGGARFEF 

RA/CSGSLWLPA LPHHVRGTFl EF 

RNGNCVPSQGLAHSRSSELPSA 

PSPLQKEQAALLLALSAPPSRE* 

QSPPLPTGGMISFDVFPEGWDK 

QVRSSQCGEGLHLNIPPLP1LCV 

QGGNDFEIFADPRTVGHS 


J 3862 


44230 


A 


13942 


105 


416 


HSVLEVGPWWEVFGSWGQ1LH 
SLVSSHHVRHWLLPSPSAMTES 
SLTFQQKPSRCQHHASCKAYHS 
HQLLLV PT AG RL E DRSHH * IPC 
ICHSPAPAWSLAAPVGN 


13863 


44231 


A 


13943 


191 


573 


SSSGGYQQQLMRVIGTRDTAV 

NKASNVPSFGA*I/PSGRGQQAK 

L1ALTRALTLAKELHVNIYADC 

KYAFHILHQHDVIWAERGFLTV 

QGSSS1INASL1KTLLKATLLPKE 

AGVIHYKGHQKASAPIA 


13864 


44232 


A 


13944 


1 


1065 




13865 


44233 


A 


13945 


321 


537 




13866 


44234 


A 


13946 


346 


1260 


GGPARAEFSRHLGCKGHHPLPK 

DVASEVPAGSSTSVSSLIRTNGC 

PGLGSWEPP*FFSENKRLSTLMS 

FTLRDSKMFSPQSGLFLGCSAG 

EHSALRDPTASGLPGTASGVRP 

GR/RQRVGSDIEASTQGESKPCI 

LSI*TLPNA*LKTKTLTPLEIAAC 

TNPHSFSITARIGPAHLAAPRPV 

TPAGRGG ARA PG R* C A A ARPPP 

ASQ*VSGSPAPGGGPSYAPAAR 

TS* PSSL A PG AKRLRFSR V ATFC 

CSFLA WSSSSNKAFCT* EHMSL 

LSSW1SQSLEKVASCCPCEQFDS 

WKRLEN1LLFS 


13867 


44235 


B 


13947 


1 


459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


13868 


44236 


A 


13948 


63 


1263 


VEAAKKAHHAACKEEKLAISR 

EANSKADPSLRPQAHTYALSPL 

FLTAMPSV*QGEHV1YTRVRHS 

DQVSESSGKPLSLPLLEPGIWAF 

EAAQVPPRWDQVRSLEPTTEW 

EAPGLKKRRVSQGLNGNEPLSC 

AWIFL*TKEKYEKSLKELDQGT 

PQYMENMEQVFEQCQQFEEKR 

LGWDKG*LAPAF*KSHVSL*FS 

YICAIYHDLEQS1RAADAVE/DR 

RGF\RK**TFGFSPSAPVA*EWS 

ADLNRTLSRREKKKATDCQDP 

HGPLQSWDPLKALSLHSTLNVP 

SNP AQS AQSQSS YNPRG PHTLC 

RPVLRALWPPLSCSVSSYEKTQ 

SYPTDWSDDESNNPFSSTDANG 

DSNPFDDDATSGTEVLCSPPSV 

SYLSWRRLPLCLAGDELTKME 

DEDEQGWCK 


13869 


44237 


A 


13949 


2 


485 


AAAFGTRLSRRGRGCGVTGSG 

GGRRRVPAPRRPRSPLQPPHQ/P 

PRRPSRRTPGCGSRGA\PSRGRR 

LVPPPPEPPRAAQQRARHXHRTS 

\RPAARQPPRRPPAQPRSCPRRV 

RPTPAWSPPGRRGPRRSRRRRR 

RGGRARARRPRRRGQVPRPQS 

ATGAGHAR 


13870 


44238 


A 


13950 


1 


207 




13871 


44239 


B 


13951 


1 


5297 




13872 


44240 


B 


13952 


1206 


1360 




13873 


44241 


A 


13953 


46 


369 


MEGKNAKGSQRERSGYPQREA 
HQTNSGSLGRNPTSQKRVGAN1 
QHS*RKEFSTQHFISSQTKLHK* 
RRNKI L YRQAN AERFCH HQEG S 
TKHGKEQPVPAAAKSCQNVK 


13874 


44242 


A 


13954 


476 


868 


KYDCC1SSTFCRALVHFSRTTFQ 

VNSPLSPNISAFGYMPLKYSIYF 

LHHLRPN1L*AASYFLKYKGTL 

KLPALRGCLS*STRCWCKIHICI 

*ND/ECLQFLGPWFENEFCFLPS 

TSQFVEFVLDILVLQNEP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=linknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


13875 


44243 


A 


13955 


1770 


3003 


PANIIMTGS\NSHITILTLNVNG\ 

LNAPPRHRPAIA/S/WLKSQDPS 

VV\C1QETHLTCRDTHRLEIKG 

WRNIYQANGKQKKAGVAILVS 

DKTDFKPTKIKRDKEGHYIMAK 

GSIQEEELTILNIYAPNTGAPRFI 

KQVLSDLQRDLDAHTIIMGDFN 

TPLSTLDRSTRQKVNKDIQELD 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKTDHIVGSKALL 

SKCKRTET1TNCLSDHSAIKLEL 

RIKKJLTQNHSATWKLNSLLLND 

YWVHNKMKAEIKMFFETNENK 

DTAYQNLWDTFKAVCRGKFIA 

LN AH KRKQERSKI Dl LTSQLKE 

LKKQEQTNSKATRRQEITKIRA 

ELKEIETQKTLQKKQPNICDPAM 

EKNNKTDRVLARLIKKKREKN 

EFSAHILYKFSKQNGS 


13876 


44244 


A 


13956 


105 


392 


RSRKPRGNPKSHPEDTDPTKAP 

RKRQ1SSRGHRSHR*EPGPQSAA 

PGFREQRRRGQMG*1WYLTPTP 

PGGQRPSSAASPRGFPPTNNSSR 

LPAEPE 


13877 


44245 


A 


13957 | 


55 


403 


S EG M SG KA S EKQE A F ACPRH LT 

RAVDGPS*SGLLGSRLPPSCSPG 

KEAPGGSELYLCLMRGLQTL*A 

RSGTG LR/PN P A EI R* EPG PQS A 

APGFREQRRRGQMG*IWYLTPT 

PPGGQ 


13878 


44246 


A 


13958 


217 


444 


RSRKPRGNPKSH PEDTDPTKAP 
RKRQISSRGHQSHR*EPGPQSA 
APGFREQRRRGQMG*I*TPCRP 
ALPKSKPRPL 


13879 


44247 


A 


13959 


309 


670 


PCPRASSQGLKATHXGQR* SSEP 
PGASFPGLQDGGRREPRRPD*D 
GPSTGLVRCLGHANVGDPCLK 
VFVFFKNLSPTYLRASAEQTLP 
LLLPHLHGLCLHQPLHLGFTAA 
WAQLTFWEASQ 


13880 


44248 


C 


13960 


392 


760 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=LInknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13881 


44249 


A 


13961 


24 


915 


HAGRHARGSLFPGARPSETRAH 

CVRTARPNCKEEDTPMVRGKN 

SGGEHCTWGPSLAAGG'GIGDP 

GGLPGTVPHPGLQLLLHGFAGP 

HMASLCCGVSSPAGVRQWPA* 

GSGNHQVKSWLGLPKNVS*AP 

SML*NPKMQRLMKAQPHGRCE 

VRRGRVCSALGP/1GMSGKASE 

KQEA*DEGHPHLHAPGT*QDQ 

VDGPS*SGLLGSRLPPSCSPGKE 

APGGSELYLCLMRGLQTL*ARS 

GTGLRAMPAEIR*EPGPQSAAP 

GFRJEQRRRGQMG*1WYLTPTPP 

GGQRPSSAASPRGFPLV 


13882 


44250 


A 


13962 


397 


612 


RPQHHTFCCDGRVMMARQKGI 
FYLTLFLILGTCTLFFAFE/CSFG 
♦VELPDYGYFGSRGRTCFLGSL 
GLVLG 


13883 


44251 


A 


13963 


125 


1298 


FQSWAQPLFLLSCNRKTHFGTR 

IPIXMSVMVVRKKVTRKWEKLP 

GRNTFCCDGRGMMARQKGIFX 

YLTLFLILGTCTLFFAFE/CGRYL 

AVQLSPA1PVFAAMLFLFSM\AT 

L\LRTSFSDPGVIPRALPDEAAFl 

EME1EATNGAVPQGQRPPPRJK 

N FQINNQI V KLK Y WYTCKI FRA 

SRASHCSICDNCVERFDHHCPW 

VGNCVGKRNYRYFYLFILSLSL 

LTIYVFAFNIVYVALKSLKJGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

GSWTG KN RVQN PYSHGNIV KN 

CCEVLCGPLPPSVLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EHLNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13884 


44252 


A 


13964 


44 


647 


DYSAQHGKASQKHVARLISSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13885 


44253 


B 


13965 


158 


1075 
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SEQ II) 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon fur last amino acid 
of peptide sequence 


t Amino ncid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


13886 


44254 


A 


13966 


125 


1297 


FQSWAQPLFLLSCNRKTHFGTR 

JPINMSVMVVRKKVTRKWEKLP 

GRNTFCCDGRGMMARQKGIF\ 

YLTLFL1LGTCTLFFAFE/CGRYL 

AVQLSPAIPVFAAMLFLFSMXAT 

LMLRTSFSDPGVIPRALPDEAAFI 

EMEIEATNGAVPQGQRPPPRIK 

NFQINNQIVICLKYWYTCKIFRA 

SRASHCSICDNCVERFDHHCPW 

VGNC VGKRN YR YFYLFI LSLSL 

LTIYVFAFN1VYVALKSLKIGFL 

ETLKETPGTVLEVLICFFTLWSV 

VGLTGFHTFLVALNQTTNEDIK 

GSWTGKNRVQNPYSHGN1VKN 

CCEVLCGPLPPSVLDRRGILPLE 

ESGSRPPSTQETSSSLLPQSPAPT 

EHLNSNEMPEDSSTPEEMPPPEP 

PEPPQEAAEAEK 


13887 


44255 


A 


13967 


247 


850 


DYSAQHGKASQKHVARLISSGT 

FQGATVSRPFQLSTSSSSFCSSSS 

SLSSSSSLSSSLLLSCSSESVFLS 

LSFFFCSEASFLPFCSRLYASRA 

SFNGVTNRWNSISSMAESTSLA 

FSVFRFPFIAKLLAQDVAYSTKT 

LAAREIGAPGLLGDVDTVRELR 

GDRG*AKLPFQHLLPSCPFVRPP 

RAAHRLLDDPGDHGIGQV 


13888 


44256 


B 


13968 


298 


380 




13889 


44257 


A 


13969 


48 


252 


QRAGSPHSPRSLSAPPLPELPLW 
RHLRSPSAHRCTVGAPFWDGQ 
G/LEPAPSAALAAFPRSRARDLQ 
LA 


13890 


44258 


B 


13970 


1 


447 




13891 


44259 


A 


13971 


236 ! 


559 


MWLEPMQMGFLHMMEKMAA 
RTSAILD*GTLK* FHFTLTTSLK 
ALSSHTPIFPGTGELQLPVSPSV 
CLDQGMQLKPSTSSHLLKTVKP 
RMKRQSLLHMKQSFEPKIYL 


13892 


44260 


A 


13972 


1 


645 


MKPQTLTVSVTAFKVAHLEFVP 

SDVQMCSEFLPSGGFVVSLASG 

VKLQTFAVSFTAHKSSVDPKNS 

EAQLASPSGFCTRAADGAACQS 

\LPCTCTPQPLGGRWDWALWS 

RGW/LLVEEAWAAQEPTEELRE 

RALALASPERGSHSAAVGQRAP 

QVPPKWEPRQRRRRERARAVR 

TASTLSPLNPPSKQDTLTAVGN 

LA DDHSS YFLLDRG EEGALQL 


13893 


44261 


A 


13973 


28 


322 




13894 


44262 


A | 


13974 


1760 


4426 




13895 


44263 


B 


13975 


942 


3414 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
.sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13896 


44264 


A 


13976 


1 


274 




13897 


44265 


A 


13977 


545 


1 150 


RISGPGAVLLPVMPALWRLRHR 

MFSLTKK*HLPAHRSLAEGYLL 

YQPQLDTLKARLTQKYQELQV 

LFEAYQ1 KKTKJLDRQSSSASLET 

LLALLQAEGAKIEEDTENMAEK 

FLDGELPLDSFIDVYQSKRKLA 

HMRRVKJEKLQEMVLKGQRL/S 

TRPWPRCPPGCPNWHLPPPFPT 

LPQSQ W ASCRCTS A HPPPTTPG 

AAGRL 


13898 


44266 


B 


13978 


213 


61 1 




13899 


44267 


A 


13979 


1 


639 


MEAVTVVPVGTEEGMGEEEQD 

SGTTTGCGLPSVEKMLATNPGK 

TP1SLLQKYGTRJGKYTPVYYLL 

KAEGXHQPNFTFWVWGNTSCT 

AQGPRKKVVKHKAAEVALRHL 

KVESMLEPAPEDSSSFSPLDSSL 

PEDFPVFTAAAAATPVSSVFLT 

RSTPMEKQPPLLPXQQSECIPVG 

A LQKL V VQKG W WLPEHT VT* E 

SRPDQHEELT* RVER FT 


13900 


44268 


A 


13980 


361 


894 


AFFPMSTAGVCGNVEGEPETP 

WSLPLSQ VPFSPN A/CPQGTLG R 

S*AGVAGAPGPGVPGRSPAA\GI 

PEPAARPGRPALSRLPGLGGAG 

ARSGAA*G*GSRPGG/PLPAADP 

VQSWGP*EAPSHP*PGT\SADSP 

PSGVSGATGDCLWGSGRAELF 

GFATTSSAAPFPGLPTFFFIPVSP 


13901 


44269 


B 


13981 


1 


3842 




13902 


44270 


A 


13982 


3 


407 


DAWAAARPGRSCALPPPGA/PE 

EPGHVPGAA*G*GSRPGGRPQL 

PDPVQSWGP*EAPSHP*PRNFPQ 

TRRHLGVKQHGCSQPSPHGSRA 

SQAHPGISGLF/GPHHPGPPLFIH 

GPRCCC AQ ATA SN HL F ACGTSS 

DP 


13903 


44271 


C 


13983 


127 


297 




13904 


44272 


A 


13984 


3 


1920 
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SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



113905 144273 



SEQ ID NO: 
in USSN 
09/540,217 



13985 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



2271 



13906 44274 



13986 



600 



Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 



GQGRRTAGGGGGGGAGVGAG 
AGAMEAERGPERRPAERSSPGQ 
TPEEGAQALAEFAALHVWSGE 
GIGVGSPAHTPADGNSGPQVFD 
AGEVFGIMQVEEVEEEEDEAAR 
EVRKQQPNPLAPPTSLCPMPTR 
QPH 1 VACA RSI FLIDH A WTCR V 
EHARQQLQQVPGLLHRMANL 
MGIEFHGELPIWVPEGSSGGW 
MGEREVPYVLCLQTAEEKMPV 
WYIMDEFGSRIQHADVPSFATA 
VPLEEGPQPSVPSPPLMGTH/DL 
GTEEVTRDFAYGETDPLIRKCM 
LPLSSSHRGMETPCVHTSRASL 
PLQACELPSWSLLLINEPPRPAF 
PSLP*PHLYFRCVSF*AIPGLVLE 
SRLDTWEPGSPSSGSPHRVYTD 
VQQVASSLTHPALPVRASRHCR 
PPLELAHLPPPCRKLSQERPGVL 
LNQFPCENLLTVKDCLASIARR 
AGGPEGPPWWVLGWHHLGTQ 
APGAPQTALLLPRGEDNHWICK 
PWNLGLCVLGSPRGLCPGHQR 
ACTCVLQVVSKYIESPVLFLRE 
DVGKVKFDIRYIVGGTSLAGTR 
PLKNPYVSAHLSSRAFAQGRRG 
RGG PT WSG WLL ARDP A R V * DL 
LSSLVHSVERCPMQWALSEWQ 
LHHLST WSSG LCGL AG * * VFQM 
HRTPTPP* *QA ACSRPSGGL YR 
A*WALCLLPGAADPLLRGCSEQ 
AS*LRLPGPQAE1 FRAFTELFQ V 



MEEQRVQFTLWLHFSPHGICQF 
ESGRQEAKKLKGSGQPLKTGEI 

J KTG IQK YRRE ALLQH YLGPASL 
AGRSKALTGTAERSCSSGSDSSI 
FTLCVN YNDSRAIMKTLA AIGT 
GFDCASKAEIQLVQILGMPPER 

j FM Y ANSC KQMSQIK YTANNG V 

QMMIFGNEVKLMSVARTHSKQ 

P/CHISVKSGAMLKASRLLLE*A 
KEL 



B 13987 



2040 



13988 



205 



438 



L YFLETG VFC VQVPAQQC*CSV 
I PGSCRRPLEEAG WRGLG LSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLS 



BNSDOCID: <WO 0175067A3_IA> 
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PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


1 3909 


44277 


A 


13989 


284 


632 


KTGVFCVPGPRPTVLM*CSFVG 
GKKNQYCLTGDAGCLQEKHSL 
GPAGV/HLEEAGWUGLGLSGRL 
AGTGLPSGSRGNRTERGERGKL 
VRGRRGVTRWLSHPQVQRQAD 
AGTCSPFEP 


13910 


44278 


A 


13990 


594 


1003 


VRKGHHAVRGLCGRAQFRCIS 

GDPGKRPLG/LPGGNAPKSGSL 

ARRPQPVRIPGSRPQ/RGSVSHL 

GPAGVH* R/RAGWRGLGLSGRL 

AGTGLPSGSRGNRTERGERGKL 

VRGRRGVTRWLSHPQVQRQAD 

AGTCSPFEP 


1391 1 


44279 


A 


13991 


1 


1500 


VRVAHIPIAAAEIAAIPDRGGHL 

SVGKRKLTFWFFYGVLPFRDV 

AIEFSPEEWECLDSAQQHLHRD 

AMLENYGNLVSLAAGDQSLPG 

DAAASAVCRQLSPSACGAILGL 

PPVNGVAPVRLRGEIVTYTWSQ 

LTGLALALSKDGADGLRRLTRP 

TRRAPPALLLAPQTAAERWRG 

KCDPRHGGGCALALQGWTLYP 

RESPSRESKELGGLWSFRADLD 

SRRQGFEEQWYPRPLRELRGRG 

GRRPEARRWEGGSPGPCRLLPL 

SAPELAPYRKLKVNGLRGAGL 

GDGETGGTGEGRGGRRRKRCC 

RTLSRDEGFND1CQDWWLRQF 

VGWVLYEQEVTLPEQWTQHLR 

TRVVLR1ASAHSYATVVSAARS 

RQGRGIGGLIYTLGMPFFLSGW 

QVPEPHAAGYVRECLIAGPLLM 

P/TTCCPLLISPVSAVGEWGRHA 

RA*GADSSSLVQNTDFDFFNYA 

GLQR\SVLLYTTLTTYIDDITITT 

GVEHDSAEIPIFPEYLRVNTGN 


13912 


44280 


A 


13992 


2 


307 




13913 


44281 


A 


13993 


220 


427 


MSTLPFPSLQMFRRPPYGSPSTC 
RSQDNRSYSRVTEELQERRRW 
NSGDAN*DQSPEARRQRPRHIE 
EAA | 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon. /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13914 


44282 


A 


13994 


1 


2832 


MGKYYTQGDKVLMPLAlQVhT 

HAVCDGFHVGRMLNELQQYC 

DEWQGGAYPKGYFVQNTDFDF 

FNYAGLQRSVLLYTTPTTY1DD1 

TITTGVEHDSAAAPMVDSLIAR 

VGVMARGNAITLPVCGRDVKF 

TLEVLRGDSVEKTSRVWSGNE 

RDOELLTEDALDDLIPSFI I TP.n 

QTPAFGRRVSGV1EIADGSRRR 

KAAALTESDYRVLVGELDDEQ 

MAALSRLGNDYRPTSAYERGQ 

RYASRLQNEFAGNISALADA 


13915 


44283 


A 


13995 


1 


2934 


M1TFDFMSHIQVTLMQEVSFHG 

LGQLRPCGFAGYSPPPGCFHRL 

ASSVCSFSRCTVQAAVDLPFWG 

LEGTSPLLAASLGSAPVGTLCG 

GSDPTFPSWTALADVLHEEGHT 

PASNFCLRNLAGEASQSWRKE 

GLGTPRPTASSTEELQTLNEDSR 

LMTSPHNLEETRDCDTFI PKk:^ 

LGWKEIRVYGQNKTLGFWLQA 
QLLICDGGNLRMFRLLPYGSPS 
TCRSQDNRGYGGVTEELMERK 
RWNSTDGFH1QGVLE 


13916 


44284 


A 


13996 


68 


425 


SHILPGAPGAPAWWTRWPSTLP 
EPFPRGRGSPAGTSPI^RPHI vn 

SS*ASRGSDSRLPV/GPASCQAS 
GPGPDSRRPPPCTPA\GPHHGSL 
PSAGRVGASAAAAGPPSPAVPL 
PPAERPAP 


13917 


44285 j 


A 


13997 


324 


723 

( 

< 


TAFSLNFQGGVEGEVWAGTRA 

ARGACAGERGLGGSRTRSGW/P 

GTAGPGOAGHGTCSI PCPST PP 

AMGSCVSEPPRQAPPPAPWRLV 

PSTAQGLRSVGTQCGTGGSSAC 

3PC\GDPGF*THQSAPCQNGP1S 


13918 - 


44286 


A 


14000 


39 : 


583 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 

hod 


SEO ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinlc nucleotide ; 
deletion, \=possible nucleotide insertion) 


13919 


44287 


A 


14001 


181 


1446 


EDLLQEAQALAEVTAQGKGLG 

QVRSLDLSLEACAGSPPLQVLD 

LQDREPRSLTSLPSSAANRGKL 

EKAQSNPCGHRRHQAAGLKLP 

LFS AQAPQGQPTPA PRFRAATR 

KPGTAQSHAPLWSPAMSFFPEL 

YFNVDNGYLEGLVRGLK/ALGE 

LSQADYLNLVQCETLEDLKLHL 

QSTDYGNFLANEASPLTVSVUD 

DRLKEXKMVWEFRPHEGTMPY 

EPTSPSFP*TSITLQFT*FDNVI/L 

WLIHRARLHQRSIAELVPQVAH 

PLGXSFEQMEAVNIAQTPAELY 

NAILVDTPLAAFFQDCISEQDLD 

EMN1 E 1 1 R2SITL Y KA YLESF Y KFC 

TLLGGTTADAMCPI\LEFEA\NR 

RAFINT\INFFG\TKTVPKKDRCP 

AFFPH/CG AGFFPEG PA AMG FG 

LNNLLTG A KKRG PYN FPEVQL 

AFLRGDG 


13920 


44288 


A 


14002 


1 


1182 




13921 


44289 


A 


14003 


26 


342 


ARFLAGP*LPSRRTGLRDLQPA 

MPEPP\PTPWAPVRPEPPRRAPP 

PAPRRPVPSTGKEQTTQGLRSA 

GAGHRDWQAAPPAAPVRDPLG 

EASWAPESGGDVESLYV 


13922 


44290 


A 


14004 


66 


463 




13923 


44291 


A 


14005 


3 


1446 




13924 


44292 


A 


14006 


221 


852 


NSFLMVGFFPFFSL/CAAFDTKT 

GLRVAVKKLSRPFLRPDGYYTE 

FN I YLLFN F YILTSS A V * V VLSH 

SVVIECLLS1RHCSRYFRKSSED 

KNFLRGSRLLCNFSLISRYLVTH 

LMG ADLNN I V * R YR* YK**FFK 

MNSPFLPLPVGGELIMHHKVDP 

VCF VFFSLP VSKS* QF VCSSS AL 

*!LDFGLARHTDDEMTAKGQPE 

CFVRWACAS 


13925 


44293 


A 


14007 


55 


784 


RHIQDPASQRLTWNKSPKSVLV 

IKKM RDASLLQPFKELCTHLME 

ARGAGGGHDARSLTTAPVSRE 

PPCRRVGSAGGMSRLALCFQEN 

MIVYVEKKVLEDPAIASDESFG 

AVKKKFCTFREDYDDISNQIDFI 

1CLGGDGTLLYASSLF/QGNAA 

VVLRSRJLKVRVVKELRGKKTA 

VHNGLGEKGSQAAGLDMDVG 

KQAMQYQVLNEVV1DRGPSSY 

LSNVDVYLDGHLITTVQGDGVI 

VSTPTG 
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SEQID 
NO: 


Sr.Q II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, j 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13926 


44294 


A 


14008 


155 


1592 


PESRHQCFSDRSANFLTMEMEQ 

EKMTMNKELSPDAAAYCCSAC 

H\GDETWSYNHPIRGRAKSRSL 

SASPALGSTKEIRRTRSLHGPCP 

VTTFGPKACVLQNPQTVIMHIQD 

PASQRLHVEQRPPRTVLVIKKM 

RDASLLQPFKELCTHLMEENM1 

VYVEKKVLEDPAIASDEVSFGA 

VKKKFCTFREDYDDISNQIDFII 

CLGVDGTLLYASSLFPGQPSPP 

VMAFHLGSLGFLVTPISFENFQS 

QVTQVIEGNASCCSSGSRLKGQ 

G W* RSLRGKKTAX VHNG LGEK 

G\SQACRPGTMDVGKA/QAMQ 

VPRS*NEV\VIDRGPSSYLSNVD 

VYLDGHLITTVQGDGKARSTV 

LGP*ASLGRE*RLRLSLSGVIVS 

TPTGSTAYAAAAGASM1HPNVP 

A1MITPISRSVLPTAGGPHLSLL 

DPQIMLSPEARNAGGGPFWKP 

WLRLLLSRPSISITTSCYPLPSIC 

VRDPVSDWFESLAQCLHWN 


13927 


44295 


A 


14009 


327 


466 




13928 


44296 


A 


14010 


2 


196 




13929 


44297 


A 


14011 


923 


1776 


WRKCGCETAGSASATRAAATE 

fCMEAPRNKMCRDQENS A WRN 

AVPGP*E*RQPEEFPRTTSILAEP 

TV LS RRKCRPSEKRG S ATEKFG 

ATSAVTENPPLGAAGERANKTL 

GAATVTPTLGPRPRMEKGGTR 

CPSTL*PSVQERQPESPSGNHPE 

TQKI EF AG RR VTFQHR W ATTLR 

TRI SGTG A SPRDRS A FFG FP WC 

G/A AQPSDEESTP ATQE E AQ AQ 

AGVAAAASSEEPGHCAPRPPHA 

PRSALFEDWSREPERSDDGDLS 

ECRRPATEPWRPPGSAWRLPCA 

A 


13930 


44298 


A 


14012 


568 


1223 


SARGLLPGSGPLSHAGPQLQVE 

V^GCLPPPDSTLELVVCGTVAI 

SRVRMSAVCVLRTWS\RNAG\Q 

L1\CFTVFQPCSNVHVL/KGPNY 

VCFFG\YPSF\KYSHP\HlsJFLKTl 

NAVCGQXLVQFRFPDTEEGIRK 

VTV/KCYVKEGDTVSQFDNIGK 

VQSDKASVTMASPYDGVI/RKL* 

HSLDDIAYVGKPLVNIETEALK 

GTVNLFYQIDYCPPFVIGSQLK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknowii, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


13931 


44299 


A 


14013 


5 


296 


LFSRVPSKGPPRYHHTSSRGTR 

AD*LISS\GNS*AHCIPSGLQGM 

LNLLPTPRAPVRPEPPRRAPPPA 

PRRPVPFDHPRACGTGRQLHLQ 

PRCGIH 


13932 


44300 


A 


14014 


1 


376 


MQAVLLTVLQKHNQSVIYWY 

MKYIYYEGLVIMDDYDYVIMD 

YMTMETEKSHDLQAGGPGKPV 

VQFQFKPKILQASRGNGVKSWS 

KSKG LRTRCAN VQG QEN REGP 

A1CHSPFLCLFVLFGSSTGRMIPN 

HTGDTSKVIAGTEERGVPKKVT 

LKFDACAAIDRPWAHQLDCTY 

HFKGSNDEHDSRLHTNAG*L*L 

C/RL WIT* LWRLRNPM 1CRJLEA 

QESQWYSFSSSPKSCKPVEAMA 

LSPGPSPKA*EPGVLMSKGRKI 

GRAQLSIHLSSAFLFFSAPQQVE 


13933 


44301 


A 


14015 


1638 


2289 


VEKJCKKPMSAPALRLPDLTKLF 

TLYVSETKKMAVRVLTQTVGP 

WPRPVAULSKQLDEVSKRWPP 

CPKSLVAIALLAQEADKLTLRQ 

NLNIKSPCAVVILINTKGHH*LM 

N ARLARYQSLLCEH PR1TLGSL 

QHLNPATFLPVSESPVKHNCVE 

VLDSVYSYVGPNHRDHPLNISR 

LGAVTWMGSSFHQPLQSDTLK 

KTTSPGSSHTRKLTGPRTAEA 


13934 


44302 


A 


14016 


1 


675 


MAPPLRPLARLRPPGMLLRALL 

LLLLLSPLPGLREGIGELITPIGT 

SLPDLDPARRRWEGGIGRVGSE 

VADLCPGKEGGKVPEAEKEGV 

WCFSELSFVKEPQDVTVTRKDP 

VVLDCQAHGEVP1KVTWLKNG 

AKMSENKRIEVLSNGSLYISEV 

EGRRGEQSDEGFYQCLAMNKAF 

*AILNQKAHLALSRJGST*RRRP 

DRP*EDEAFVMTTHCFQDLLTS 


13935 


44303 


C 


14017 


18 


329 




13936 


44304 


A 


14018 


391 


895 


WASSDTPTGFTQRWRPDWAGG 

GGGEERGDGTGVVWEGEKVY 

RFRRVTGGSSFPSPAVLVRAPN 

TGMPKLTYIQT*GPLGERGKEP 

VPPNVPTLPQTFGGLLNASVVRK 

TEIPSPSPPPVCYLRASAERQ/PA 

GGSPQAKWRRAASSPPPLPPVH 

LPPPPPPPRPPPPPPP 


13937 


44305 


B 


14019 


1 


1110 





1720 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=linknown, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


13938 


44306 


A 


14020 


282 


710 


YPEPQGWRVAHTVQYPIHIQPL 

KPGPRGR*SIMDIQVPPKEGGV 

LILKN\SSRLLNSWTQGCLQISA 

FSPTSSTLPGTPWSNVGPYKIAP 

ITSFGE\PFIRVIWKQLPSW1SIJQ 

V/SHKQ*QIHRSVDIGWSPGQEC 
GPKGCFV 


13939 


44307 


A 


14021 


1 


1416 


Mil L1DAEKAFDKJQQPFM LKTL 

SKLGTDGTYLKI IRA1 YDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLLFNIGLEDLARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIVYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTNNRQTESQI 

MSELPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLKE1KEDTNK 

WKNIPCSWVGRINIVKMA1LPVR 

DIDQW/NRTEPSEIMPHTYNYLI 

FDKPEKNKQWGKDSLFHKWC 

WENWLAVCRKLKLDPFLTPYT 

KINSRWIKDLNIRPKT1KTLEEN 

LGITIQDIGVGKDFMSKAPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TT1 RVNRQPTTWEK1 FAT YSSD 

KGLISGIYNELKOIYKK KTNTMPI 

KKWAKDMNRHFSKFDIHA ak- 

KHMKKCSSSLA1REMDIKTTMR 
YHLTPVRMA 1 1 K KSGNNRC WR 
GCGE1GTL 


13940 


44308 


A 


14022 


1 


3450 




13941 


44309 


B 


14023 


1 


3171 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possi ble nucleotide insertion) 


13942 


44310 


A 


14024 


1 


2433 


MRTKTQHTRISGTHSKPVCRGK 

FIALNAHKRXQEKSKIDTLTSQ 

LKELEKQEQTHSKASRRQEITKJ 

RAELKJEI DTQKTLQK 1 N ESRS W 

FFERJNKIDRPLARJL1KKKREKN 

QTDTIKNCKGDITTDPTEIQTTI 

REYYKHLYANKLENLEEMDKF 

LNTYTLPRLNQEEVESLNRPITG 

AE1VAIISSLPTKESRTGWIHSRI 

LPEVQGGTEKEGILPNSFYEASII 

LIPKPGRDATKKENFRPISLMN1 

DAK1LNKILAKRJQQHIKKLIHH 

DQVGFIPGMQGWFNIRKS1NVI 

QHINRTKDKNHM1IS1DAEKAF 

DK1QQRFLLKTLNKLGIDGTYF 

KI1RAIYDKPTANI1LNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

L A RA I RQE KEI KG IQLG KEEVKL 

SLFADDMIVYLENP1VSAQNLL 

KLISNFSKVSGYKINVQKSQAF 

LYTNNTQTESQ1MSELPFT1ASK 

RIKYLG1QLTRDVKDLFKENYK 

PLLKE1KDDTNKWKNIPCSWVG 

RJNIVKMAILPKNWKKTTLKFI 

WNQKRAHITKSILSQKNKAGGI 

TLPDFKLYYKATVTKTAWYW 

YQNRDIDQWNRTEPSEIMLHTY 

NYLIFDKPEKNKQWGKDSLFN 

KWCWEN WLAICRKLKLDPFLT 

PYTKINSKWIKDLNVRPKTIKTL 

EENLGITIQD1GMGKDFMSKTP 

KAMATKAKIDKWDLIKLKSFC 


13943 


44311 


A 


14025 


1 


1023 


MGAIYDKPTANI1LNGQKLEAF 

PLKTGIRQGCPLSLLLFNIVLEV 

LARAIRQEKEIKVIQVGKEEVK 

LSLFADDMIVYLEDPIISAPNLL 

KLISNFSKVSGYKFNVQKSQAF 

LYTNNRQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEXKEDTNKWKNIPCSWVG 

RINIVKMAILP/KAICRKLKLDPF 

LTPYTKIN SR WI KDLN V RPKTI K 

TLEENLGNTIQDIGMDKDFTSK 

TPKAMATKAKIDKWDIIKLKSF 

CTAKETTI RVNRQPTEWEKIFAI 

YSSDKGLISRIYNELKQIYKKKS 

NNPIKKWAKDM/NRHFSKEDIY 

AAKRHM 


13944 


44312 


B 


14026 


1 


2206 




13945 


44313 


A 


14027 


1 


1689 
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pEQ II) 

NO: 



SEQ ID NO: 
of peptide 
sequence 



13946 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



44314 



Nucleotide 
location of first 
codon for peptide 
sequence 



14028 



Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 



2523 



Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



MKQFLLYLDESNALGKKFIIQDI 

ddthvfviaelvnvlqerchtr| 

LGYTEFLVAWRVTFGLCVEAV 
TLHLKYQILIRGLLEMMSFSDA 
DILKQLPVTVPGLFPASLSPSSL 
LGNSPPSWLRHNSESKVSAVSS 
PSATKTLSTGIGKLDPGHKEMA | 
EESELLKN1CMQAPPLSRCPESQ 
KCQHQLRLHH WKPS VRHQVKRl 
RSPA VLRSAMPPADCPAVLEAT | 
TATHPEKGTALSKHLPSSDSMS 
LKVDVEALENSPGATYIWKGG 
KVTRDSQPKEQGKGDLKKKKK | 
GKLPKNYDPKLTPDPERWLPM 
QECSFYQGRKKGKKKDQMGK 
GTQGATAGASSELDARKTVSSPl 
PTSPRPGSAATLSASTSNIIPPRH f 
QRPAGAPATKKKQQQKKKKG 
GKGFPVLREITVVKVDTLVVFQ I 
ILEERLSVFHIQYDTSYPFSTVDI | 
EDHECAVWLLLRKSKSDDKTT 
RLEAVREMSETHHWHDAEKAFl 
DKIQQPFMLKTLNKFGVDGTY 
LKIIRAIYDKPTANIILNGQKLE 
AFPLKTGTRQGCPLSPLLFNTV 
LEVLARAIRQEKEIKGIQLGKEEl 
VKLSLFAGDI1VYIENSIVSAPKL 
LKLISNFSKVSEYKrNVQKSQAFI 
LYTNNRHTESQIMSKLPFTIATK 
RIKYLGIQLTRDVKDLFKENYK 
I PLLNEIKJEDTNE WKNIPCS WVG 
RJNIMKMAILPKVIYRFNAISIKL 



13948 



44316 



14029 



2868 



14030 



3099 



I MGELITPLSTLDRSTRQK VNKD | 
TQELNSALHQGDLIDIYRTLHP 
KSTEYTFFSAPHHTYSKIDHILG 
SKALLSKCKRTEIITNYLSDHSA | 

iklelr1knltqnrsttwklnn 
lllndywihnemkaeikmffetI 
nenkdttyqnlwdafkavcr 
gkfialnahkrkqerskidtlt 

SQLKELEKQEQTHSKASRRQEI 
TKIRAELKEIETQKTLQKINESR 

I S WFFERIN K I DRPL A RL I KKKRE | 

IKNQIDTIKNDK 



14031 



3419 
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SEQ Il> 

NO: 1 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13950 


44318 ! 


A 


14032 


I 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEI ITNYLSDDS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLKELEKQEQTHSKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDAIKNDKGD1TTDPTEIQ 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAirNSLTTKKSPGPDG 

FTAEFYQRAIRQEKEIKGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQKLISNFSKVSGYKFNVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRIKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDTNKWKN1PCSW 

VGRJNIVKMAILP1CVIYRFNAIPI 

KJLPMTFFTELKKTTLNF1WNQK 

XRAHIAKS/VLSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDTDQWNRTEPSEIMPRIYNYL 

IFDKPEKNKQWGKLDSLFNKWC 

WKN WLAICRKLKLDPFLTPYT 

KINS R WI K DLN I RPKTI KTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKJLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


13951 


44319 


A 


14033 


845 


1616 


ARAEVKLSLFADDM1VYLENPII 

♦ARAEVKLSLFADDMIVYLENP 

IISAQNLLKL1SKFSKVSRYKINV 

QKSQAFLYTNNRQTESQIMSEL 

PFT1ATKR1KYLGIQLTRDVKDL 

FKENYKPLLNEIKEDTNKWK1MI 

PCSWIGRIN1VKMAILPKVIYRF 

SAIPIKLPMTFFTELEKKNWLAI 

CRKLKLDFFFIPYTKFNSRWIKD 

LNVRPKTMKTLEESLGNTIQDI 

G IGKDFMTKTPKA M ATKA/KKS 

FCTAKETTIRVNRQPTEWEKIF 

AIYPSDKGLIS 
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SEQ ID 

NO: 


SEQ ID NO 
of peptide 
sequence 


Met 
hod 


SEQ ID NO 
in USSN 
0!>/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkn»\vn, 
1 *=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 




13952 


44320 


A 


14034 


707 


2878 


TLMQKSSIKYWQNESSSTSKSL 

STMIKWASSLGCKAWFNIRKS1 

KVIQH1NRAKDKNHMIISIDAEK 

AFDKIQQPFMLKTLNKLGIDGT 

YFKIIRAIYDKPTANHLNGQKLE 

AFPLKTGTRQGCPLSPLLFN1VL 

EVLARAIRQEKEIKGIQLGKEEV 

KLSLFADDMIVYLENPIVSAQN 

LLKLIRNFSKVSGYKFNVQES\Q 

AFLYT1NRQTESQ1MSALPLT1A 

SKR1KYLGIQLTRDVKDLFKEN 

YKP\LLKEIKEDTNK\WKNIPCS 

G\EGRINIVKMAILPKNWKKTTF 

\RFI WNHKRACI AKT1LSQKNKA 

GGITLPDFKLYYKATVTKTAW 

Y WYQNIDIDQ WNRTEPSK 1 1 PRI 

YNNLIFDKPDKNKKWGKYSLF 

NKWCLENWLAICRKLJCLDPFL 

TSYTKINSRWIKDLNVRPKTIKT 

LEGNLGNTIQDIGMGKDFMSKT 

PKAMATKAKIDKWDLKNLKSF 

CTAKETTI R VNMQPTE WEKIF A 

IYPSDKGL1SRIYNELKQIYKKK 

TTANPIKKWAKDMNRHFSKEDI 

YAAKKHMKKCSSSLAIREMQI 

KTTMRYHLTPVRMAII KKSGNN 

RCWRGCGE1GTLLHCWLDCKL 

VQPL WKSVW* FLRNLELEI PFD 

PAIPLLGIYPNDYKSCCYKDTCT 

RMFIAALFTIAKTWNQPKCPTI1 

DWIKKMWHIYTMEYYAAIKND 

EFVSFVGTWMKLE1IILSKLSQE 


r 


13953 


44321 


A 


14035 


869 


3869 

1 
( 

I 
J 


RHKKPFKKLTNPGAE1QTTIREY 
YKHLYANKLENLEEMDKFLNT 
YTLPRLNQEEVESLNRTITGSEI 
EARTNSLPTICKSPGPDG FTA EF Y 
QRYKEEMVPFLLKLFQSIEKEGI 
LPNSF YE ASI ILIPKPG RDTTKK E 
N F RPISLMN I D AKI LN K I L ANQ F 
3QH 1 KNLIHH DQ VG FIPG MQG 
WFNICKSVNVIQHINRTKDKNH 
V1IFSIDAEKAFDKFQQLFMLKT 
.NKLGIDGMYLKIIRAIYDKLT 
\NIILNGQ 




13954 i 


14322 j 


\ ) 


14036 : 


! S 


)9 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13955 


44323 


A 


14037 ; 


1 


914 


TVTVIHTVARVGNLD1QIQRKS 

ELFLSLVVCEA1KNEMNVMLKS 

SPVDLVTATDQKVEKMLISSIK 

EKYPSHSFIGEESVAAGEKSILT 

DNPTWI1DPIDGTTNFVHRFPFV 

AVSIGFAVNKKKXVDETYLGL 

VKETC FPLQ1 EFG V V YSC V EG K 

MYTARKGKGAFCNGQKLQVS 

QQEDITKSLLVTELGSSRTPETV 

RMVLSNMEKLFCIPVHGURSVG 

TAAVNMCLVATG\GA\DAYYE 

MGIHCWXDVAGAGIIVTEAGGV 

LMDVTGGPFDLMSRRV1AANN 

RILAERJAKEIQV1PLQRDDED 


13956 


44324 


B 


14038 


91 


1959 




13957 


44325 


A 


14039 


28 


152 


LPSPSSKDTDS/AASCCAPRGRA 
KGSVSNSRLSFPPSSVPLP 


13958 


44326 


A 


14040 


35 


879 


GSQCSSPPPASRCGSCSSAPSRH 

CPCRDFEPAVAGLARTPVLTTK 

TNPSPPARTGLNAPSMGTSLI/P 

ALCCFPLYQGSTELQCKAP* * LP 

SPSSKDTDS/AASCCAPYFLVLL 

KVLSSVDNSSIWCSAGPPAQS/S 

SLYTIPMSSMSAKNCSVLRSGT 

WASFTCS*GSQRVSLGTPEALG 

TEDHTSRSLGHSHVCHVDLSPA 

TASCSFQTASSEVSPPATASCSF 

QTASSEVSPPATASCSFQTASSE 

VSPAATASCSFTFSFFFVCALWF 

G1CPSCSAAVLST 


13959 


44327 


A 


14041 


3 


159 


EHQCENPQ*NTGTPNPAAHQK 
AYPP*SSGLHPWDNQRQKJ>HD 
YLNRCRKGL 


13960 


44328 


A 


14042 


54 


245 


GGGGG E AEDRLREPETEKA LSS 
SL/RRA PDQC/RA L I MQLFQAHC 
FFLST/QATAALQAHYAHIFPSK 


13961 


44329 


A 


14043 


903 


1205 


WDVSQNNKSYL*QTHSQYHTE 
WAKTGS1PFENWHKTGMPSLT 
TPIQHSVGSSGQGNQTNREPNH 
E*TPIHNCFKENKIPRNPTYKGC 
EG PLQG ELQTT AQ 


13962 


44330 


B 


14044 


1 


339 




13963 


44331 


B 


14045 


1 


1547 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13964 


44332 


A 


14046 


807 


1440 


NTGKPNPAAHRKAYPPRSSRLH 

P* DLQQTPTDLQLSDLTPGRKT 

NKQKGIASPSTKRTSTPKPHLQ 

ANAQRFCHHQACVTRVPKGST 

KHGKEQLVPATAKTCQ1VKNIN 

AMKKLHQLTEIQIT1REYHKHL 

YANKLKNLEEMDKFLDTYTLP 

RLKQEEVESLNRPIMGSEIEAIIN 

SLPTKKSPGPDGFTAKFYERYK 

EELVSFLLKLFQSIEKEGILPNSF 

YE ASIILI PKPGRDTTKKENFRPI 

SLKNIDAKILNKILANRJRQPIEK 

L1HHDQVGFIPEMKGWFKKCKS 

INVIHHINQTNDKNHMI1SIDAE 

KAFDKTQQPFMLKTLNKLGTIR 

QKKEIKGIQLGKEEVKLSLFAD 

DMIVYLENSIVSAQNLLKLISNF 

SKVSRYKrNLQKSQAFLYTKNR 

HMESQITSELPFTIDTKRIKYLGI 

QFTRDVK DLFKENY KLLLNEI K 

EDTNKWKNIPCSW1EESIS 


13965 


44333 


A 


14047 


603 


764 


LPLFLIEYPLFLSLA*LPWPKLPT 
LC*IGVVREGIPVLCCFSKGMLP 
VFAHSV 


13966 


44334 


A 


14048 


1566 


1865 


MQSIRKTIGIHAKYDKACRNGE 
DICLRETNSAADTQAKRV*SGP 
PAN SN RP A A EG P DC * K EN * QTE 
RTSTPKPHLYVTUKDQRGTQLL 
TNNGTKLDRE 


13967 


44335 


B 


14049 


1 


1932 




13968 


44336 


A 


14050 


711 


1575 


TRKFRRNG* IP*HIHPPKTKSGR 

SR1\FNRPITGSEIEA IINSLPTKKS 

PGPDGFTAEFYQRYKEELTNIL 

DEHRCKILNKILANGIQHDIKKL 

IHDDQVGFIPGMQGWFNIRKSI 

NVIQHVNRTRDKNHMIISIDAE 

KAFDKIQQPFMLKTLNKLGIDG 

MYLKIIRAMYDKPTANIILNGQ 

RLEAFPLKTGTRQGCPLSPLLFN 

IVLEVLARAIGQEKEIKGIQLGK 

EEVKLSLSADDMIVYLEKPIISA 

QNLFKLISNFSKVSDTKSMYKN 

HKHSYTPITDKQRAKS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


13969 


44337 


A 


14051 


1 


1579 


MQGWFN VRKSLNIIHH1NRNND 

KNHIIISIDAEKAFDKIQQPFML 

KTLNELG 1 DGTY LN 1 1 RTIYDRP 

AAN11LNVQKLEAFPLKTGTRQ 

GCPLLPLLFNIMLEVLARAIRQE 

KEMKGIQLGKEEIKFSLFADDII 

VYLENPIFSAPNFLKLISNLSKFS 

GYKINVQKSQAFLYirNRQTESQ 

IMSELRFTIATKRIKYLGIHLTR 

DVKDLFNENYKPLLNEIKEDTN 

KWKNIPCSWTGSINIVKTAILPK 

VIYRFNAIPIKLQLTFFTELEKTA 

LKFMWIQGYSNQNSMVLTLLV 

1PRKMRSAVELQQTSTDLQLRD 

LTVRKKTNKRKATASTSQKGH 

LHQNPICRSPTSKTKEVGFRRSV 

ITNFSELKEDVRTYHKEAKNLE 

NRLDEWLTRINSVEKTLNDLKE 

LKTMARDLHDACTSFNRRFDQ 

VEERVTVTEDQINEINDGENGT 

KLEN TPQDHQENFPN L A\SRPTF 

KFRKYREHYKDTPREEQPQDT* 

LSDSPRLK*RKKC*RQPERKVE 

LPTKGSPSD 


13970 


44338 


A 


14052 


50 


1105 


TRKSRRNG*IPGHIYPPKTK\QE 

EGESLNRPITGSEIEAIINNLPTK 

KSPGPDGFTAKFYQSTNNKNH 

M 1 1 SI D AEKAFH KIQQPFMLKTL 

NKLGIDGTYLKIIRAIYDKPTAN 

IILNGQKLEAFPLKTGTRQGCPL 

SPLPFNIVLEVLARAIRQEKEIN 

CIQLHNEEVKLSPFADDMIAYL 

ENP1VSAQNLLKLISNFSKVSGY 

KINVQKSQAFLYTINRQTESQl 

MSELPFT1ATKRIKYLGIQLTRD 

VKYLFKENYKPLLNEIKEDTNK 

WKY1PCSW1GRTNIVKMAILPKV 

IYRFNAIPIKLPMTLSSQNWKKT 

TLKFIWNQKRAR1AKS1LSKKN 

KAGSIMLPDFKL 


13971 


44339 


A 


14053 


1 


764 


MQGWFNVRKSLNIIHHINRNND 

KNHIIISIDAEKAFDKIQQPFML 

KTLNELGIDGTYLNIIRTIYDRP 

AANIILNVQKLEAFPLKTGTRQ 

GCPLLPLLFNIMLEVLARAIRQE 

KEMKGIQLGKEEIKFSLFADDII 

VYLENPIFSAPNFLKLISNLSKFS 

GYKI*FPLFLIEYPSFLSLA*LPW 

PALPTLC 
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SKQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO 
in USSN 
09/540,217 



Nucleotide 
locution of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



13972 



13973 



13974 



44340 



44341 



44342 



14054 



14055 



301 



14056 



344 



370 



1418 



M G INQRRK A EN S KNQS A SSPTK 
DCSSSPAKEQSWTENDFEELTE 
VGFRRQANAERFCHHQVCPKR 
APEESTKHG KKQ/RSI SHCKN M 
PNCKDHRCYEETASTDSLAETQ 
QQKRJEF 



DDGVF*IDNHVICKQRQFDFLFS 



MVREGFPEEVTFELKNELE1SK 

GQQMGKNIPDTGASSAKALGE 

RELGTLDKMKNSPSDGSKKDIR 

THRKEAKNLEKRLDEWLTR1NS 

VEKTLNDLMQLKTMARELHDA 

CTS FN SQFDQ V EE RIN K 1 D V RL A 

RLIKKKREKNQIDAIKNDKGDIS 

TDPTEIQTTIREYYKHLYANKL 

ENLEEMDKFLDTYTLPRLNQEE 

FESLNRPIIGSEIEAVSNSLPTKK 

SPGPDGFTAEFYQRYKEELVPF 

LLKLFQSIEKEGILPNAFYEASI1 

LIPKPGRDTTKKENFRPVSLMNI 

DAK1LNKILANRIQQHIKKFIHH 

DQVSFIPRMQGWFNICKSINIIH 

HINRTNDKNHMIISIDAEKAFDR 

IQQPFMLNTLNKLGIDGMYLKII 

RTIYDKPTANHLNGQKLEAFPL 

KTGTRQGCPLS/ATPVQHSVGS 

SDQGSQARERNKGYSIRIC*GSQ 

1VSVCR*HDCIFRKPHRLSPKSP 



13975 



44343 



4057 



240 



596 



CYSFLFVRCPSDSQVPQLQVC/C 

EFAGGPLQTVFAWVSPAEVVE 

M FLQG * RKPF YM S Y/TSFEM A L 

MKVWTMVRTSASPVGDVFGR 

GWSPFPTSTVGALTVFGVSPGS 

CRSSPLPSERLWV 



13976 



44344 



14058 



507 



971 



13977 



44345 



14059 



561 



758 



13978 



44346 



14060 



364 



2663 



PANQKKSRTRRIHSQILPEAQR 
GAGTIPSETIPINGKRGNPPKLIL 
SQHHPDTKAWQRHNRXREFY 
TDIPDDH*CKNPQ*NTGKPNPA 
AHQKAYPPRSSWLHLWDARLV 
QRTQISKRNSSYKQNQRQKPHD 
YLSRCRKGLQQNSAALHAKNS 



DGQLTL VSI LN HYSLAQSCEY* 
DGECFCLHCSASPFL*EGAQST 
ACTAPPECFASDLG A V* LPQHS 
WCSTL LLEG A P W PGTLGTA PQF 
QHRKLGTNLAG 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


13979 


44347 


A 


14061 


1 


64 


MP1GKVGEYYIKGTLRATKESE 

QQSSALELSSDRVYLNEKEPGD 

QPWNAAFVFRGCGVALALRJPP 

HLG WG EPR W AGFRG A FG FPFS 

TLNPSNWSLTLI1QGCKQEGFYS 

PS M RPRV VPKRG SAPKVRA E EN 

AALPSRCPPGPLPVAQP/TGPAD 

GGSCEQCPSCGCGCCQLPPPLP 

WFPR*TPCDKRV 


13980 


44348 


A 


14062 


1 


774 


MFVWSNVEGHSVAMFPWYSIP 

FLNPPCSHTRPSNLPVTQWPPTR 

ENNLPSWQLLLTS1HQAQFLSA 

LHKEQGSSSEKDGRSPNKWDK 

DHIRCPMSVAVMI FSKRHQ A L/ V 

RAHQGHPNQDNWTVSQMLSK 

W WYTLG PNERQKY H EL AFQ AT 

AALQAHYVH1FPSKGRWELLH 

GSQRLDWGRCQLKLLGQQGQ 

DVLHTNLGKEENSSCWGYKME 

CEEGFGPQGGDCGLGGVHAPL 

LSPEGLDSEQNTLIMGDIFHCA 

KKLP 


13981 


44349 


B 


14063 


1 


753 




13982 


44350 


A 


14064 


2 


1457 


YPRRRPSRAGVLAGPAVLAGPP 

SSPGRRPRRAAFFAEPPFSARRS 

PRRAAVLAVPPSSPRRRPRRAA 

VLAAPRVLAAPPSSPRRRPRXPP 

PSSPRRRPRRAAAGSLPGAELP 

QSSRLAAHL\AAD*PDS*IAAGA 

VPRGWEGLTIMAEGKEEQVTF 

YVDGSRQRAYAEKPPVVKTIRS 

CTV/SGHSRHNSSSGMVSSPNSP 

/IPFQFTFQIPSLLQAALWLCL*V 

TWHFFVRTVLSSRHCFSPGGLF 

SLSLQSAGCPAGSLQAEFVALP 

PGGQSRLHRTRAS*VPGAFQEK 

CPLERVWPFHPSKQHPRNGLAF 

PL P* APQRTQ P AE DTLPRH PE M 

GL1LSQGTAG/PGRECQATQLPA 

QHSHAEVLHFGGAMSGQLSLV 

GPQDSKRTARLTDSQHLGSPT* 

QPPGLTEGTS L EQG * * S * MG WM 

VGVIAGAPSGWSGSSGPSEGTP 

LFSSPA * LP WPELPTLC* 1G V VR 

EGIPVLCQFSKGMLPVFAHSA 


13983 


44351 


B 


14065 


72 


1235 




13984 


44352 


B 


14066 


1 


2715 
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SEQ ID 

NO: 



13985 



SEQ II) NO: 
of peptide 
sequence 



(Vict 
hod 



SEQ ll> NO: 
in USSN 
09/540,217 



Nucleotide 
locution of first 
codon for peptide 
sequence 



44353 



13986 



13987 



44354 



44355 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



14067 |50 



14068 1 



14069 



1331 



1304 



1155 



584 



Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



TRKFRRNG*IP*HIHPPKTKSGR 

SR1\FNRPITGSE1EAHNSLPTKKS| 

PGPDGFTAEFYQRYKEELTNIL 

dehrckilnkilangiqhdikkl| 

IHDDQVGF1PGMQGWFNIRKS1 
N VIQH VNRTRDKJMHM1 IS1DAE 
KAFDKIQQPFMLKTLNKLGIDG | 
MYLKIIRAMYDKPTANI1LNGQ 
RLEAFPLKTGTRQGCPLSPLLFNl 
IVLEVLARAIGQEKE1KGIQLGK | 
EEVKLSLSADDMIVYLEKPIISA I 
QNLFKLISNFSKLSGYKINVQKS 
QAFLYTNNRQTESQIMSELPFTI 
ATKRVKYLGIQLTRDVKDLFKEI 
NYKPLLNEIKEDTNKWKN1PCS 
WIGRfNIVKMAlLPKCKTVGLLSl 
N1STHKSAVHALVEAGG1PSLIN f 
ILLVCDEPEVHSRCAVILYD1AQ 
CENKDVIAKY 



MFVWRNVEGHSVAVFPWYSIP 
FLTPPCSHMRPSKLPVTQWPPT 
RENNLPSWQLLLMSVHQAQSL 
S ALRKEQDSSSEKDGRSPNK W 
DKDHIWWPMSVAVIIFSKQHQA 
L/ VRAHQG HPNQDN RTI SQMLS 
EQWYTLGPNEMQKYDLAFQN 
IVEARIRY/CHRPRKRARFLSHAsI 
PPWRQLPAAGAEASGAWNLPA 
GGG*HDYNRCSVPVFRTEVSTR I 
PRPSEICGLTQE*TLLSAKSQVG I 
NTFGFAGHTISDTTTPCGLCTSK I 
AAIEVPEADTLPHICSWHKGEE 
CGLRGPEPSSPPPRPSLAARVSA I 
GRGALRRRRRPEVPP\SRAPRSA | 
ATATPANEQRAVADVGQWAR 
ARGGRVRAAGRSGLLRVKMM 
[ KMKT VMIHFH LMKDE YI FSS 



SLQRKA ARFASSSTVPRRPQGI L 
PIISFSNVPVGSRRLKAPLVFIGP 
G* ITLNRIPYLPHSAARDPFTWN | 
TFSFLLPCEEVPST 



3988 
3989 



44356 
44357 



14070 
14071 



1248 
459 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13990 


44358 


A 


14072 


1 


2156 


MGKKQSRKTGNSKNQSASPPP 

KERSSSPAMEQSWMENDFDDL 

REEGFRQSNYSELKEEVRTHGK 

EVKNLEKKLDEWLTRJTNAEKS 

LKDLMELKTTARELHDECTSLK 

RVSVTEDQMNEM1CREEKFREK 

RIKRNEQSLQEIWDYVKRPNLH 

LIG VPESDRENGTKLENTLQDI I 

QENFPTMLVRQANIQIQEIQRTPQ 

RYSSRRATPRHIIVRFTKVEMK 

EKMLRAAREKGRVTHKGKPIR 

LTA DLL AETLQ ARRE WG PI FN I 

LKEKNFQPRISYPAKLSFIDRST 

RQKVNKDTQELNSALHQADLI 

DI YRTLHPKSTEYTFFSAPH HTY 

SKIDHIVGSKALLSKCKRTEIIT 

NCLSDHS AIKLELRI KKLTRNHS 

TTWKLNNLLLNDYWVHNEMK 

AEIKMFFETNENKDKTYQNLW 

DTFKTVCRGKFIALNAHKRKQE 

RSKIDTLTSQLKGLEKQEQTHS 

KASRRQEITKIRAELKEIETQKT 

LQK1NESRSWFFEKINKIDRPLA 

RLIKNKREENQIDAIKNDKGDIT 

TDPTEIQTAISEYYKHLYANKL 

ENLEEM DKFLDT YTLPRLNQEE 

VESLNRPITGSEIEAIINSLPTKK 

SPGPDGFM/RRJLPEGQGGAGTI 

PSETVP1NRKRGNPP*/PHFM/SA 

SIMLIPKPGRDTTKKENFRPISL 

MNIDAKI/RQ*NTGKPNPAAHQ 

KAYPP*SSGLHPWDARLVQLTQ 
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SEQll) NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
coclon for peptide 
sequence 



Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 



AMLPMELGCGPLPEPLPVGCSR 
FSLFK*QTCISTVP/GYMVTAQS 
MSSTPPPPSPSTLPSSPSPPPPLPQ 
PLPPPPPSPPTLSSLSSPSPPRPPL 
VSPSTLPSPQPSSPQPLLPPSSSPP 
SLPSPPPPSPPLPSPSPSAIPSLPPP 
SPQPLPPPPPSSPPPSLPSPLLPPP 
PLSSSPSSPLSPSPPPPSPPPSLPPS 
PPPSPPPPPPPQPPSPPSSPLSSPP 
LSSSQPSLLPPSLSSLPLPSSPSPL 
LPLSLPLSISPP*LSLLSPLPPSPS 
LPPSSFQST*TIGQCFSL/VMWH 
VAPCTYLALAGNTLMAWPLMS 
ASSKASGGVSMFVWRNVEPCS 
VAVFSWYSVPFLTPPCSRVRPS 
NLPVTQWPPTRAKNLPSRQLLL 
TSVHQAQSLSALCKEQDSSSEK 
DGRSPNKWDKDHIWWPMSGG 
HDLQQAAPGPGRAHQGHPYQD 
NWTISQI LSER WYTLGPN EMQK 
YHDLAFQHMAGEDIASDEEHM 
VIHEEEGVMVSLLMTALAPLTL 
ISSSRIFGKVYGPTPSSSYTYSD 
ASSSTLAPTSFLLGPGAFKAQES 
GEEAEDGLRELETEKALSSSL/R 
RALDQ/*LALIMQLFQAHCFFLS 



MLLS1DAEKAFDKIQQPFMLKT 
LNKLGHGYEQHHLHTTNDVDE 
EDLSDAASKGDDFALSEQSQD 
AHFLQPEAYGLGEGAETATGT 
AHQGN H VR VEECG RS LCG C V P 
LVLHPLPDPSLQPHEAQQPASH 
SVACNQRKQPAKLPAVAHERP 
PGGTGSVDPGRPPGATCPESPG 
PATPHTLGVVEPGKSSPPTMEE 
EPWAPQGSPCWTAQSLSALRK 
EQDSSSEKDGRSPNK WDKDH I 
WWPMSVALMIFSKRHQAL/V 



KMFVFLCISAQLSLQCFRGSFHF 
IKIYDFSFQLFFLFLELPYLLLLN 
HFKMLELVLQQGHPNQDNWT 
VSQMLSKWVVYTLGPNERQKY 
HELAFQVKVAH\CNKD*KJCFSS 
EAKPTSQGLAG\GNKGSWEWS 
MSETGTATAPGVSSELLSVAAQ 
TLQSSDTK\SSFCGAEWGHP*GI 
GCDDV1ADDGFSTTDTDLKFKE 
WVTD\ESGDNSGEEPEGNKGFG 
GKVFAPVIPSSFT/HCRPLLDPE/ 
PPGSPDPPAAFGKVYGPTLSSSY 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


13994 


44362 


A 


14076 


1 


637 


MSRVGSCRWVCGLADFKNGAT 

DLCDKSLHNRELSAERPLNEQI 

AEAEEDK1KKTYPPENKPGQSN 

YSFVDNLNLLKAITEKEKIEKER 

QS1RSSPLDNKLNV/EKDVDFNQ 

EFG KLIDG YXDSTKE WDWVH K F 

QDIPNVLVGTAFNVDDGNGGF 

VVHWLNNKEFHFTSSTEVFMH 

QLRKLSDKQVDHENDDADRED 

EEHSQEDRERGLHMKLDH 


13995 


44363 


A 


14077 


448 


464 


KKRA*GSVSQRFPAET* LAD* VI 
NTGSQEAKRREQR 


13996 


44364 


A 


14078 


179 


382 


NTPNQRSVASNRFVKCTHQHS 
VKCTQSALCKMHQSAGFLKVD 
NHRED'KKGHSDRAKTEHGRG 
QIRE 


13997 


44365 


A 


14079 


697 


1654 


PKPSVGRMGFLGTGTWMLVLV 

LPIQAFPKPG\GSQ\DKSL\H**ED 

LSAERPFELNRLLEAEGRTRFK 

KTYPP\ENKPG\QSNYSFV\DNL 

NLLXRAITEKEKIEKERQSIRSSP 

LDN KLN VED V DSTKNRKL IDD 

YDSTKSGLDHKFQENETADTMSF 

SQEEEPVVAGEDLPPPSPQESD 

VQPVQPEEVSARDFLQRLDLQ1 

KLSTQAAKKLKEESSSLERMRE 

ETSLSPTVPTKRWDTRILLIGAF 

YRVLIGAFYRVLMGAFYKPIAS 

YRALIGVFYRALMGAFYNPLV 

RQKSSPRPHSTQEVQLASPLTN 

TQITYYVIFTV 


13998 


44366 


A 


14080 


72 


1117 


ILENHLSDRVAEGGPLQGLRLG 

VQGEAVPPGLVHQRGGLGPLD 

GELIGSVGQQVSDVEGAGSHR 

G*RJ-1TGRTPAVSAGPAA*SATH 

TAPMWLAGW\YEPAQPGPVLV 

SPPTPFGQTRQASWCSA*ARCA 

GSWWH*HQTPGGA*RVAAPAP 

S WSRSCP* RPTRSPA A A PPA PSR 

PGRAVGLATGAGHPAQHGHGR 

AVPTGPRAAGAGSWSELCPPSS 

CAGTSRGR*AGTRR*AAPAGSG 

RPGPGAWAGPRCSRSTYAAAA 

CGRGGA*AGADSGPRSGTHAG 

HCGARCRSSTPLVPAAAGHLPP 

PGPGRTGDCPASSCPGPGLPHG 

CSLSGSWGEGWVSAARQAGLP 

WAVA 


13999 


44367 


A 


14081 


2 


269 




14000 


44368 


A 


14082 


I 


591 




14001 


44369 


A 


14083 


2 


477 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( \=lJnkno\vii, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14002 


44370 


B 


14084 


237 


419 




14003 


44371 


A 


14085 


2 


1220 


LPPGFVMAAAAARWNHVWVG 

TETG1LKGVNLQRKQAATMFTA 

GGQPRREEAVSALCWGTGGET 

QMLVGCADRTVKHFSTEDGIF 

QGSETLPG\GEGMFRGLAQTDG 

TLJTCVDSGILRVWHDKDKDTS 

F*PTPGTESGPWGCVGCAKTQA 

HPHVVCHRLGKRMLLK1WDLQ 

GS\GNLCFKAKNVRMDWLDLR 

VPIWDQDIQFLPGSQKLVTCTG 

YHQVRVYDPVASPQRRPVLETT 

YEEYPLTAMTLTPGGNSVIVGN 

THGQLA El DLRQGRLLGCLKGL 

AGSVRGVA\AHPSKPLT*PPVRL 

DRVLRIHRIQNPRGLEHKVYLK 

VSI E/RALLLSGRDNLGG* APEP 

SKTQTRCP*EDTEDR*TLGDPW 

RQLPSGKLFGVWSSPKELSKRD 

GERRSGLGPPAPDAPVPTL 


14004 


44372 


B 


14086 


96 


592 




14005 


44373 


A 


14087 


102 


612 


HCAGSPHSPRSLSGTPLPGLPL 
WRHLRSPSAHRCTVGAPFWAG 
QDRSQLP*LAGRCGGRGPSGNP 
GCAXPACGPAGVPGGRGI GGPR 
TRSSOPA L PAPGNEG LSTR A SO 
CRGRTGSPSSASPPLGLSCLPAG 
QGWGP/GSPPCVSLPPTPWAPV 
RPEPPG * A A PP APRRP V P 


14006 


44374 


C 


14088 


1 


636 




14007 


44375 


B 


14089 


31 


612 




14008 


44376 


A 


14090 


234 


504 


SFYHLGAGE*PGKSRVPIPQFQS 
PWGPYCQGRARGGEVCHLQAV 
PPRGAGAARTLSGHPLGSPEQL 
PQPGPA A ELPGG V VPRSTPPCP 


14009 


44377 


B 


14091 


1 


924 




14010 


44378 


A 


14092 


11 


354 


RLSTSPPDSGAQLASPSGSHTRA 

AGGAACQSRAVRS/PFPSPWVV 

DGTGCGGAGGGARWGGSGCT 

GAHGVGGR\PGMAG\*GPEPCP 

EGRQLRPLAPVGCGQ*REP\G*K 

NSMGETTT 


14011 


44379 


A 


14093 


147 


513 


GSASGVVRLSRWARGLAGFRS 

EAADLRGECYSS*GSASGVVRL 

SRWARGLAGFRSEAADLRGEC 

YSS*KQRGPKELRSPAGFT*WIP 

O.PGLQVELPASPAPCAPTPQPL 

SG*WD\GRRGAGGGARRGGSG 

RTGALGVG\GGSGMAGCRSRA 

LPPREGS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknowii, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14012 


44380 


A 


14094 


418 


1026 


WNPHQGCRWSCLPVPRHALAF 

LSPWVIDGTGRHGAGGGALWG 

GSGRTGAHGVGG\S*GMAGCR 

SRALPHGKAAKAR*EIERSASG/ 

TGTAGGPSTPSAATGPGAKSLI 

ARGQQGWPAAPSAGPAKPTPT 

GNSSWPASAAGSSGSCSRLS/SP 

HLPAS*GSGLQPWPAQKGAPTV 

QQQAEGLPIPRLPEEW1SLPFLG 

HQGEHSGMA 


14013 


44381 


A 


14095 


897 


2111 


PPLLQSSPNFFL1CYLPWKNSHE 

NTH RTGRRG AGGG ARRGGSGR 

TGAHGVGGRLRHGGLQVPSPA 

PWEGS*GPARNRAQRRYHCSCP 

GLQSGLPHYSGYHT*PDEKEKN 

GRJEGQKLER 


14014 


44382 


A 


14096 


1304 


1922 


KLNIGV1YSSEIPDSGAQLASPS 

GSGTRAAGGAVCQSCALRSHSS 

ALGWSMG/PGRRGAGGGARW 

GGLGRTGAHGVGGRLRHGGLQ 

VPSPAPREGS*GSVRNPAQRRW 

AGTAGGPSTPSAATGPGAKSLI 

TRG QQG WP A A PS EG PA KPTPTR 

NSSWPASAARSPGSRSR/RLPPH 

LPAS*GSGLQPWPAHYFEFFLPI 

GQNAQTEVSY 


14015 


44383 


A 


14097 


318 


533 


MVCFDGADCPWVVDGTGRRG 
AGGGAHRRGSGRTGAREAGGR 
LRHGGLQVPSPARREGS*GPAS 
PAGCLAHL 


14016 


44384 


A 


14098 


346 


957 


ARYTLHIPTRLGSPAGFTQW1PH 

RGCRWSCLPVPRRALAFLSPW 

WCSFPVDGTGRRGAGGGARR 

GGSGRTGAHGVGGRVPGMAGC 

RSRALPRGKAAKARREIERSAG 

G/TGTA AG PSTPS A A AG PGAKS 

PFARG/LAGPAAPSARPAKPTST 

RNSSWPASAARSPGSRSWKMS 

LYMKKSASGQSQAQWIAKMW 

KSPRFKPLWLTS 


14017 


44385 


A 


14099 


124 


663 


SCLPVLRRALTFLSPWVVNGTG 

RRGVGGGARRGGSGRTGAHGV 

GGRNPGMAGCRSRALPRGKAA 

KARREIEHSAGG/TGTAGGPGT 

PSAATGPGAKSPIAPGQQGWLA 

ALGrNGAGERLFMXVAFSLKTC 

SLSCSYLRJLTLSRGGSVHVLRG 

NLTVCKPQPALLRVVFHHQRQ 

ADCGALPVP 


14018 


44386 


C 


14100 


1 


672 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14019 


44387 


A 


14101 


3 


1759 


RPLRGWRRTRDARAPRRCRCG 

SHGARRCLRKTAATSRCGGAP 

GP\RSRPPSTGQAAEAGDW/PAG 

CNP*GGLRAADGPGSRPPRGS1 

GLLCGQGGQGGSSPWVVHGTG 

RCGAGGGAPWGGSGRTGAHG 

VGGRLRHGGLQVPSPAPQEGS* 

GSARNRAQPRWAGTAGGPSTP 

SAATGPGRDGEGGVETGAHVSA 

LKGTPGTEWPAHGLVPYS1GDQ 

TCLIFKVTFKAVVLKCGPQTTS 

STSISCPGSAN/SPPSPAG*/GSSG 

CGSSSLCSAHSVQEDSQPQ*KR 

TGLQSXTYGRSGSSSNEPRYHSD 

LPTSRSKXRNEDTFFGRRKKLS 

EVQRTGQDPA * SH HTSS YTLPG 

L*TAEG KDRVENAA* KG SPNFQ 

RSGTFNPKGGARKTRQAWHPR 

APNCQAGTPPREGSSGPRTSLS 

AAFRIPQEVVNFLISGPITRAQR 

HGEPESPRGQTGSPPLGKTGSE 

GTDRKSTGADKKSTGDRQEVR 

EPTESPOGI DRKPTPiivrnRPQTr: 

NRQKVRRQIGSPLGLNRKPNGT 
DKKSTRNRQEVRRRQSAGARQ 
ERAGSSTFLRLSALCGLLVDVN 
REQVAKQKWDLYSSRFTSGNR 


14020 


44388 


A 


14102 


1879 


2607 


GKPSLSLHPGHKCGISRCNGNV 

SSRLRSPAGFTQW1PHRGCRWS 

CLPAPRCALALLSPWVVDGTG 

RHGAGGGARRGGSGRTGAHG 

VGGRLRHGGLQVPSPAPREGS* 

GPARNRAQRRWAGTAGGLSTP 

SAATGPGAKSPIARGOOriWPA 

APS\GGPPSPSPPGTPAGPQAPH 
AAPVPAR\PLPPHLPAS*GSGLQ 
PWPAQKGAPTVQGGG*RAPQM 
PPKWEPRQGRRIVAFT1EVGVL 


14021 


44389 


A 


14103 


2 : 


272 ( 

1 
1 


3HWGMVNSPCRASATVSRGSP 
LPGVLPTSPPSATSTCRMRCHPR 
fcCPLPFRRLSPPSLTPP/PGKPPL 
^PRPHSMPGLG LPLGGLPVFHP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14022 


44390 


A 


14104 


101 


1815 


QSARQLRPCPGAPSLAGVENRR 

K KTTN LTS L A A PDTQSTCG QSC 

GCLHSMGSSCMQHSYYTGFLR 

SLWPCRCHRSAFSGQRRSEEKD 

SKS V RERSGRSQN VPARPALTS 

PLTQSPGPLAPGAGSWSRSQLG 

TGTGVLWWQRESATGDFRTES 

ARSSDPSRRDWPGAKRKREEG 

AATVLWACATASTAIICQDNAI 

SPLKSGNSPSNHLWRPQGQLPP 

VLGLAQPKRWRPNRLTTSPSPS 

RMM A RP VDPQ RSPDPTFRSSTR 

HSGKLEPMEATAHLLRKQCPSR 

LNSPAWEASGLHWSSLDSPVG\ 

PCRP*GLRPSTHGAR\TFSGARP 

GLGGYSPPPEEAMPFEFDQPAQ 

RGCSQLLLQVPDLAPGGPGAA 

GVPGAPPEEPQALRPAKAGSRG 

GYSPPPEETMPFELDGEGFGDD 

SPPPGLSRVIAQVDGSSQFAAV 

AASSHQCLSHHIPMSPSVGRNG 

LLTKPPSTSRRGKLTKRDDMYY 

FVPFRSLNDMMHMLPFIEDSR 

WTHNLDIN REQKTNPL AG PKG 

RPISRTQAAASTSNSKTESQ1QE 

KTEEAPFSLRYININNRSMDPLN 


14023 


44391 


A 


14105 


39 


877 


AGPGPPRPLPPRSSEGPPGAS1SL 

CSEVPGPSCQGRFRGGRDAMS 

MPWREEERSLLAGE*PS*GG*S 

GRGVSRKCS*PGPRGVPRPRPL 

RSRPRAASSE\DQNSPLDQSLHR 

TRKT1 PSSGGSTA I N4PRRG SSS E 

TFFSAPSKTWVLGIPGETF1SGP 

A AFP\A PG G PRAA PR PSPSLN SL 

♦SGGNGGPGPPRLHFSSCGKGP 

PRPSNSRNXGGQSACQGGSHLV 

C*SHRGSLGEGHAYQGDPCSPG 

HPAKAPSRAHAQARRSAHAAS 

LTSGPCDASCQAW 


14024 


44392 


A 


14106 


358 


546 


CFPSRJRLALSRAPKWPAKRSPS 
EPEMS/PPVWSPHPDPNNTAPPK 
EQPPSSPGRVGRHGNWSV 


14025 


44393 


A 


14107 


22 


549 


DHCLCSVVRNKRDSVYPLPIPP 

CCKTSTISPP/LVDAVRP*DISVS 

KRVTSCAPLEPQPHPCLPTINAG 

R/TLARPQGAPTPNK.EEGQAPG 

RATASGQAAPATTVLGDTTK/G 

PQG RH RGTS A S A AG P APF A V A 

DQLPPEDRAASAEGRK*AAAFP 

FCHRLVQDGGPPPPAAGVPGA 

GES 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14026 


44394 


A 


14108 


146 


2616 


LAAVGMASHCFRQRRQSQSPA\ 

GLRGAGSAYSPA\EGARSSHGQ/ 

PPWRGRRRGPGDPVRGAARCR 

RPRAAAQPARPAARPPARPRPA 

P* A ACC E/VPSA AN S V APS A AM 

* S S AGRDG A SSQRS RRPH A A PP 

RSSALPANGK/PPSPVTRAARTC 

GARSSNTGA*SAARPKHSAASS 

RHPPPAA/MPLPARHA/PGGTSG 

RPLPTPQGSAPTSSASPRGPATP 

PPAGPRAPPPSPRRAAAPRPPGR 

QLSPAPGTPAAGGGGPPFPALR 

♦SGSVFGRQLVGDGERGRACG 

ARGSAAVPALRTFVVSPSTVVA 

GAACPLAVALPAPDPLPCSE*A 

PLRSG*VPQPASLFCSQFRPQA 

WQHP*LLRAPCPRLGAAVPCV 

WCHSRALDSATPRWM*G*RLP 

AVWLXPAFPSPPFNQAFVPPCQQ 

NCSLQNRQTLSASAKJGTEEWD 

IAIKIPENVEVTLELGNEQRLEE 

FGGLRRRQEDEGKFGTPTDWL 

NGCDQNADSNMDSEGQGEDG 

GCSFGGAGLRGSGWGDQTRET 

FLALKANLRWPFRSSAQSQTSQ 

EGAAGARSGLKGGKKNPLKLP 

KKQAKKMNFCAFKQKQEKERK 

KHKELKAKASWKGLRPQVEFK 

NLAERRGEAAVPGCPVVAGHS 

WRLLSLARGCAKRARQLLFPSE 

KLLAALREGSTRGGGAASQPQ 

RKLRVCMRVLDSSVEDFHMDG 


14027 


44395 


A 


14109 


1 


885 


MI1SIDTEKALDKILHPFILKTLN 

KLGIDGTYLKIIRALYDKPTANI 

IMNEQKLEAFPLKSNTKQGCPF 

LPLLFNIVLEVLARAIKQEKEIK 

SIQIGREEVKLSLFADDMIVYLE 

NPIISAPNLLKLISNFSKVSGYKI 

NVQKSQAFLYTSNRQTEIQMM 

SELPFTIATKGIKYLGIVHPLTRD 

VKDLFKENSKPLL/KELEKTTLN 

FIWNQKRAHIAKTMLSKKMKA 

GGVMLPDFKLYYKAAVTKTA 

WLGDDQVFL1PRGHISDYHMG 

KNLGQYPAFQDRGPCGFPQCIV 

PLVYRD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14028 


44396 


A 


14110 


453 


891 


L 1 H LSTD A LRVSG WGT VRSFSS 

HEAJFQTIAWGETLDNTLLSRA 

EVPAAFHGALCPWF1ETREWQ* 

LLQSILLVNIWLTRHVLHSPRSL 

KLP*FYTT*VFVCSKLGQSGWGK 

VAGAKLQMKNISAKQLFKVQV 

LFK1ESLMSSLST 


14029 


44397 


A 


1411 1 


452 


2922 


KMGLAREW1LRFLVLILQEIRS 

MRQKENKDIQDLNSALHQADL 

IDIYRTLHPKSTEYTFFSAPHCI/ 

RTYSK1DHTLGSKALLSKCKITE 

I ITDSQTT VLSELRJKK LTQ\N RS 

ATWKLNS/YLNDYWVHNEMK 

AEIKMFFETNENKDTTYQNLW 

DTFKAVCRGKFIALNAHKRKQ 

ERSKIDTLMSQLKELEKQEQTH 

SKVSRRPITG\SEIEAIFNSFTNPK 

RVPGPDGFDEPNFYQRYKQEL 

VPFLLKLFQSIEKDGILPN*FYE 

ASIILIPKPGRGTTKK/EENFRPIS 

L MNI DAK 1 LNKI LAN RJ QQH I KK 

LLHHDQVGFIPGMQGWFNICKS 

IN V1QH FN RTSDKNHT1 ISIDAEK 

AFNICIQQLFMLKTLNKLGTNG 

MYLKIVRA1YDKPTANIILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NIVLEVLARA1RQEKEIQG1QLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYKINLQ 

KSQAFLYTNNRQTESQIMSELP 

FTTASKRIKYLGIQLTRDVKDLF 

KEN Y KPL LNEI KEDTN K WRN IP 

CSWVGRINIVKMAILPKVTYRF 

NAIPIKLPMTFFTELEKTILKFR 

WN Q KRAHI A KTI LSQKN K AG G I 

RLPDFKLFYKATVTKTARYWY 

ENRDIDQWNRTEPLEIMPHIYN 

HLIFDKPDKNKQWGKDSLFNK 

WC WEN WL A ICRKLKLDPFLTS 


14030 


44398 


A 


14112 


3 


3349 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknowri, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


14031 


44399 


A 


14113 


294 


1107 


RRHRLENYIPRTAQSPHPRKAL 

ARSESKRDGGFKHNWSFDHEE 

ESEGDTDKEPGPLDAPPRP/ESG 

PRAPGKGL*RRSRSPGPSERGSA 

ARJLTAEPEARNPAASTLLRRGP 

SSRRARRRCGPWIKKEAAWEE 

EDGGRQERRLGQDLRTRTLNK 

SKGGIDSRJISLGQHSHPTHAKL 

WLDQSLRJEMEVLKIIGALIMKK 

KVKEIQIKSRARSTPLHDQIGTT 

SPRERTIASKRHPYYITPKGIRY 

EQDTLSRTPITT1RSRQRPLGPLT 

ASPPPSFPTLAPPTQA1KPSLHLR 

EGKPTPTPG ERSTRPHH PEPPRK 

EYALSSLYPPTYLLAPTSTDLG 

NAHPTQEPQFNVDATHPRQNR 

FIPVAGNSPKRSSQFPIVFAPKK 

NTTPPYLDFAAILGLHRRPPRSR 

FRTSYPPKJEFRSSPPERTAPRN 


14032 


44400 


A 


14114 


2 


297 


VQKSVLCSFQAGTMEGVEEKK 
VPAVPETLKKKRRNFADAIQFL 
QTVFLAF*YTLLKGRQ\VYWLV 
EE* HQF Y K1S YRKKM VQRIRQH 
PQSCTVQKSWWP 


14033 


44401 


A 


14115 


3 


754 


GTMEGVEEKKKEVPAVPETLK 

KKJRRNFAELKIKRLRKKFAQK 

MLRKARRKLIYEKAKHYHKEY 

RQM YRTEI RM A RM ARKAGN F 

YVPAEPKLAFV1RIRGINGVSPK 

VRKVLQLLRLRQIFNXGTFWKL 

NKASINMLRJVEPYIA*EYPNLK 

SVNELIYKHGYGK1NKK*VALT 

DNTLIARPLGKYGITCMEDL/IH 

EIYTVGKCFKEANNFLWPFKLS 

SALSGMK/KKTTHFVEGGDGG 

NRVDQINTLNRRMN 


14034 


44402 


A 


14116 


1 


388 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14035 


44403 


A 


141 17 


I 


1 145 


MTRNYEWLLEAESSPQPIAFQK 

MEPQPVNSKELNSANNQCLLE 

KPKLRQRLKDKEYDQGHTAVQ 

CQSWVYVLTPDSFCQQLILLPS 

TENFHECSRSDTAGHLRTGHVA 

SNWLSEHSPQTMPAAMQWDK 

KMQNTSSWFPQKAPEKVKPMS 

KLWQTPSQNDTLYKAVKALTL 

SSPERNSTOTNKKDVHTETSSK 

GHQHQRPKVDKSMKMRKNQH 

KKAENSQNQNASSPPR1MHNSSP 

ARERNWSENEFDELTEVVFRR 

WVITNSSELKEHVLTQCKEAKN 

LEKRLEELLTRJTGLEINQAEERi 

SETEDQLNE1KHEDKIREKRMK 

RNEQILQEIWAYVK\RPKLRL1G 

VPENDRJENGNKLENTLQDTIQE 

NFPELAR*ANIQIQ 


14036 1 


44404 


C 


14118 


291 


551 




14037 


44405 


B 


14119 


1 


1308 




14038 


44406 


A 


14120 


82 


367 


ITLSSPPHSFIGHKTPASGPPQK1 
PPQPSQ/CKQWGDPTPVEAC/CV 
SCPTQG FI SPTRGG PPCKHESL V 
VPLVGTPRRNQPGGHIQHSQR 
WAPVLT 


14039 


44407 


A 


14121 


999 


2661 


VHLTGCGGPGQPVPEPAPPRGL 

RSMRC/G P*GFSPG A E A *TEP/C 

HYGGRGFPCGPFSLGCLATVNSP 

WLPGPRPPCSPWAGPXCGLCPLP 

AAAAERQPALSVPGASPSCRLL 

PLVVLCHGSHLNGGRVLLRPG 

GSPCGHCHNCAGARRGLGHVL 

QGGAQARQREQLQR 


14040 


44408 


B 


14122 


164 


1042 




14041 


44409 


B 


14123 


320 


566 




14042 


44410 


B 


14124 


1539 


1674 




14043 


44411 


A 


14125 


185 


780 


QKAKKGKLKRSKQNSFPGLKK 

TVPSQLVQYCPSF*ISWKPMVY 

QKVPA*PRPPRTPDHHPDPGPA 

PHPRQHHPPPRSPDAEP/SPTTPT 

RRRPPTQPPDPHPKRPPPHSKPH 

PPQQPPTPPTATPTEQQRHTAPP 

TPRPPTTHPPSTPKHPAXPHTAPP 

PTKMTKPPTPQRTTQ D KG RQKK 

PRRQPHHSEPNKKSPKAH1 


14044 


44412 


C 


14126 


1 


1128 




14045 


44413 


A 


14127 


319 


536 




14046 


44414 


C 


14128 


231 


425 




14047 


44415 


B 


14129 


1 


1431 




14048 


44416 


A 


14130 


75 


393 




14049 


44417 


C 


14131 


174 


371 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

rnHnn (Vir npnliilc 

V.UUUM IUI JJl|MIUL 

sequence 


Nucleotide location of last 
codon for last amino acid 

4\f r\4*r\fisltf* kj H it n f* /i 
Ol pcpilCJC :>C<_JIICIICL 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14050 


44418 


A 


14132 


79 


164 




14051 


44419 


A 


14133 


343 


775 




14052 


44420 


A 


14134 


554 


724 


SEGPSKEPTHRJRMKFSHHDDL1 

FLDLSN*QPPNSPEPHPPQSP*KP 

WPQNPSSRQM 


14053 


44421 


A 


14135 


20 


242 


VSFLSMGSGHCIRSTRGSKMVS 
WSVIAK1QEI*CEEDERKMARES 
\L AESMSTY VMMM HTYDS*GK 
THILIMKK 


14054 


44422 


A 


14136 


229 


366 




14055 


44423 


A 


14137 


131 


505 




14056 


44424 


A 


14138 


1 


1317 


AGCSCGSRAMAEEQGRERDSV 

PKPSVLFLHPDLGVGGAERLVL 

D A A L A LQARGCS VK1 WTA H Y D 

PGHCFAESRELPVRCAGDWLPR 

GLGWGGRGAAVXCAYVRMVFL 

ALYVLFLADEEFDVVVCDQVS 

ACIPVFRLARRRKKILF\YCHFA 

DLLLTKRDSFLKRLYRAP1DWI 

EEYTTGMADCILVNSQFTAAVF 

KETFKSLSH\KDPDVLYP\SLNV 

TSFDFSCS*KAGMT*SPRGKNS 

WLLS I NR Y\EREG KI WTLGTGK 

ALVQLRGRLTSQDWERVHLIV 

AGGYDERVLENVEHYQELKK 

MVQQSDLGQYVTFLRSFSDKQ 

KISLL/RQLARVCFYTPRQ*GTL 

GIVPLGRPCYMAVPQF1CCLIRV 

GPFGSSI*PQCSQGFCVEPDPVH 

FSEAIEKFIREPSLKATMGLGWE 

EPE*REKFSPGSILQEQLYRYVY 


14057 


44425 


A 


14139 


■ 


648 


MESKEEQGGVADHQKATRGIP 

TPQPRE V VSER ATQRGNR A FST 

KLCNPKTNRKQQQQYQQQQK 

GRTKTLPKGQHPQRSKLDKLTE 

MRKHQQKNTKNPKGQSPCSPP 

NDCN VSPA R VHN WTG DEMEEL 

TEVGFKKWVRKNCAELKEHVL 

TQCKEAKNLDKRLEELLTRKTS 

LERNINDLMELKT/RA*ELCKA 

YTSINS'IDQAEERISEFEDHLAE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14058 


44426 


A 


14140 


1 


1365 


MPVKGGTKC1KYLLFGFNFIFW 

VSERDCRALLSGPTCSRAPDTG 

RG RECRQLAL PAPG RH RAG RES 

A L RLPAG SKAGSRAG RDGRDG 

RIRVGVSGTLFGSTTGLFNQSL 

AETGFTPYTQKSNDFLVKSLKI 

WHTYFKNFHQEARLYIRTSPGS 

NWNWFCTLGIESPEQPGVYEG 

QRPRVVTKSFASLTLKRVGTVL 

LLAARINADVLYVLQLAGIAVL 

AIGLWLRFDSQTKSIFEQETNN 

NNSSFYTGVYILIGAGALMMLV 

GFLGCCGAVQESQCMLGLFFG 

FLLVIFAIEIAAAIWGYSHKDEV 

I K E VQEF Y KDT YN KLKTKDEPQ 

RETLKAIH Y A VCRLG KDTLLRF 

LRIVSAHRLNCCGLAGGVEQFI 

SDICPKKDVLETFTVKSCPDAIK 

EVFDNKFH1IGAVGIG1AVVMPS 

FRSNH PDPH VSS YLLMFG MIFS 

MILCCAIRRNREMV 


14059 


44427 


B 


14141 


98 


1064 




14060 


44428 


A 


14142 


560 


964 


KRLPRI LGIRGKPCCPDTSRAGR 

RVRGRAAAPCREAARGRGQRR 

FLPPTWRCETGAATMFPSPALT 

PTPFSVKDILNITVRPRS/LGQAA 

LTKRLSASL\SPQSCARCRRRWS 

CV1LSAVRGN*YAGSRAHRDCT 

0 


14061 


44429 


C 


14143 


189 


452 




14062 


44430 


A 


14144 


1 


647 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14063 


44431 


A 


14145 


890 


2905 


LRLSLKFPMSQWTPEYNELYTL 

KVDMKSEIPSDAPKTQESLKGI 

LLHPEP1GAAKSFPAGVEMFNSK 

VGNEFSHLCDDSQKQEKEMNG 

NQQEQEKSLVVRKKRKSQQAG 

PSYVQNCVKENQGILGLRQHL 

GTPSDEDNDSSFSDCLSSPSSSL 

HFGDSDTVTSDEDKEVSVRHSQ 

TILNAKSRSHSARSHKWPRTET 

ESVSGLLMKRPCLHGSSLRRLP 

CRKRFVKNNSSQRTQKQKERIL 

MQRKKREVLARRKYALLPSSSS 

SSENDLSSESSSSSSTEGEEDLF 

VSASENHQNNPAVPSVTYGQP 

WSKNIKEKTLEINSSQALTAYE 

CLHSAHV1NLISPFYHHFPSSQE 

RSYLSTLSTLSNKKTGSVWFTR 

SPKVTQFFPGGAITGTLSQRPER 

E1LRPLALPGKGNTPPYFCSPSM 

GCTHCPTSPNEMNQGISEDTAA 

APVRDIYIKPPSPWDRAPGGRG 

GCGHSFSRLKSPYLRALKSAAD 

FPAQHSSSDKGQAASSSGSLTP 

V YP V W VTPPSRG RQTPHRG EL 

WLASDGCPSGRKLPEEGTGSNL 

CCSAASAGDTQANRDHNSSPA 

REQTWTENKFDKLTEAGLRRW 

V1NSSELKEPVLTQCKEAKNLE 

KRLDESPTRITSSEKNINDLMEL 

KNTAQELHEEHTSINSQ/DQAE* 


14064 


44432 


A 


14146 


1 


737 


LNRGEQRAVRYYSHMKLNMA 

EEEDYMSGFLH*CPRRYQTRIA 

NAKANPRSPSKRXEKQQEANLK 

NRQKSLKEEEQERRDIGLKMAL 

GCENKG FALLQKMG YKSGQ AL 

GKSGKSG1GHEASLKRKAEEKL 

ESYRKKIHMKNQAEEKAAEQF 

RM RLKN KQ DEMKLEG D L RRSQ 

RACQQLDVQKNIQVPREAWY 

WLRLEE ETEEDEE E KEQDE D E Y 

KSEDLSIKKTYLQIVQDQLLQI 

MTKIIPNKVET 


14065 


44433 


A 


14147 


1 


1860 




14066 


44434 


A 


14148 


1 


1203 




14067 


44435 


B 


14149 


1 


11 19 




14068 


44436 


A 


14150 


1 


1407 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14069 


44437 


A 


14151 


1 


1731 


ERSSSPATEQSWMENDFDELRE 

EGFRRSNFSELKEKVRTHHKQD 

KNLEKRSWFFEKINKIDRPLAR 

LIKKKREKSQINAIKNDKGDITA 

DPTEIQTTITEYYKHLY ANKLE 

NLEAMDKFLDTYTLPRINQEEV 

ESLNR/LNNRL*N*GNN**LTNQ 

K/N VQDQMD* QLN STRGTRRS 

WY/RFLLKLFQSIEKERILPNSFY 

EGI 1 LLIPKPG RDNTKKDNFKPI S 

LMNMDAKILNK1LANRIQQHIK 

KLIHHDQVGFJPGMQGWFNICK 

SFNVIQHINRTKDKNHMIISTDA 

G KAFDK I QQPFM LKTLN KLG I D 

GMNLKI1RAIYDKPTANIILNRQ 

KLEAFPLKTGTRQGCPLSPLLF 

NI VLEVLARA1RQEKEI KGIQLG 

KEEVKLSLFADDMIVYLENPIV 

SAQNLLKLISNFSKVSGYK1SVQ 

KSQAFLYTNNRQTESQIMSEIPF 

PIASKRJKYLG1QLTRDVKDLFK 

ENCKPLLKEIKENTNKWKNIPC 

SWIERIN1VKMAILPKVIYSFNAI 

PIKHPMTFFTELEKTTLKFIWNQ 

KRARITKSILRQKN KAGGITLPE 

FKLYYKTTVTKIAWYG 


14070 


44438 


B 


14152 


1 


906 




14071 


44439 


A 


14153 




553 


EHSSSPATEQSWMENDFDELRE 

EGFRRSNYSELKEEVRTHGKEV 

KNLEKKLDEWLTRIT*NAEKSLK 

DLMELKTTARE1CDECTSLSSR 

CDQLPRPDGFTAEFYERYKEEM 

VPFLLKLFQSIEKE/VNPP*LTL* 

GQHHPDTKAWQRHNKKREF*T 

NIPDEH*CKNPQ*NTGKPNPAA 

HQKAYPP 


14072 


44440 


A 


14154 


1 


909 


MKAEIKMFFETNENKDTTYQN 

LWDTFKAVCRG KFIAVNVHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKJRAELKEIET 

QNTLQK1MASRSWFFERTNKID 

RPLARLIKKKREKNQ1DAIKND 

KGDITTDPTEIQTTI RE YYKH L Y 

ANKLENLEEMDKFLDTYTLPRL 

NQEEVESLNRPITG AEI EAIINSL 

PTKKSPGPDGFTAEFYQRYKEE 

LECSSSPAMEQSWTENDFDDLR 

EEGFRRSNFSELKEEVQTHRKE 

AKNLEKRLEKWLT\R1TNVEKS 

LNYLRELKTMARELC 


14073 


44441 


A 


14155 


1 


969 
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SEQ II) 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14074 


44442 


A 


14156 


377 


687 


LLEG KLTNRKD 1 HTKTPS V/S PP 

SSKTKEHSSSPAMEQSWMEND 

FHELREEGFRRSNFSKLKEEVR 

THRKEVENLEKRLDEWLTRJTK 

VEKALNDLMELKTMARJE 


14075 


44443 


A 


14157 


1 


711 




14076 


44444 


A 


14158 


1 


831 




14077 


44445 


A 


14159 


1 


744 




14078 


44446 


B 


14160 


1 


1479 




14079 


44447 


A 


14161 


1 


810 




14080 


44448 


A 


14162 


3 


651 




14081 


44449 


A 


14163 


2 


1067 




14082 


44450 


A 


14164 


2 


2063 




14083 


44451 


A 


14165 ; 


1328 


1639 


PTN A H ETSGRY 1 A G S SEKRTS A 

RTCGGTSAAARPAGTSMQTRC 

RQPPPSS*HAVPRVAQSSDSGL 

KATHPQAYQPCGHTPTRLPQES 

NC1EHERGLGKKKKKKK 


14084 


44452 


A 


14166 


1 


620 


MTLGYGQRGANKDLRTGFDPD 

LCTMDNFAEGDFTVADYALLE 

DCPHVDDCVFAAEFMSNDYVR 

VTQLYCDGVMDSFLIGGLLR1G 

CKIENERSSSPAMEQSWTENDF 

DELREEGFRRSNYSELICEEVRVT 

NGKEVRNFEKKLDEWITRITNA 

EKSLKDLMELKTTARELCDKC 

TNLSNRCDQLEERVSAMEDEM 

NEMKHEDKFREKE 


14085 


44453 


A 


14167 


1 


514 


MGKKQNRKTENSKNQRTSSSP 

KERSSSPAAEQSWMENDFDEL 

REEGFRRSNFSELKEEVRTHGK 

EVKNLEKRLDKWLTR1TNTQKS 

LKDLMELKTTARELHDECTSLT 

NQFDQLEERINNI\EDH*QD**R 

RKERRIK*MQ*KMIKGISPLIPQ 

KYKLPSENTINTSMQIN 


14086 


44454 


A 


14168 


1 


366 


M DTFLQA ERKD YM E A YELIEQ 

EEQG EREPV A VNNILSTE A LM A 

NAKSTLMFYAVGFLWQPGGGR 

GHKAASNPGVTRDVVGSLSSLT 

FLRGERSSSPAMEQSWTDNDFD 

EL\REEGFR*SNFS 


14087 


44455 


A 


14169 


1 


1026 




14088 


44456 


A 


14170 


1 


3906 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14089 


44457 


A 


14171 


1643 


2721 


IKPTKMGKKQSRKTGNSEKQST 

SPPPKERSSSPAMEQSWMENDF 

DELTGAGFRRLV1TDFSELKED 

VQTHHKEAKNLEKRLDKCRTN 

G* LEWMNG/ITRITTvIA EKSLKDL 

MELKTKARELHDECTSLRSRFD 

QLEERVSVMEDQKKAMNEMKR 

EGKFREKRVKRNEQSLQE1WD 

YVKRPNLRLIGVPESDGENGTK 

LENTLQD1IQENFPNLARQANV 

QIQEIQRTPQRYSSRRATPRHIIV 

RFTKVEMKEKMLRAAREKGQ 

VTLKGKHIRLTVDLSAETLQAR 

REWGP1FNILKEKNFQPRISYPG 

KLSF1SEGEIKYFTDKQMLRDFV 

TTRPA L KELLKE V LNMERNN R 

YQPLQNHAKM 


14090 


44458 


A 


14172 


351 


898 


SGVTAPWRPNGTLL1TAATASH 

P VL A IPA H LCSPRCPSFLTTVTC 

SGPQHHAARGRVPFHC/SECGK 

SFRYRSDLRRHF/ARHTALKPH 

ACPRCG/KGFKHSFNLANHLRS 

HTG/ERPYRCSACPKGFRDST/G 

LLHHQVKT1TT*PD/CGGCLVSN 

IVGSYSRPPWPCTRGPRRPLGSP 

SPAPGSVCLC 


14091 


44459 


A 


14173 


1 


551 




14092 


44460 


A 


14174 


3031 


3207 


TIHGCWWDPLSS1F*PFWGRGFI 
SHKJCQAQISFRVISGTVLSLDK 
LLIMFHKAIFASP 


14093 


44461 


A 


14175 


3555 


3957 


ENGQKTWTGTSQRRYTGDRM 
AQIQNPDTKCW*ECKATGTRIH 
CWWECKMVQPLWKSXWQFLT 
FCLS I LLPYNL A I ILLGN YPN A LK 
MYAHTKGFTCMFI AASFI I AKT 
WKQPRRPS VGE W/rNNL* L VQT 
MEYYSAL 


14094 


44462 


A 


14176 


3 


883 


CQPYPRPRPRTGTHGSCQPPSQ 

GSAEP*G*CLPTLLRMALKAQP 

TKVN PRTLLDS DPD VC/S* A A HS 

RVLITSPSRAPWRLPSP*RRCPA 

GTCMPSTATSAR*CSQRPGSSW 

*T*TGSSLGSQACGPSSSTAPPSS 

SWSACTCGCAAAARCSCAASS 

TRSGPTCGSSPPASSCASSTPAP 

GTTPSSTLTSWASSPWSTPCPGS 

A G PSS WSSSSS ATPS A SASTRTL 

SPGSPAAP*PWPTALSRLTEQEA 

VWGAWGISHGNSWDKETKLV 

RLPHPCSKSPCFRPSLQPYRAHR 

AP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, l 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14095 


44463 


A 


14177 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 
DLDSMRNLKASLENSL\GILLHL 
ESELAQTRAEGQRQAQEYEAL 
LN1KVKLEAEIATYRRLLEDGE 
DFN LG DALDSSN SMQTIQ KTTT 
RRI V DG K V V S ETN DTK VL RH 


14096 


44464 


A 


14178 


2 


1044 


AKTSSQMPSPQEGMCGKACTP 

ALSQADSLCPLLRLASEVEGYS 

LPACAEPYVQSECLSHLSVWSL 

QHALSSLASMSFTTCSAFTNYW 

SPGSVQVPSYGTQPVSHAASVY 

AGLGGSGSR1SVSHFTNG\GGLA 

GMGGIQNEKJETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LNVTRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDAPKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEI DLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKIIFGRVWEISYLHVFEGKQV 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \- possible nucleotide insertion) 


14097 


44465 


A 


14179 


1 


2040 


MPVPQLPPPVSRLAATAAASVT 

EPGPNPEAVRSASAEPEVKEGF 

PSQNHSVGHSNLIPSGGSVAPSS 

GRSHYGYASEDGTCSKLRVRPR 

LAAAPAAPFAFVADLASCCQG 

LSFFEGILLVRGPYRRLRATVV 

RDLVAVRMAEEQEFTQLCKLP 

AQPSHPHCVNMTYRSAQHSQA 

LLRGLLALRJDSGILFDVVLVVE 

GRHIEAHRILLAASCDYFSMSFT 

TRSTFSTNYWSLGSVLATTYGA 

RLVSSTARVYAGAGGSGSRJSV 

SRSTSFQGG LESGGL A AGM AG 

GLAGMGGIQNEKETMQSLMDR 

LASYLDRVRSLETENRRLESK1R 

EHLEKKGPQVRD WSHYFKtl ED 

LRAQI F ANT VDN A RI VLQ1 DN A 

RLAADDFRVKYETELAMRQSV 

ENDIHGLRKVIDDTNITRLQLET 

EIEALK*ELLFMKKTPEEEVICG 

LQAQIASSG\LTVEV\DAPICSQD 

LAK1MADIRVAQYDELARKANRE 

ELDKYWSQQIEESTTVVTTQSA 

EVGAAETVTLTELRRTVQVFGD 

STWTSMRNL1CA\NLENSL\GEV 

EARYAL\QMEQL\NGILLHLESQ 

LGQTPRTEAQRQAQE\YEALL\N 

IKVKLXEAEICHLTRPPSWKIGE 

DFNL\GDS\LDERNSMQTIQICTT 

TRRISWIGQSGVLRPIDTKVLEA 

LSQQEASGTLLGKQEANKKFQS 


14098 


44466 


A 


14180 


275 


550 




14099 


44467 


B 


14181 


729 


909 
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SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


14100 


44468 


A 


14182 


1 


1415 


MGTQCDLLAKSLEDCPVDEVE 

DAFQGLGKEDEE1EQFSDKTFG 

SGAIDDDWREAHECLAELEVK 

QPVAVIEQTGNGERDEMDLLD 

DHEENLAERLSKMVIENELEDP 

A I M RA VQTR P VLQPQ PG SLN S S I 

WDG S/VSSEAN PRTTA CSGN A Y 

SVC1RICFASEA/SPRVQKM1GTF 

LNEHYQGGQLHLSLAVLLLELS 

P*APHLNRWLYPASPNRFCVRS 

LSMFGP/QMPPRYPAPYGERMS 

PNQLCSVPNSSLLGHPFPPSVPP 

VLSPLQRAQLLGGAQLQPGRM 

SPSQFARVPGFVGSPLAAMNPK 

SQAPMFRPDTTHLHPQHRRLLH 

QRQQQNRSQHRNLNGAGDRGS 

HRSSHQDHLRKDPXYANLMLQ 

REKDWVSKIQMMQLQSTDPYL 

DDFYYQNYFEKLEKLSAAEEIQ 

GDGPKKERTKLITPQVAKLEHA 

YKPETIICQALCRALH1NYLTKA 

FQQAFEVSASIITIYR 


14101 


44469 


A 


14183 


204 


560 


QGYWRGCTSSGGDGGCRGCW 
SPGKRR*GLSRTASGPPAAVAS 
PGRPRSPPSARTG*S*PGA*ARP 
CSRTW/PPPRCPLRPPSAARASA 
SRV/APL/GEPAPANTNIYCAAL 
THRATKSSTREF 
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SEQ l« 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /—possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14102 


44470 


A 


14184 


59 


1695 


DMPWWPVLPW1KDSSPSSLEM 

N PDNTSG LRQKS V E A EPCSL W 

MVHRYTPQSTGEACTMAKAA 

GPSSP\GSCPPRPLGADPWPMSR 

LSH*EC*KTGTTASGYRRHQET 

APPESSGSPVGLSAGLWLSWA 

WPVSPACLHPGPPLCP/GPPALG 

LGPRSPAAS/C/PPLPEAPPACSP 

FCP*GEISSSGPLEPVPQV*LPGD 

LSEPPLGTSPLGRAPGLCSLLRA 

P/RPGAACPPASPSRPAMLLS*E 

APRRPGPSGETSPSPSLAPSEASP 

G\PPR\HHNGRDSEGAGTRTPGA 

SGSSKG/LGGQPAPHGPGGR*G 

GGRYRGSAAGSVHSAPGGCSP 

HAPGCA/CDVRG/AKPSHFHSG 

CQSG*GHQTSGGCPHLGLSPCS 

TCLCAGQLQQQK/PGSSSGNL* 

GQGHSSGDLGSAPPHLVPG\PG 

PLTAGGHG/SLVGDSEWGSPAP 

G A V LGQNSSGPDPQRAG RWLC 

SRAEKSGCYTAPPLG*LSAQFQ 

EEKASWVPPGSGQLEDSHPDPY 

TALPLAAPPWGTGTGCPPAWP 

RL/EPDDCGPRHLSPPTCSTLPS 

WGGCAGS 


14103 


44471 


A 


14185 


264 


643 


RCLRPG EG RSRQG RRSRTG RG K 

AEEGGARTRQQRRAALLPERS 

A SQPG PR DS PR WRR RRQTTRG R 

ARPASSGGT*GSSWLTLAWPPR 

EP*RLRSASAQG/CRRQRLQQR 

RRGLYQPHRPATCGPRAAD 


14104 


44472 


A 


14186 


114 


1039 


QSQRLRPLADTPRRSNRPCSAA 

GLLFPQSFWSQELSQGAFLLPPS 

SPCLHCLPGTAAASRHQRSPRT 

RPSVQERRETHGLCAHRCEWR 

AGSPAHGP*AHRFVSRAGSPAH 

GP*AHRCISRAGTPARGPYSRR* 

VSEAGSPA/AVVSAPCSLSS*AC 

VTG\CSPAHSP*AHRCASRAASP 

EHTSREDAEQAP*MQGLCPVH 

QEQPPSRKSVVTSPHIPPETDCR 

LLPKNPCANKHQPTATGGRAV 

PPEVQHVPPRSGMTLGSHQPLA 

LQFQMQATDAARLGLSPQGQG 

SPPGPRSTLLLGCLSLFQLSLLR 
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SEQ ID $ 

NO: c 

s 


>EQ ID NO: f 
►f peptide 1 
equence 


Viet i 
iod i 
( 


5EQ ll> NO: T 
n USSN 1 
)9/540,2l7 c 

s 


Nucleotide ? 
ocation of first < 
odon for peptide < 
equence 


Nucleotide location oflast / 
odon for last amino acid ' 
>f peptide sequence ( 


Vmino acid sequence ( X^Unknown, 
•=Stop codon, /=possible nucleotide 
ieletion, \=possiblc nucleotide insertion) 


14105 < 


14473 


A 


14187 




1629 


Mil Y VEN PKQSTSKC VRAYTFS 

KVAGHKAIEKRLEKLAVDPHR 

DRAQMLKVENVQQAWQQWIN 

KLPPARRJEDEDVKEIRWM I EEL 

RVSYFAQQLDHTGVDRGQPGA 

STWSASLMCSVTQPKLKTRKP 

G FLLGLG ERNCFS V YG AGRS W 

G RG LG SCG F WLPPRTR1 RA AD V 

CLARWGWRAHRVRVLAGKNS 

RAESMLWSFHKAAIEAARTNII 

QAQTR VEA AQATERRI A ADI DD 

SELKA PRDG RVQY RVAKPGEV 

LAAGGRVLNMVDLSDVYMTFF 

LPTEQAGTLKLGGEARL1LDAA 

PDLRIPAT1 SFV AS VAQFTPKTV 

ETSDERLKLMFRVKARJPPELL 

QQHLEYVKTGLPGVAWSFLYSI 

NQTICLRLDS1EAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLRTTQMCNKVR/CVNP* 

ATVVPPPVPQPTTQQYQGLDA 

GATTRVPRSLLRSEGSQTQKSP 

SCGSHSQDNSGGRKAVGARRD 

RWWLGAGKGPDCRGAKCGLP 

LSGQKCPTLDPYQVVGCTSKTG 


14106 


44474 


A 


14188 


3 


1010 


GLQTQLVPLSSPVASLDNFSNL 

FGADLHVEKGQVPSSDQHLSQ 

RCHFPKAPPWSVCKALLPRSNP 

ATSLSGTSKPNSGGDFNSVTKS 

QPHCELNSFVLTGHSPVLWMM 

SEHDLADVVQIAVEDLSPDHP\ 

VQSCGTVVVLENHVVTDEDEP 

ALKRQRLEINCQDPSIKSFLYSl 

NQTICLRLDSIEAKLQALEATC 

KSLEEKLDLVTNKQHSPIQVPM 

VAGSPLGATQTCNKVRCVVPQ 

TTV 1 LNNDRQN/DHCSQDGRPL 

EQQGTGFPGKMSLASQ*HGTNP 

TFPCHC A ESHENKSTSLSQGTV 

QHTLHLCGHRVEPGRHRPSSLR 

SGRAGWAMLNA 


14107 


44475 


A 


14189 


1 


1710 




14108 


44476 


A 


14190 


52 


457 




14109 


44477 


C 


14191 


1 


838 




14110 


44478 


A 


14192 


92 


514 




14111 


44479 


B 


14193 


1 


531 




14112 


44480 


A 


14194 


1628 


2008 
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SEQ ll> 

NO: 


SEQ II) ISO: 
of peptide 
sequence 


Mcr 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkiiown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


141 13 


44481 


A 


14195 


2 


1616 


CPPPRRPRPRAPPHHRPPAAGA 

RTAAAGDRSRHGPASRVGTGP 

GQQMRKTYCRNSEPSDLDQGG 

GSRGGPRRQSKCVRNWWVLGL 

TDFKNEAADPHDSGAQLASPSG 

FRTRAAGGAACQSRAMRSYSS 

ALGWSMGLGAVEQGVVLVGE 

AQAAQEPMEWVGGSGMVGCR 

SRAPPAGRQLRPDKKLSTAPVG 

RHRWRPSTPSAATGLGAKSLIA 

RGQQGRLAAPNKTDFKARAVK 

KDKEGHYIM1KGLVQKES1TIINI 

YAPNTGAPKFTKQLPLDLRNKT 

DSNTIIVGYFSTPLTALNRSSRQ 

KVNKETMDLNYTLEQMDLTDI 

YRTFYPTTAEY1FYSSEHGTFSK 

TDRMIGHKTSLNKFKKIEIIPSTL 

PDHSG1KLE1NSKKNLQNQTNT 

WKLNNLLLSDHWVN>1EIKMEI 

L KFFKPN DN SDTT Y QN L WDTA 

KAVLTGKFIALNAYIKKSERAQ 

VDNLRSHLKELEK*EQTKPKPS 

RRKE1MKIRAELNEIKT/QKIQKI 

NKSQSWFCEKITslKIGRPLARLS 

KKGREK1Q1SS1RJCK 


14114 


44482 


A 


14196 


1097 


1686 


APRPLALRFGPLPSNSGAQLASP 

SGSCTGLQVELPANSCTVRWQ 

VSALGWSMGPG/GPGAGGSAD 

QGGSGGTGAHGGVGRFRHGG 

AAGPEPCPMGEVAKAPARNRA 

QRQWAGTAGGPCASS/NSC*PG 

C*APYCPGWWGQPAAPSAGPP 

SPRPPRTRAGPQAPWAAPVPAH 

ASP\PHLPAS*GSPLRPGIQGSKT 

YQKSH 


14115 


44483 


A 


14197 


647 


1496 


FLNLLSWQNLMLCGLKKKRKQ 

FKDYEKKVKELNEERDKYRKG 

S V Y 1 YTFG ICEPTLNK V L DACDG 

KFQA1DFITPGTQYFMGCRWSC 

LPVLHCALAGLSPWVVDGTRR 

PGAVGSAGRGGSGGTGAHGGV 

GRFRHGGLQVRSPAHGEVLRPS 

EKSSAAQWAGTAGGPCASSTA 

ADLGAICPLTARGGGPAGVPPSA 

GPPSPRPPRTRAGP/PSTVGSPG/ 

SPPTPLPPHLPAS*GSP\SGLGQP 

RKGLPQCSGGLKGWLLKHRQS 

GCPGRGGAQSERGLRGLPARC 
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SEQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location oftlrst 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14116 | 


44484 


A 


14198 


1 


560 


MAALLLVGASWL/LLLLVGAS 

WLLARVLAW/TYAFYDNCHRL 

QCFQQ/PPKRNCF*GHLSLCGA/ 

TEEDMRLM EDL/VPLFRDVQL 

WWLGSFYPVL/SLVHPTFTAPV 

LQASGG*PGFTTTMGLSFKRAK 

WQRLA/SEGSVRLEMFEH1SLM 

TLDSLQKC1FSFDSHCQMVSPG 

SCTTSRGPRIPGALPTGGARAPE 

NGDPKEIE 


14117 


44485 


A 


14199 


175 


2225 


RWSSVSFASGMPSAPCCWGHP 

QCPSAAQPTGPSWAGCRGLTM 

PNGQASPAS*VPPGAFPFLCIKQ 

PLWENLMTGVGKFSREAATLE 

GPTLPTR/GVGPQCRQIADLPLE 

RTEG WRG D\GN P V RG VRQKRK 

QLVAGETAASLLPCQASGESCS 

VP*QARGPPVLFLPQ\WGRRWA 

KGCASRSCF*PDFRPSHAVPGA 

REGAGLAAAPKRVARLSPAVPP 

ACC\GLQGGSSSAAQAL*PQLS 

GPRLPR£K*GA/PCWRGGPRCC 

PQNSAPETLEYVEPRGTGAPGT 

THTGLPSPSQGC RG AEG W/WG L 

PGLPGPRAGSSPQPRGRAWRPR 

ARTPPPASWAAKGRGRPLAAG 

GLARPRDPGPGSGVAPAGSLRP 

HSSGRGWGRRRLRARPTGGNR 

GSEWPR/RPPGYPGARPGAPSVP 

RPQP/PAA*TRPLPVGCGARPFH 

PVPATVWPHAGPP/SGMGRRRG 

RYPRPASARPAGRCGAGSAEPG 

RGTDKGGDGGEGKTKRGGG/L 

GGGAGAPKAAPGAAEPMGGR 

GAGAGGGGA\R*GGGGGGGSG 

TTGSGSSSRPRPPRTRAPPETDP 

APRPRPGLVRAAGGGAASGSG 

TGRGAEGCGVRAARGVPASLR 

AALARGAQARVLVSGPAPGWA 

EPRPAGGARGVGVWGPVLAGP 

GRGPRGGAGRGPRALSRGCAA 

♦AWTPGRGAGQRGPGSGRGSG 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14118 


44486 


A 


14200 


1 


2850 


MHPQERTAAATNAAIIITDGAA 

TQMGVTSTPAPGHPRDGYYQG 

KDVSLLAHTHSFKISAAJEAKTT 

WVGMCRWGCKVALDVTFDVH 

QGKPEGAGRNKQIPFIQDFPFAL 

RSEKRPSLPATISGKTLPLNTKT 

CPQLLQCKREGHSLQCLIWLQ 

MVPQLGRLAVGGCHSNAWFPS 

KKAVIWEKFKFTNLSGLVSDKG 

GKRTGKGLGECLLMMRKMSP 

ALEALTTFDSSLQHH FPRTFPVS 

ALEALNPGKPRQLVTPA 


14! 19 


44487 


A 


14201 


1 


1570 


MQSATSDAGSAPKKQKKVMTL 

QEKSGIAWYFFTAAQEWPNTPP 

KLRTCTESMGCCLLDCCCTGQ 

GDWTRVTLYCRYPFLLFGTNA 

WVANFERPRMNANSLLASPTG 

LSPYLRFGCLSCRLFYFKLTDL 

YKKTTLGSLPDAAMAFVNCHG 

A G G TV A V RTSRG H S RC H FG FG 

VSGTRYYH LTPQ VV WERQQQK 

VDSLLGTQQMLEAQGREF/PGP 

CIPLPVPTNAPAAKTTPQPPSPD 

L*PPNYLFLCVDGHRPIC*EPKQ 

NKSDSFTSQA*SQDG*YCGCS/C 

RAPRPHGTSATIPMSSSCKRFQP 

SSPF/CKGPYHFRFLEERPLASRP 

SIHPSCGSYWLRLGCVAVGRTG 

/SRLNLQLHSASGLQALSKQR*R 

YCQSAGAGSPEPPRGGTR*CCR 

EAAPGCRAGTCPSPAANLPSLR 

RK/ PG TC * PQNPPG RCG SCG A S A 

AVLAETPARIRRSFPRARQSCPR 

TWMAAGAPGSSRRQGTKHVT* 

♦SSTLEKQLDNPTATYFSVPTRK 

PVH*NQQKDL*VTG*LQIFHL 


14120 


44488 


A 


14202 


11 


356 


V SG PPR* A P WCPCL A A PTG STS 

HGSTARDSSTACKVS/GGATCV/ 

SGCGPGLGVLGRGLSSTRSCCM 

PAG*CPSSKDTCEKSGGRTQPV 

PPFEWAAQDASLVRRCRILAHR 

PCRGTS 


14121 


44489 


C 


14204 


333 


473 
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PCT/U SO 1/08631 



SEQ ID 5 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Viet v 
lod 


SEQ ID NO: I 
n USSN 
99/540,217 


Nucleotide 
ocation of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Vmino acid sequence ( X=Unknown, [ 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14122 


44490 


A 


14205 


344 


1035 


QSAAQWPWWPGRSASLGGAK 

GMQPPSLASWPHPRS1RCLRAP 

AP*QFTNATDPRFRSAPRRSGQ 

QQPRGSSGPAALASPSPRQPNR 

AGALRTGGAGWATALDTWSC 

PRTRRRAPMGSCL*AAAQQCV 

TGATWPPPSA1A*QSAAQWFW 

WPGRSASLGGAKGMQPPSLAS 

WPHPRS1RCLRAPAPCSGPSASS 

AAVQVACCCSLACCGPSRPASQ 

GHLDGTPITSPETCTTSLWSPQR 

RRAAGPPKVVDIPD*RGSRELPS 

GRGAPNTTCIPYGGSPGAKW1E 

GCPAQ/RPSPPGLHPAMRASAL 

LLMPFLQRRHRSATRLLLRPGS 

DCTGKK/GKGFLAGPETKRQKR 

LCPSPKTLGRALGQQEALPANV 

RC 


14123 


44491 


A 


14206 


41 


292 




14124 


44492 


C 


14207 


480 


1637 




14125 


44493 


A 


14208 


3 


410 


SPPCGAPPPPVFCAPAPRAPAPP 
RAPPLAEAALPGFASAAGSAPA 
RSGPAG AG *GSRSRPRA RASAS 
LAPASAGDHLGYPSATAAAAP 
ASRPWLWRPSLNAARLGDPAC 
GWQASQWAAGSA*RAGSQWA 
AGEARA 


14126 


44494 


A 


14209 


1 


1274 


FFFFHPLRSLLGDLGLHSQERSA 

PE1KPGALESTWSQARGAALRL 

A E AR* RA APAAGTACS AGG AA 

SS PR* GS RATRRRRRG PTAPSRA 

ATAPGRGAAASAAPAARPART 

ALMASARGPP\TAASPAQALTR 

SAPGHLPPMSELGAVTALCESC 

PVT/AAPRSGGGEAGGTLASEW 

G RTCRN YG/PAPG 1 WPRPPLS A A 

RPAAASPPARR1WSPPAPVHSA 

ASPIGLRVAAPCSSGSAVPLRSR 

RASPPCGAPPPPVFCAPAARAP 

APPRAPPLAEAALPGFASAAAC 

RGKLRLALQGGLGRSGSRSRQE 

GPAAGS*LRTGKSWPSPPPGSA 

PLPLAQVLQALVEAGSRSRPRA 

RAS ASL AP ASAG DHLG YPS ATA 

AAAPASRPWLWRPSLNAARLG 

DPACGWQASQWAAGSA*RAGS 

QWAAGEARG 


14127 


44495 


A 


14210 


2 


335 
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SEQ Ii> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=po$sible nucleotide insertion) 


14128 


44496 


A 


1421 1 


344 


1062 


TRAEVTQQKLSRFASPPPVLRL 

RSYVSPPAAPTADPRWTOPSWST 

SLRWVVKPNVSAYRIPPRASNR 

GYRASDWKLDYA*\WTGRJLRIT 

SKGKTAYIKLEDKVSGELFAQA 

PVEQYPGIAVETVTDSSRYFVA 

RISDGTGRSAF1G1GFTDRGDAF 

DFNVSLQDHFKWVKQESEISKE 

SQEMDARPKLDLGFKEGQTIKL 

CIGLCSKPGTTA1QLGPVLNGIG 

RTLRTDLRN KNDLEGTN L 


14129 


44497 


A 


14212 


573 


1017 


TDQGVGSPHCPRFQQGPPRSPR 

FQQRSPHSPDSSRG/PPHSPRFQ 

QGSPHTPDSSSG/PPYSPDYSSG 

HPTP/HTSQQGIPC*DGHGWLPC 

GPVFLWSEAPHLNPGLGVWGQ 

PRAPALPGNSAESKLWPHDRPA 

RPETPGAGTAWAHQALRV 


14130 


44498 


A 


14213 


707 


836 




14131 


44499 


A 


14214 


724 


927 


SFMDFRFVLLFFHLVPNPK*RP 

VS/SPPGSKLLVPPWGPKTAPVPP 

HPSPPPPAHGEPGLPPPPPPPLPH 


14132 


44500 


A 


14215 


29 


157 




14133 


44501 


A 


14216 


1 


JO J 




14134 


44502 


A 


14217 


770 


952 




14135 


44503 


A 


14218 


1053 


1995 


KSSEPDLSHSF1FCSPNFPPSSSL 

KRPHXFQSSILACVFCITADSSRA 

PCVLRVCDGFAGLTRSSAPSSK 

EKPCGFSLPEFTPLAVSFPQAAL 

CSLGTVSCLRPRPQLTPSWECP 

VLLAGAVCPGLPCAAIGCPWA 

GEEGCPGATSQLDQVSWPSLQE 

APEVLWPCLDSWGWFWAPSTV 

IPLMASPRFGFMGRSQQPVLIN 

HLIKEPKAKFSNKNHS1RCCQG 

QRKWRRGNAAGMCCQPQIPGK 

GEVKTEFQPVSNRSVNYGCTM 

HFQETLWTPRLGLGDGDSNNN 

NNNKNNNR1TANPG K E A EKPE 

HPHLLVKM 


14136 


44504 


A 


14219 


482 


833 


THQGARGCTHARVSVREMRTR 

RGR W ATG M RVPA PCSS VHTTA 

VQRQQVADQLQTTAELSME/IL 

N/KWDQDPEAFVRKVATSYET 

WIS*YYPEDKAQSKQWLPRSGS 

GATLYSATNQYP 


14 137 


44505 


A 


14220 


195 


367 





1758 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ H> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14138 ! 


44506 


A 


14221 


989 


2210 


LLVSCA1LLSVSFLHSSSFVRSRS 

NRDSPACVDATYRGCSCQGEG 

VCGEACSCFPDLNQPQGVHAG 

EGVLPCSGWEDTFGKNTCLVS 

YQQIPNKRRPCTCEECGKAFGQ 

RSHLVQHTSEKLYACQECGCTF 

SNNSSLVKHWHVHTGEKPYMC 

GHCGKCFRESSSLAKHQRVHT 

GEKPYVC/GESTHLVQHWFHT 

GEKPFAC/HR/CSKAFADFSALL 

ACHGTYTGERPYECRVCCKAFS 

PSLSLAEHIRCHTGEKLYACQE 

CGKAFSHSSSLSKHQQVHTECG 

KAFSQGSYLTQHLKIHSGEKPYI 

RGEHPYACGKCGKTFSHSKFLT 

QHEQVRMGEKPFMCGDCGRAF 

MQTSSLALHQRTHNGEKPYKW 

NECGKSCIQMSHLTEYYQMLPE 

KGSKDPHTDATVHSPVMD 


14139 


44507 


A 


14222 


1 


245 


PPFRKQQAQHRNKTVLVSRSQP 
VPVTVPE/PSA*RSTPEGPRRAG 
CDPRP*PCPAGPELPAQMKVLA 
IEQLLSLHFKKALLF 


14140 


44508 


A 


14223 


477 


947 


LCSLSSLPPPPPPPPFPPPPPPPPP 

PFPPPSPVPLPPSPRSPPVSPPPPH 

SFQGRSPPSELGSSAEPWLRPGT 

WV*/PPPLTFSQQEAASSAQK*N 

CPGESVPQPVPVTVPERQPDAAP 

NHSLLLPGQQCFWCQGPHPPY 

WMGPVDASSSGFLSQSFY 


14141 


44509 


B 


14224 


438 


1437 





BNSDOCID: <WO 0175067A3_IA> 



1759 



WO 01/075067 



PCT/U SO 1/0863.1 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14142 


44510 


A 


14225 


584 


2866 


WHFAKLSRNTQDHTRPTLGAA 

QAVPATGQPAAPGPAGAGPEW 

VPFLAVYKEQLVRNDSVLKVFF 

FPPIFYREGWVCCSVVESHLQE 

GFVWLFSLQL*PPKLRSLFSLSY 

CLSP\SDIE1SRGQTPKAVDVLA 

KEIGLLADE1EIYGKILVSSAGF 

A*VVWEIL*NSLSPPELRITPTPL 

GEGKSTVTIGLVQAVSLGLCPS 

WQLYLVTPALQPGQQSETLFLK 

INK*KDILFL*FNLHLTGDIHVVI 

SCELSKFMDN*LLCGLIFVLCFF 

RGIILVTLCFLFLLKLLTFFLLNH 

*KLGrNKTDPIRTMPDTHQVAG 

PYLST\DD*SVLFQ*SPAPCGNG 

HPTGTVADHYLCLGW/YQAQF 

DIAVASEIMAVLALTDSLGREV 

PRG*PLPG*YFVRNLMFFSHLPQ 

IDLGFHASVCLLGF*FAFSLL*G 

TPVFVHAGPFAADRDLCPYQFL 

LCQTH1YKIHVIMAEYFQRYKL 

MMYAKQTSPLCDLEQAISLSGC 

VPCRHSHLKNEKFSCTGC*QYL 

PKLSLPNSDPLTLPFSADYGFKF 

ESNHANHSGDCQNLPLFLEDNS 

TYSTCFPTVTEAGFGADIGMEK 

FFNIKCRDVVLSFRSVV*AFLLL 

AV*LGRFGGRQYTGVWVLLFS 

FLQNIQLVADGV*MVSLSLKT* 

LNG Y RCKTTN 1 FFTRTDTR AEID 

L VCEL AKRAG A FD A VPC Y HWS 

VGGKGSVDLARAVREAASKRS 


14143 


44511 


A 


14226 


3 


587 


YPASAGLMLQNFGVIGLRYHF 

AIHSPAAGGLLDGLHAVAAIQG 

ITKIETTPNHQRAPAHWTLLTQ 

QAHLQPSPLHFNLPLTLCLMHC 

PTAIPHCFADARTWVNLPTSSLI 

GHKKENLKEFISGSLIVHEILEE 

V LQ A EG D FQPFTR VT V H WG KG 

NDQTFRGLLDTGSELTLIPGDP 

KHHYGPPVKVGVAYGAQLL 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14144 


44512 


A 


14227 


2 


1256 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVVIFPV 

PECI1G1DMLSSRQNPHTGSLTG 

RV WTI M V RKAK WKPLELPLPR 

K1VNQKQYH 1 PEG I VEI S ATI KD 

LKD AG V VI PTTSPFN SPI WP VQ K 

TDGSWRMTVGYCKLNQVVTPI 

AAAVPDVVSLLEQINTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFRWQGRQYTFTVLPQGRWEI 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHLAPIYRV 

SRKAAMFEWSPEQEKALQQVQ 

AAVQAAWPLGPYDPADPMVLE 

VSVADRDADWSCWQASI/GHK 

VGHAQQHSUKWKWYIRDWAR 

ADPEGTTKGQGQRRWWQLAE 

RQDSRDREAAIGERQETAVGKT 

ARDGEAVCD 


14145 


44513 


A 


14228 


155 


531 


GNLWSVDLRPGTPLRQNFRGTI 

RQQHSRFTKNHCSQTPLLIPRQ 

TGSGVDLSKLQQTCS*GSCLVC 

TIDLANAFFS1PVHKA/HQKQFA 

FSWQ\YTFTVLPRLTWLQPC*V 

PNLPAAETNTEPSNGT 


14146 


44514 


A 


14229 


1 


518 


MTVDYCKLNQVVIPJAAAVSD 
VVSLLEQINTSPGTWYAAIDLA 
NAFFS1 P VHKAQQKQF AFS WQG 
QQYTFTVLPQWYINSPALCHNL 
I RRDLDC FS L PLDITLV H Y I DDI 
MLIGSTIKWVVHSS/DSIIKWKW 
YVHDWARAGPEGTTNGLAG*S 
GTC KKHE WKTG DKG IRGRG 


14147 


44515 


A 


14230 


281 


1140 


VRVLSPVEKELKLV/KNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALNRQRQGDL 

QPFTR VT V H WG KG/N M Q I FG G L 

LDTGSELTL1PGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVV1SPVPECIIGIDILSS 

WQNPHIGSLTGIMVGKAKWKQ 

LELPLPRKIVNQKPYCIPGGTVE 

1SAT1KDLKDAGVVIFTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTPIAAAVPDVVSLLEQIN 

TSPGTWYAA1DMANAFFSIPVH 


14148 


44516 


B 


14231 


1 


1521 




14149 


44517 


A 


14232 


3 


202 




14150 


44518 


A 


14233 


2 


367 
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SEQ ID 

NO: 


SEQ II) NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14151 


44519 


A 


14234 


1 


553 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQ1NTSPGTWYAAIDLA 

NAFFS1PVHKAQQKQFAFSWQG 

QQYTFTVLPQWYINSPALCrfNL 

IRRDLDCFSLPLDITLVHYIDDl 

MLIGVPRQLLACY/WALVETEHL 

TISHQVTMRPELPIMNWVLFDP 

SSHKVGCAQQHSUKWKWYVH 

DWARAGPEGT 


14152 


44520 


A 


14235 


3 


728 




14153 


44521 


A 


14236 


1 


635 




14154 


44522 


A 


14237 


3 


266 




14155 


44523 


A 


14238 


1 


1245 




14156 


44524 


A 


14239 


2 


837 


CHCGPP/VKVEAYGSQVLKGVL 

AQVQLTVGPVGPRTHPVV1FPV 

PECIIGIDMLSSRQNPHTGSLTG 

RV WT1M VRK A K WKPLELPLPR 

K1VNQKQYH1PEGIVEISATIKD 

LKDAGVV1PTTSPFNSP1WPVQK 

TDGSWRMTVGYCKLNQVVTP1 

AAAVPDVVSLLEQINTPPGTWY 

AAIDLANDFFPIPVHKAHQKQF 

AFRWQG RQ YTFT VLPQG R WE I 

NMTKIQGPSTSVKFLGVQWCG 

ACQDIPSKVKDKLLHLVPPTTK 

K/EAQCLSGFRREHIPHL 


14157 


44525 


A 


14240 


1 


533 




14158 


44526 


A 


14241 


1 


1043 


MTVDYHKLNQVVTPIAAAVPD 

VVSFIEQINTSPGIWYAAIDLAN 

VFFSIPVHKAHQKQSVFCWQG 

QEYTFTVLPQVHINCPALCHNPI 

LRDFDHFSLPQD1TLVHYIDDIM 

LIG\PV*NMLLHLVPPTTKKETQ 

HLEVLFGFWRQH1PHLATPSSP 

NGPMNKVTMMA/ANVGYAWD 

QKHGLPLTKANLVMAIGECSV/ 

SPAAETNTEPSIWHHSSGQDSQ 

VQESKGGNGSGTTHHHP**STS 

KIFASCSHDITFCWPRGLSSRGR 

NAATRRHKNNF1KPEVKIAFWT 

LWDPPTFKSTG*ERS*SVGWW 

D*HELPR*NQSTTPQGSVSIIPH 

GQPPHQLFGVAKARTFGIT 


14159 


44527 


A 


14242 


1 


336 




14160 


44528 


A 


14243 


3 


1885 




14161 


44529 


B 


14244 


1 


1423 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14162 i 


44530 


A 


14245 


1 


1361 


MIIS1DAEKAFDKIQQPFMLKTL 

SKLEETASPSPVVATYTPQPML 

PSAFPPLSEEINPVLPETTVMAS 

PEAVTRQDNVDSPQKPPPTPMF 

ASRP1TRLKPRRAPSEEGIQRLK 

K1GMVEWISHFRPTPLSMEGPE 

HILLTNTLLNRYVKAAPASLKS 

PLTALLFMSDLTVGTTFSQLQN 

LNTMGIFGSSCDRSQVAALNHQ 

RQVPECKIV1D1LNIWRJPHIGSL 

TGRVREIMVGKAKWKPLEQPP 

PRKIV1QKQYHIPGAITE1SATIE 

DLKETGVV1LTTSPFKSSIWPLQ 

KTDGSWRMTVNYHKLNQVET 

P1AAAVPDVVSLLEQINTSPGT 

WYAAIDLVNVFFS1PVYKAHQK 

QFAFSWQGQQYTFTFLPQGYIN 

SPD1TLVHYIDDIMLIGSSEQEV 

ANTLDLLPARVASWGVPYDQL 

T/GGRJED*GLLHRWSCRICRHH 

PQGSWIQES 


14163 


44531 


A 


14246 


1 


1795 


MRKCGKPQFKLGQTNKANSRI 

QEELIHSKSLIEQEGEKPVQFSA 

FHRMWQPADSQCDI1DSAD1WA 

DPLVRHREIITGSGG INRRRTRG 

GRGRGGEAAGGAENCGSREER 

ERAGVGTAVTQLQNLNTIGIIGS 

RGGRGQVAAINHQRQGGHSYC 

KGQQKQNSNQNSVTHVELWH 

WLINHSVPRSEIDRKPTTFLLNL 

Y KQKTSRDL WPFTR VTLH RG K 

RNDQTFQGLLDTGSELMLIPED 

TKHHCGPPVKVEAYGGQVING 

VLAQIQLTVGPVGSGTHPVVIY 

P VPECIIG IGILSS WQN PHIG SLT 

SRKTDGSWRMTVHYHKLNQM 

VTP1AAAIPDVVSLLEQVNTSPG 

SWYAAIDLANAFFFIPVHKAHQ 

KQFAFSWQGQQYTFTVLPQGE 

TLVNFSLPQD1TLFHY1DDIMQI 

GSSDQEVANTLDLLPRKSTTPS 

G/LYGFWRQH1S/HLGLLLTP1Y* 

VTQKAA/SFEWGLEQEKALQQ 

VQ AT VQ A S LPLG V YD P A DPM V 

I EM/SLSDPSSHKVGCAQQHSII 

KWKRYVCDQA*ASPEGTS*LY 

CTSF1 M EKEEVC/LSLEQTLTLD 

MGLPILHAMLLW1HLWIHGLPY 

PSSWYSTQQCL 



1763 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possib1e nucleotide 
deletion, \=possible nucleotide insertion) 


14164 


44532 


A 


14247 


55 


1241 


NRFVRAAPASLKRSAG1GLLCM 

PDLTVG1 WTQLKNLNAMGITG 

SELTLIPGDPK*HFGPPVKVGAF 

GGEIVNKYLAQLGLTDDPVGPR 

THPVAIFPVPECIIG1DILSSLQNP 

HIGSLTGRVRAIMKGKAIMKGY 

YEGKGKAKWKILELPLPRKIIN 

QKQYRIPGGIVEMSATIEELKY 

AGVVIPIPTTFPLNSPIWPVRKT 

DGCWRMTVDYCELNQVVTPT 

AATVPDVVSLLEQINTSPGTWY 

ADIDLANAVFSIPVHKAHQKQF 

AFSWQGQQYTFTVLPQGXWTV 

NSPALGHTNLIGRDLDRFSFPRDI 

TLLVHYVDDIMLIGSSEQEVAN 

ALDLLVFSDHLAIKWVMHSSIA 

SSSGSGICVIRLKKVLKAQPAP 

MASWGVLYDQLTEEEKJRA 


14165 


44533 


B 


14248 


1 


346 




14166 


44534 


A 


14249 


485 


717 




14167 


44535 


A 


14250 


1 


345 




14168 


44536 


A 


14251 


300 


689 


TKRAPCSPAAGSRGRARSLALL 

TLYHGHYPALPPGPTPAQQPGR 

GLAEAAEPRGSEGGNGSNPCG 

R A * DGRSRREG RG RLGG WRPC 

CEPQPWRQAHDPAGPDRVDGG 

ERRGAGVLRGQDGQDEKKKPK 



BNSDOCID: <WO 0175067A3JA> 



1764 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \= possible nucleotide insertion) 


14169 


44537 


A 


14252 


1 


2430 


MAVLQPSRHRLRPQLGLEPDN 

WHSQQDEVSSVATARAVVPSG 

RGAAWMGPSGNIGGSGLVSHE 

CGEGTGAAGSTQLQEGMHFCR 

QSRWAFLTALCEVYTQSLQDT 

VQWLQLCQWSAQGQDDHTLIE 

WLMGATWTVWNDARE1PETG 

TGQDAWLCGSWGVDDQRPHV 

ELAIHCSPTNVQRVLALVDTGA 

DCSLVFGNPVRKPDGTWQMTV 

DDWELTMKVTPPLHAAVPS1MD 

LTDHLTMELGQYH F VDYVHSP 

T1CRGLVAMELAAWKCPKGVL 

LFHYIDD1MLTSDSLADLKVAV 

PLLWQHLAACGWA1NKSKVQ 

WPG LSAKFLGVI WLSKTKA 1 PE 

AIIEKIQAYPRPTTMKQLQTFVG 

LLEY WRPFVPH L AQMIKPL YGL 

SKKGATWDWDNEAGTDLLAA 

KWA1QQTQ ALQVI DQGCPFELD 

VHVTTDGFGWVLWQRMECFR 

TPVGF WSQL WKG A ELQYSLIQ 

KELAAAYAALQAYETVTDWA 

TV1VQMSYP1VGWTGTAQTTTL 

A1CRGAYLEQQSMLTTTPLAAE 

LQEALGPIVLMEDKAMGPEAPL 

DPEPSLLKKGYPLVPDGAWYT 

DGSSQG A A A A WT A V A IQP/I TD 

TI*FDTGCGQSTQWAELRVVE\ 

MD1LEACQKCPACAQAYLRQR 

QLPNVTQQVTVGQMPLTRWQI 

DYAEPLPKLQGYTYALMAADI 


14170 


44538 


A 


14253 


2 


239 




14171 


44539 


A 


14254 


3 


211 


VVYYSPNEVKVVAEGFDSANG 

INISPDDKYGPL*NIFIFLQLWC 

WPNSLLCFLCQCENSFLD1YGIL 


14172 


44540 


B 


14255 


13 


87 




14173 


44541 


A 


14256 


42 


854 


VLVFLTAALF1LPTFSNSMMILQ 

VSGGPWT/VILRRGVLLGVAPP 

PSLPAL\PENSVYQERQECYAFN 

GTQRVVDGLIYNREEYVHFDS 

AVGEFLAVMELGRPIGEYFNSQ 

KDFMERKRADQLPDCRDPLMP 

D*GVWISPLGQQVPNLTAQKTL 

QHLPS KJCEPQQH H DLL V Y H VT 

DFYPDSIQVRCFLNGQEETAGV 

VSTNLIRNGDWTFQ1LEMLEMT 

PQQDRT*AGVQLLEVTLNLSLF 

FLEAQSDSVQSfCMLTGARGLFI 

NYLQLNLCTP 
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BNSDOCID: <WO 0175O67A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14174 


44542 


A 


14257 


3 


571 


QGRATPENYLFQGRQECYAFN 

GTQRJLERY1YNREEFARFDSD 

VGEFRAVTELGRPAAEYWNSQ 

KDILEEKRAVPDRMCRHNYEL 

GGPMTLQRRVQPRVNVSPSKK 

GPLQHHNLLVCHVTDFYPGSIQ 

VRWFLNGQEETAGW VSTN LI L 

NGDWTFQIVVMLEMTPQ/QGE 

DVYTCQVEHTSLDSPVTVEW 


14175 


44543 


A 


14258 


1 


1677 




14176 


44544 


A 


14259 


2 


430 




14177 


44545 


A 


14260 


821 


1428 


QVTDVQDFPLKCKIQWRRTVR 

GDLQ/PFTRVTVHWGKGNDQT 

FQGLLDTGSELTLIPGDPKRHC 

GPPVKIGAYGGQIINGVLAQVQ 

LTVDAVGPWTHPVV/1/SPVPEC1 

IGIDILSSWQ/NSH1GSLTGRVRA 

TMVGKAKWKPLELPLPRKIVN 

QKQYH1PGGIAE1GATIKDLKDT 

GWIPTSPFNSPPPMQKTDGSW 

RMTVDYL 


14178 


44546 


A 


14261 


507 j 


910 




14179 


44547 


A 


14262 


1 


2898 




14180 


44548 


A 


14263 


1 


2580 




14181 


44549 


B 


14264 


159 


2657 




14182 


44550 


A 


14265 


142 


377 


NHLLRRQQWQTPFPPPSWS/SPR 
SSSDCCGSSENFKPVDLSLLGSV 
GVGPTEPDHLDPWLQPPFQGSE 
RFCLAGVPGATG 


14183 


44551 


A 


14266 


363 


638 


EVWKESSGWHLAGAPLGQSFQ 
RKEQAVIFAVLQPLLVIPKQTGS 
GVDLQQTPAHLQQRGLSGCLQ 
SLCSLTSS*PQRHPQNSSLVSNC 

vvs 


14184 


44552 


B 


14267 


1 


2424 




14185 


44553 


B 


14268 


446 


623 




14186 


44554 


A 


14269 


245 


690 


APSRSTWGSSSTAARRNLKTTR 
KLRTPRTPPHQKPRNPHHGPPR 
TPSG * TPRNPDHRPPPG\PQ VGQ 
PGCWAPSQGPRGWGQLGC*RE 
EVPGGGHAGRHSTPVGG/DFFL 
QAGPWPPDASLPTNPFVLRGAS 
TPPH PLSENN KDKFLLQK 


14187 


44555 


A 


14270 


223 


365 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14188 


44556 


A 


14271 


1 


687 


MSEYIRVTEDENDEPIE1PSEDD 

GTVLLSTVTAQFPGACGLRCRN 

PVSQCMRGVRLVEGILHAPDA 

GWRNPVYVVNYPKDNKRKMV 

LGLPWKTTEQDLKEYCSTFGD 

VLMVRQSQDEPLRSRKVFVGR 

RTEDMTEDELWEFFSQYGDVM 

DVFVPKPFRAFAFVPFADDQ1A 

RSLCGEDSMKGISVHISNAEPK 

RNSNRQ/LRSGRFGGNPGGFGN 

QGGFESYQRCERKAV 


14189 


44557 


A 


14272 


1 


833 




14190 


44558 


A 


14273 


3 


447 


RGTAGGQPGNGPALAQSP*WC 

RLGSGGT*GKSPGTSQGRALPW 

CSC/SVSTWATAAPGSQQRASP 

CSWAQPGPLASLRJLLMPPRLR* 

GHLGHLAWLQLFAAPCPVIHV 

AVMWSLLGIALRKVHGDWAPL 

AILSLVVCASNKLNLKKKKK 


14191 


44559 


A 


14274 


988 


1803 


RAARVPRAPLEAVAHRWASAS 

EDDGTVLLSTVTAQFPGACGLR 

CRNPVSQCMRGVRLVEGILHAP 

DAGWRNPVYVVNFGDVLMVR 

QSQDEPLRSRKVFVGRRTEDM 

TEDELWEFFSQYGDVMDVFVP 

KPFRAFAFVPFADDQIARSLCG 

EDSMKGISVHISNAEPKRNSNR 

Q/LRSGRFGGMPGGRLQGTRYS 

PAPAPGSPGRAQGLG\AG*SRPS 

GSWLSGHLQRPEQSVGRAPAA 

PRHAVRRSLRRLAALCRRTRAR 

CRRAQLHVSPQRRRH 


14192 


44560 


A 


14275 


3 


184 




14193 


44561 


A 


14276 


1 


352 


KAAMVRFKHRYLLCELVSDDP 
RCRLSLDDRVLSSLVRDT1ARV 
HGTFG A AAC\S I G FAGT1RTCQK 
FLIQYNRRQLLILLQNCTDEGER 
EAIQKS VTRSCLL* EEEESCEEA 
AKAME 


14194 


44562 


A 


14277 


1 


456 


PTRAVEAAMVRFMHRYLLCEQ 

VCDDLRCRLSLDDRVLSSLVRD 

TIARVHGTFCAIACSIALALARA 

LNEEGNPEGWRDVAGASAGGR 

KKGHECPSPCTVFCTL/RYPNA 

YTVIGLLRCKKELYQVVWSVL 

YLMTYLENKGHRYPCFFNTLH 


14195 


44563 


B 


14278 


34 


267 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon lor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14196 


44564 


A 


14279 


3 


395 


SAEVGAAETTLTELRRTVQSLEI 

DLDSMRNLKASLENSLXGILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAEIATYRRLLEDGE 

DFN LG D A LDSSN S MQTIQKTTT 

RJUVDGKVVSETNDTKVLRH 


14197 


44565 


A 


14280 


2 


1044 


SSQMPSPQEGMCGKACTPALS 

QADSLCPLLRLASEVEGYWQM 

ACAEPYVQSEMNDHLSVWSLQ 

HGSTTLASMSFTTCSAFTNYWS 

PGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTSF\GGLA 

GMGGIQNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LEKNRL*LETEIEALKKELLFM 

KKNNEEEAKGLQAQ1ASSGLTV 

EVDAPKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEIDLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKIIFGRVWEISYLHVFEGKQV 


14198 


44566 


B 


14281 


247 


857 





BNSDOCID: <WO O175067A3_IA> 



1768 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^linknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14199 


44567 


A 


14282 


1 


2104 


LRGSELAGGVAAPDPSSRARAP 

GRGQGSEPPRRS*GRGRAPPRA 

HTPLDDFPPGRAALSPGRGLSS 

RRPDPGSAGRPLLLCLRPPLHSP 

PPPRGCQ A P A FQS L PSF HL A LRL 

RSSGEEKLWGPRRAPAAP*SQR 

RKPDPARPG L A A A VPLRP V * AS 

D*GAAQVPPPSPLRDGGQPGGR 

EGVGRRTPHRAAAWLLGE*AA 

DAAAFHWDGGRPPAAPARLLP 

GAPHHREDRVHHQPRGHPLQH 

QSPGDPTPAGEQHASRH*LCRN 

PETQKLRH "TSERRDG H REEEH 

TGTAGVPRSRPATQRPHAVPAG 

GLQPHRMLPALSSGAASGGEA 

EHGQLSGRGREEDGPVWPQLP 

AGLQGHFRGESPRWPPCLGDGS 

EN*PGPVQAEFSGG*DPAVSESE 

DNQPRSRQFLRLQREEKAKP\D 

QRFTYLPANVPIIKTEPTDDYEP 

APTCG/RGEPGVKSSPKTILQPA 

ARDATRPQLLPRGRLPALSAEK 

HPDASSPWREPQAPRPFSRCLH 

QGRCQPGPLSPRTPAAGRRGPR 

RPGWPRPVATHPGSPGQPPPAL 

LPQQ*MK*YEMTSPARAPTPSC 

HIGALSSAGVC*LQQTKTFE*IN 

*THTWYHSEPPTD*MPGAEH*Y 

VQRLALQQEGKQGGRETTVSP 

GGEVIS*QQKGGGRAEHGRPTV 

QGP/SHGNGPHAV*PHAQPFWH 

P WG SILE V PYLTRPSG HHRIEH 


14200 


44568 


B 


14283 


41 


4224 




14201 


44569 


B 


14284 


1 


1332 




14202 


44570 


B 


14285 


140 


215 




14203 


44571 


A 


14286 


234 


657 


VQQPGRGLDLSTDGPGGRSQV 

GLIWSCCCLH*AASGEPGGRCP 

GS/GAPGPAGSALEFRARDGVP\ 

GVGGPSWESHSPAAATPPPAEC 

RGPGPTPSPAPGEAAPEDREDG 

AAAPGRAEPASIVAPADGSQGQ 

VLATQAGALGA 



BNSDOCID: <WO 0175067A3_IA> 



1769 



WO 0.1/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14204 


44572 


A 


14287 


134 


789 


PDSSQAPSRNSTRPAASTRKSSS 

PPAARSYAGNELGSSRGDADPPP 

QNPTGPAPQSAEVPRCD/SSSA 

WASNGSS1SPSFFSLRPWPSST/S 

KVPGAGHHTPPEGAGGASAR\S 

SSLAPSAGAPVPS\A*RSQLGTW 

LSVLRPRSL*QSRVRSPSSHVSS 

PGSMQAPNSPSSFQPGMNGAWI 

WWL*THIPLARWPGPPGILVITC 

PTVTW1KWSFICSFHPT 


14205 


44573 


A 


14288 


465 


1541 


GPPKRKLISNFSKVSGYIONVQ 

KS*AFLYSKJC/QTESQIMSELPF 

TIASKRIKYLGIQLTRDMKDLF 

KEN YKPL LN EI KEDTN I WKN I P 

CSWIGRINIVKIAILPKV1YRFNA 

IPI KLPMTSFTELEKTTLKFI WN 

QKRAHIAKSILSQKNKAGGITLP 

DLN L Y YKATVTKTA WY WYQN 

RDIDQWNRTEPSEIIPHIYNHLIF 

DKPDKNKQWGNDSLFNKWCW 

ENWLSICRRLKLDPFLTPYKKIN 

SRWIKDLNVRPKTIKTLEENLG 

NTIEDIGMGKDFMTKTPKAMK 

TKAKIEKWDLIKLKSFCTAKET 

TIRSFGSEQKSHTLVRATRLVSD 

HSQSFEAWLQFLGDTRFGTQKL 

RDSD 


14206 


44574 


A 


14289 


1921 


3199 


GYLAAGQVTSRIHTGRRHFSGP 

ARCPCVSCCRRPGC*PQPAVRP 

SG*HCRKTAPSHGPSIWQTR**P 

G S W PN LRPG * G WR WLRA QP RG 

RGIPVGCRSNLQLHPTKNPGSH 

*GSGSPWQCPGVLL*ASGRQPG 

SPSGGCT*SSGKAGLEPQWHPA 

1PGHCRNKPAAPASWERAPRPR 

AHALACGWWRYSSC*SWRS*S 

SPETPGPAQV*CHRPCPAAWW 

RCHS**TAQFL*D*FS*FLQTIGE 

PCICPKPISVPH*PMKQSH\RGIG 

GCLQYSSHPG1ESSLGMSRGF/D 

RRDL*TLQIGS* RHPRAG PEG A 

AL*CLAGESSLRTPSAPCPGSPH 

TPGSS ASGNTSPV* * ETGCG SRQ 

GS ARL VLESLLSR* *CLSGPSRP 

SCLLRGISWQCGTAGRLSSSGPP 

AASGAGADAAPGGFPRLPCLEF 

GTV 


14207 


44575 


A 


14290 


3 


626 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14208 


44576 


A 


14291 


1 


1065 


MRGSCERSGEDEEQKEEAMVA 

CGRLSGVPEAEQGPEANWDSD 

LETEGTDGLGELVRDTLYLRSC 

RA H S V V PI SCFLRQG S AQELN L 

RHRGLGPQGARALASSLSSNPY 

VKRLDLRDNGLCGAGAEALAG 

A L/QQKQQH P* CGPVGEP A G SG 

RSPGP/RVPPSQ/CNQAMRKMQ 

LSGM G LEEQ A A QHL AELLL A H 

TDLKSLDLSYNQLNDQAGPAPS 

LRAFPQANIFLKVLDISYNGFG 

DPGASAVGEALKANNVLEELN 

MSNNRJSAMGALSLGLGLRVN 

QTLRILVLCVRVSQVSRNPMRS 

EGCFGLLKSVQDNPASALELLD 

FSDIQVNAEFDGLASSVRGILPG 

LGIKDWRLQSGV 


14209 


44577 


A 


14292 


1 


416 




14210 


44578 


A 


14293 


2 


384 


ELWVVTSFMAYGSAKDLICTH 

FMDGMNELAIAY1LQGVLKAL 

DYIHHMGYVHR/DLQGYDAKS 

DIYSVGITACELANGHVPFKDM 

PA TQMLL EKLNGTV PC L LDTST 

IPAEELTMSPSRSVANSGLMTA 


14211 


44579 


C 


14294 


142 


474 




14212 


44580 


A 


14295 


1 


1470 




14213 


44581 


C 


14296 


91 


471 




14214 


44582 


C 


14297 


195 


480 




14215 


44583 


A 


14298 


121 


1130 


SRSTQYELMSFLTNDASSESIAS 

FSKQEVMSSFLPEGGWYELLTV 

IGKGFEDLMTVNLARYKPTGE 

YVTVRR1NLEACSNEMVTFLQG 

ELHVYKLFNHPNIVPYRATFIA 

DNELWVVTSFMAYGSAKDLIC 

THFMDGMNELAIAYILQGVLK 

ALDYIHHMGYVHRSVKASHILI 

SVDGKVYLSGLRSNLSMISHGQ 

RQRVV H DFPK YS V K VLP WLSP 

EVLQQNLQGYDAKSD1YSVGIT 

ACELANGHVPFKDMPATQP/M 

VLVLSSPDAARETERHSALPVG 

YQHHPR*GADHEPFALSGQLW 

PE*QPDHQHPPALQR*LALPPLP 

PNLLPPLPPLC 


14216 


44584 


A 


14299 


304 


412 




14217 


44585 


A 


14300 


2 


350 




14218 


44586 


A 


14301 


191 


299 


HRPATAVLHVPTRSPPSPGSRPS 
* PPPA A ALL WTPA 
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SEQ ID 

NO: 


SEQ If) NO: 
of peptide 

sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14219 


44587 


A 


14302 


537 


5523 


LARYYKFMHQDRQGVARNLL 

CQKEKRR*YTTKCEDNTCHWT 

GRTSS'PRSV/SNLNSQCGPRLW 

PPVTIIRQANIKTGEKAH*TSKL 

LPPVQLKFPARDDTLPWPGYIP* 

QLRRPSPR*SILSMLPRKVVPCL 

*QKP*TVCWKF*EPLSYIHHSLV 

LICMMIPMPMTLLGA*CLTQAL 

K* SRM ERKKG RA AQRSSTLG C 

QSPRGSPGGGPGPPGPPGAGKQ 

QSNSVQTSRJLLARTLPSFSSST 

VKDKEL A RNTAP 


14220 


44588 


A 


14303 


2868 


3095 


PG WAG G L FG PS AGM RA W ATK 
PSLTPPAPAGQRCPQGHRG*SG 
PGIYAVQPPSVPAWAAHATTQ 
A RLC H PRSPPLR 


14221 


44589 


A 


14304 


693 


821 


SDRQT+RQEKRLTRRQSCCLPC 
N*SFQPETTLFHGPDTFHDN 


14222 


44590 


A 


14305 


338 


645 




14223 


44591 


B 


14306 


181 


480 




14224 


44592 


A 


14307 


155 


543 




14225 


44593 


B 


14308 


1 


1260 





BNSDCCID: <WO 0175067A3JA> 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14226 


44594 


A 


14309 


1 


2025 


VINIINAAQESSPMPVTEALDRV 

LEILRTTELYSPQFGAKDDDPH 

ANDLVGGLMSDTGLEIIKDGEE 

EGESRTAQQYPGLSESTRQPWR 

RSRTPRTTWGWKATEQQCPDF 

PPPGPHPHLELLIFHCEGQGTGQ 

KHSTSYPCTLMSEKRGLMNVFF 

AKYTGPAMRKSSGLTPSLLHLY 

CADPLHSKPLFNCPPPTTSKTE1 

LGSCNCSPSESVRGAEKGDQEL 

LANIKQAEKHEKN HPEVTVAM 

ALTDIDLQLQFSMSQPEALLLL 

AAGPADHLLLQLYSGHLQSAT 

G1YGEGRASSATLEDLESQYQE 

LAVALDSSSTI1SQLTENINSLVH 

TLKEEKHEIHQVQKLGRNLFKL 

KNQTAEPLAPEPPARPSKVEQL 

QDETNHLRKELESVGRQLQAE 

VENMQMLSLLNRRQEERLQEQ 

EGWQEEQERLLDKNNENKSAL 

QLEQQVKELKL\ENLEATSQ*K 

QQL/TAQLSLMALPGEGDGGG 

HLDSEQEAPRPMPNIPGDLESR 

EAMVAFFNSAGANAQEEQRVC 

CQPLAHPVASSQKKPEVAAPAP 

ETGGESVCGETHQALQGAMEK 

LQESTSARGQCQRJRSTGRGGHR 

QAGPGPGGDEEMLCTCTQVSS 

AGRGMGMLTVVLVVSLMMLS 

ASFSTWCMRSISSCHCAYSAHS 

SISVFWFPREYILASGSEMMNS 


14227 


44595 


A 


14310 


3 


564 


SLRVSLLKAVVDRAGSR1LSYIA 

GLGVDLGFGGGSRVAGGIADL 

GRSGGGKATRSRRGSRAGGGR 

LRSRHHEEALQLRETPGPGAPE\ 

PMDQEYAGPGYDIRDWELRKI 

HRA A 1 KG DAAG/V WSAAMTRR 

FRDLDA RDRKDRTV LHLTCAH 

GRVEVVTLLLSRRCQI\DICD\N* 

NRTPLMKAVHCQEEA 


14228 


44596 


A 


14311 


515 


778 


GQAQGTGDREGAVLFTARAPD 
QCRP*SCSSSRPTASSCPLGHSC 
SPGPLCTHLPLQGPPQAPTVPG 
ATATCWFSWNQCRCRAVSSYP 


14229 


44597 


A 


14312 


411 


608 


EAEIP*TGLPGHSRPPGPLCTHL 
PLQGPLGAAAWVPEAGLGQVP 
TEAAGAARAGCSAHKPWKRRK 


14230 


44598 


A 


14313 


2 


338 




14231 


44599 


A 


14314 


1 


390 
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SKQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540 T 2I7 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=llnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14232 


44600 


A 


14315 


237 


488 


PWKTLDSSEAEILRGVSESSAV 
TLHCMEGQAVGPRQVKRJVHC 
*ASSA*NPHAMLLLQNR*LALC 
TSVPQGAAVLCGGWDPGN 


14233 


44601 


A 


14316 


358 


616 




14234 


44602 


A 


14317 


13 


1155 


IKLPPPGCRRRGGRHRRHRYRG 

RAEPLAPRRRRLPPAPEQPRARP 

PASRFLKNTMSNGYEDHMAED 

CRGDIGRTNLIVNYLPQNMTQD 

ELRSLFSSIGEVESAKL1RDKVP 

GHSLGYGFVNYVTAKDAERAI 

NTLNG\LRLQSKTIKVSYARPSS 

EVIKDANLYISGLPRTMTQKDV 

EDMF\SRFG\R!1NSRVLVDQTTG 

LSRGVAFIRFDKRSEAEEAITSF 

NGHKPPGSSEPITVKJFAANPNQ 

NKNVALLSQLYHSPARRFGGP 

VHHQAQRFRFSPMGVDHMSGL 

SGVNVPGNASSGWCIFIYNLGQ 

DADEGILWQMFGPFGAVTNVK 

V1RDFNTNKCKGFGFVTMTNY 

EEAAMAIASLNGYRLGDKILQV 

SFKTNKSHK 



1774 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 11) NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14235 


44603 


A 


14318 


1 


2340 


MFVWRNVEGHSAAVFSWYSIP 

FLTPPCSHTRPSNLPVTQWPPTR 

ENNLPSWQPLLMSVHQAQSLS 

ALRKEQDSSSEKDGRSPNKSDK 

DH 1 RWPM SG AHDLQQ A APGPG 

GAHQGHPNQDNRTVSQMLSER 

WYTLGPNEMQKYNLAFQNVE 

AR1RYVIVRGNEQGFFRMHHLR 

GVSSLQLGRJIRPGPGTYRLEVV 

DMITIDARYRCSGLRSPPDPDH 

LKSVDLHRNEHFFLQKARWEIH 

LVLQATPSQIQLLHVAFVLAKQ 

PLRCRKQTLFL1SVVGTKEKNV 

ASEGRNPVRPLRGHRWLPASPP 

AAEHFAGGADRKSRLSRAPRSA 

ATATPANEQRAVADVGQWAR 

ARGGRVRAAGRSGSCALRRSR 

CRRRRRRHRRHRYRGRAEPLA 

PRRAASGQPGKLRARRGINCNA 

SS1PMLQVVRIKS1SKHCQMAR 

VAGEGSLPLSHAQLTHCVFGN 

KQVQRT1AYLPPQQQGVQGFL 

KNTMSNGYEDHMAEDCRGDIG 

RTNLIVNYLPQNMTQDELRSLF 

SSIGEVESAKLIRDKVAVGLLSL 

CVPIRNVEIVASTSWWSLPLAP 

YVPRG I RRSQPSTLMDDLSCRS 

HQAAAPFTASVLLYISGRVKAH 

TAAQGFNHIPEEGVSQEAGSG 

WSQAWKDGWLTNVFMFSCTG 

HSLGYGFVNYVTAKDAERAIN 

TLNGLR/PPVKNH*GRPLQLGFL 


14236 


44604 


A 


14319 


701 


1050 


LIVHFCLQVGCGVGNTVFPILQ 
TN/NTNSE YDPSRCFAFV HDLC 
DEEKSYPVPKSSLD1IILIFVLSAI 
VPDKMQKAINRLSRLLKPGGM 
M LLRDYG RYDM AQLRFKKG I L 
KVLNPNH 


14237 


44605 


A 


14320 


701 


1519 


LIVHFCLQVGCGVGNTVFPILQ 

TNNDPGLFVYCCDFSSTAIELV 

QTNSEYDPSRCFAFVHDLCDEE 

KSYPVPKGSLDIIILIFVLSAIVP 

DKMQKA1NRLSRLLKPGGMVL 

LRDYG R YDM AQLRFKKGQCLS 

GNFYVRGDGTRVYLCHTRCNW 

TRFSPTAG LEKPQKPWDRRLQ 

VNRGKTTDNVPGLDSVQILQAP 

SVQHQLRGYLLPTRCKPVVVS 

GLFLKKKIVALGVV/RCL*SQPL 

RRLRRGGSIE/HQQSNLGK1VRD 

PVSESNDKIKR1 
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SEQ ID 

NO: 


SEQ Il> NO: 
of peptide 
seq ticncc 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14238 i 


44606 


A 


14321 


756 


1334 


PGKFVLMSFLDPQPPTRJLEVGC 

GVGNTVFPIFTNRTMTQDSLVY 

CCDFSSTAI\ELVQTNSEYDPSS 

VF\A FVQGPV * * RESVTQCPR A V 

LDIIIL1FVLSAIVPDKMQKAINR 

LSRLLKPGGMMLLRDYGRYD 

MAQLRFKKEELDTLFTTAGLEK 

VQNLVDRRLQVNRGKQLTMY 

RVWIQCKYCKPLLSSTS 


14239 


44607 


A 


14322 


249 


474 


VYLLIVLAVLYTNNRQTESQIM 
SELPFTIASKRIKYLG1QUTRDV 
KDLFKDNYIPLLKEI*EDTSKW 
KSIPCSW1 


14240 


44608 


A 


14323 


1 


5796 




14241 


44609 


A 


14324 


1 


2721 




14242 


44610 


A 


14325 


1 


3438 




14243 


4461 1 


A 


14326 


1 


3306 




14244 


44612 


A 


14327 


1 


2364 




14245 


44613 


A 


14328 


1 


2091 




14246 


44614 


A 


14329 


1 


2334 




14247 


44615 


A 


14330 


1 


1986 




14248 


44616 


B 


14331 


1 


2559 




14249 


44617 


A 


14332 


1 


1671 




14250 


44618 


A 


14333 


1 


1845 




14251 


44619 


B 


14334 


1 


2055 




14252 


44620 


B 


14335 




1554 




14253 


44621 


A 


14336 




2559 




14254 


44622 


A 


14337 




1714 




14255 


44623 


A 


14338 


1537 


2204 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


14256 


44624 


A 


14339 


2004 


3751 


YQSLAETQQQQKKNFRP1SLIVTN 

IDAK1LNKILANRIQQH IQKLIH 

HDQEGFIPGMQGWFNIHKS1NV 

IQHINRTKDKNHMIISVDAEKA 

FDKVQQHFMLKTLNKLDIDGL 

EVLARAIRQEKEIKGIQSGKEEV 

KLSLFADDMIAYLENPIVSAQN 

LLKLISNFNKVSGYKINVQKSNQ 

AFLYTNNRQTESQIMSELP\FTI 

ASKRJKY LGUKLTRGVK DLFRE 

NYKL\PLIKEIREDTNKWKNIPC 

SWIGRMNIMKMAILVPKVMYRF 

NAIPIKLPMTFFIGLGKILLLSSY 

GTKKRAHIAKTILRQKNKAGGI 

TLPDFKLYYKATVAKTAWYW 

YQNRDIDQWNRTEPSE1MPHIY 

N YLIFDKPEKNKQ WG KDSLFN 

KWCWEN WLAICRKLKLDPFLT 

PYRKINSRW1KDLNVRPKT1KTL 

EENLGITIQDIGVGKDFMSKTPK 

AMATKAK1DKWDLIKLKSFCT 

AKETTIRVNRQPTKWENI FATY 

SSDKGLISRIYNELKQ1YKJCKTN 

NPIKLKWVKDMNRHFSKEDIYA 

AKKYMKKCSSSLA1REMQIKTT 

MRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTL 


14257 


44625 


A 


14340 


519 


1286 


LNLEERAFRHKSSEH LPHLKVH 

FRHSSCGIKTKSLLHVSPPTTLIF 

PYPPLWGNPSN*ARPPCSVHSG 

PYPQGLASIIAHGSPGNVRGVH 

V * 1NDSEGG I SRPSTASHKETPR 

PPTPARHADLAATRPRSLTTSPS 

VGAGPRA/PSRAGPSVGGLGLRP 

SGRAPRAEVALPAGLSPAGLAG 

PPPSGRSTGALPPAAAPTTSGP/P 

ASTPPNAPAPGHTLSSRSPHRA 

ARPPPHCGAEEWTGFTMRPSW 

RISQSFIVKDS 


14258 


44626 


A 


14341 


482 


700 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14259 


44627 


A 


14342 


1368 


2416 


SSMTQSSCPMTSYLKSKFGEPL 

MPSYTNPTETGVSKLVNKTQVF 

TYAHKGPVSIYFDACQAAHLSK 

LNNIWT\SVKI*DKKESASRATK 

AITEESKKECPDCDNQWTTHEF 

NQHLYTGRAALFASQEEKIGYT 

TGTCYPLNLT1LKPNMTFWTKG 

HKGLLTFDQAGALLGLGIPLVI 

TKKTQRTQVQLSPIQQFRFYKS 

FNEHFNSEVSKIQIPP1STENLFV 

QLAKS1ANNLGVTSCYVCGGA 

NMRDQWPWEARELMLQDNFT 

LPEF VTKFN AN PSVWLLRN PI IG 

KYC1ACWGKSFQNQIGETTCLG 

QQYFEESENRTQWRSFIDDSSXG 

HFNPFLQFPTLNQSWYQLE 


14260 


44628 


B 


14343 


1 


1071 




14261 


44629 


c 


14344 


89 


283 




14262 


44630 


A 


14345 


244 


315 


NPKGQKDREAPLSRSVFVLK1KI 
KRAFALLLHGRF* PSTPA AS ASP 
ASKSPRGSGKALASALFY1VQL 
TK 


14263 


44631 


A 


14346 


1228 


1656 


Q V Y RPSQTPH LA LSPER V A PGR 

RAAGRLAPEARAPRGSP/LPPHR 

VSEKTIRVVVFHPGARRAGGTP 

PRAPRGDTGG A PG A\PTYSTPL 

MSLHRARLESSPTGSSFPADSA 

KPVPLAVVSLDSR*GQWESRSS 

I H A\ VTN * M TRH 


14264 


44632 


A 


14347 


2 


705 


GSWPGLDDGSATRILACPWPGL 

GDGPAAPKANLPLVRWKPQCF 

RGEGL*GSSCFSATLLTGLDLW 

ACCSSRSTASARLSTYPSAFTSG 

WCSSLGPTEEAPGSWINCPLAG 

ILG A ATSPKPS A 1 PQ A SPE VSLD 

AEDTGMKP*DSA\GPPGPARGL 

CGRGCGLSPACMGLRP/PSPPA 

QS PST A LTS LTVPSPFH PPRKK W 

SPPSAPAPSAPSPAPASLTPSPAP 

PAPSPAPTPAPAP 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14265 


44633 


A 


14348 


367 


1 174 


WVRGQPSQSQLDLLACSTPTS* 

WPPGRAPPPPPLP/PPPPLPPXPTP 

ASPPLLHPPRRAPPPPPVP\SFTP 

ASPPPDPVPRPTKALTGLP/LCP 

LPCMGR/PFVPYLGGLLPCLGP 

DFSSL**SPGGWDRPVRPLG1SQ 

1PE\PPLTMGL*MQ*1PP*PRFQG 

HYAPLPPLQTLC1SVKTPGRNPR 

GLPMHKI LQPQNPSQPPCELPQ 

AHCPTTPPPKQCPVPAAFSILPVT 

FADKDPGAAPEGTVKAPMPTQ 

*EL*PLRPREHRVLSGPTAGQT 


14266 


44634 


A 


14349 


332 


988 


RRAGTPASWGHNGARAKTPSR 

ACACLGLYPIHQPTARRAPAAR 

SHGPGPPALPRKGAAHGPRSVS 

HHPLRPCSRSSCLAWPCLHHPQ 

PLHCHPHRHWPKWHPHPLAPH 

PLLGLHPRSRPQTPPWTSCGPSR 

RLPTPSGSWPAPFDRDWPN*AR 

PSALCCPFCQEPQLTPCLHLCPH 

PHPHRHLPGLSCPHRPPRWRSP 

QSPCPWWLLWWTGQWWQPGE 


14267 


44635 


A 


14350 


190 


718 


FVLQLPPAPKSGLGRWGSPPPG 

QFSSSQRTGTVRGRGRCAEPRG 

SLPHPT*GNNK*HGNWMGLGS 

QGLXGRQPGEDKHCYQR/IGVG 

G A H LLRPPHQRJ RS LTSTG S GC S 

HPWSRELGCSWDGQRASAPLA 

LRQAWGEGLAGRNHTIVPFHG 

DIS1APRLLPCRETLFSALCGGES 


14268 


44636 


A 


14351 


I 


486 


MKGEVSCKQHQDALQQVLWA 

MLQDADKQVRRAPGPVENENH 

CDFVKLREMLICTNMEDLREQT 

HTRHYELYRRCKLEEMGFTDV 

GPENKPVRVLLFKSLSDSKRVK 

YDEEWIRLPVE/MKY/MLERKV 

TQKQP*VPLVFVSWRSR*ESLR 

REEEENQQCHVLEL 



BNSDOCID: <WO 0175067A3_IA> 



1779 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


14269 


44637 


A 


14352 


1 


2380 


MMWSVLLQPVVLAAVERQGE 

ALEFLIGVPESDGENGTKLENT 

LQD1IQEDFPNLARQAHVQ1QE1 

QRTPQRYSLRRATPRHIIVRFTK 

VEMKEKMLRAAREKGRVTLK 

GKPIRLTADLSAETLQARRDRG 

PIFNILKEKNFQPRJSYPAKLSFT 

SEGE1KYFTDKQMLRDFVTTRP 

ALKELLKEALNMERNNRNFFG 

VTFAFFVGGQSLGKALQETSIPF 

LREEDLEKTS1LETGMGDWEAT 

RGLPEECAGMRERDCQQNEKY 

QVPQFDQST1ICNIESAKGLDVW 

DSWPLQNADGTVAEYNGYHV 

VFALAGSPKDADDTSIYMFYQ 

KVGDNSIDSWKNAGRVFKDSD 

KFDAN DPILKDQTQEWSGSATF 

TSDGK1 RLFYTD YSG KHYGKQS 

LTTAQVNVSKSDDTLKINGVED 

HKTIFDGDGKTYQNVQQFIDEG 

NYTSGDNHTLRDPHYVEDKGH 

KYLGLIPTYDISSNIYL1SKSCLW 

QANFRLNSALAQSPAITNFQFR 

GHSLKTLDLLTMKNLDSKVNII 

PVIAKADTVSKTELHKFKIKFM 

SELVSNGVQIYQFPTDDDTIAK 

VNAAMNGQLPFAVVGSMDEIK 

VGNKMVKARQYPWGVVQVEN 

ENHCDFVKLREMFICTNMEDL 

REQTHTRHYELYRXRLQLEEMG 

FTDWAPKNKPASVQETYEAKR 

HEFHGERQRJCEEEMKQN4FVQR 


14270 


44638 


A 


14353 


105 


328 




14271 


44639 


A 


14354 


107 


676 


IRPDSLPSASPAQDFYAASSNTF 

PA/DR WSALTK I YEDQTSHN 1 PL 

SQ/TLIQSKALTLFNSVKAEKDE 

EAAEEKFEVTRVVHIRGLIDGV 

VEADIVEALQEFGLISYVMVMS 

KKRQALVEFEDVLEACNAVNY 

TADNQIH1AGHPAFVNYSTSQKI 

SRPGNSDDPEREQCASLYHPEP 

HLFDHHGCSLHYR 


14272 


44640 


A 


14355 


221 


648 


LDWLRRVVG 1 PSLRWTCATLV 

GTRRAARHRCVNVWECGGLKE 

ITY*SVEGLCRA/EKPKPLALLE 

ETCKLPERQVVNAKEKFLEEMK 

SATPVNT*M1RKRNCIITDMEK 

V*AVWIEDQTSHMLPLSQSLIES 

RALTLFNYVMA 


14273 


44641 


A 


14356 


122 


317 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


14274 


44642 


A 


14357 


338 


489 


WLGQN*RHGKQPGPGVGHVGT 
TVWS*PHSPACWAPAPQGPAPT 
GEEGCHF 


14275 


44643 


A 


14358 


1 


459 


RPVWRNSQPPTAAYRWASGSR 

MWSTSFSRWNKTPSGftACSSS 

DKG PPM AQ VP1 PQRN V PP PTK/ 

QPLVLCHGEAPDFSRPPQHRPS 

LQKHPSTGG/PSHSPLPTSAPSSR 

AGLPPLAMTLDLTSGWRLWTP1 

QPFRLPPGSCREGT1LLCSVMD 


14276 


44644 


A 


14359 


609 


2077 


GLKAQPSSSRGHSRGPGACAAA 

PASRVHLPVTFCPEPNSSPCPHC 

TGGWGGRGQ/PACAGNPTASSP 

CQIECPALRSCLHALMDLGSPQX 

LRGAPRTGVPDPRLHLLPQPAL 

SSPPVLLRGPLLRGTCPLAARQ 

GQSPPAPGLLGHPGSHRGRLPP 

AQGGHRLPQPPGPGRRHRAPQP 

DPRRPGLRAAAASGPGLAAWG 

AVRAAERPGSGGLPGGAGPHH 

ARAQPGPRAAPPAAAAPGVAP 

AGGGAVPGGHPHRPGGEAALP 

AHGLPAPAAERTAPRXQPCPAC 

GLIARSDVHHPPVLPP/LSGPAP 

APGRLVGQLGVRGAPSSPVPHP 

ALHFPRAQP/PPGKGITTTSQTQ 

PAGSPPSPCMPPAATPGARHPP 

GSA\GHRAGV*GHTGPCDPHGP 

GHHGHAQLL*/DQAAVGVRGP 

GPWALSGMSQPPTVLPTAGHPA 

PACG VRA FQDGTR PPRA KPAL/ 

LSDKGPPMAQVPIPQRNVPPPT 

KHPCPGPQSSTWMRQ 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14277 


44645 


A 


14363 


47 


1250 


EPRPSRSSGGPQLGQGLPRPMK 

KIPGSSAKTAGPLATRPEVPRAP 

*SAGRQPV/FQRPWGKRKGRKT 

*NHGSPGVKP/TPGPLNKDKGE 

KEERPRQQDPQRKALLHMFSG 

ICPPEKPLPNGKGSTESSDYLRA 

SVTPGPWSFSP\QVASGPMPVH 

TTKKPA*APPQVL/EPKERQTGA 

AADMPQPAVRHQGREPLLVVK 

PTHSRPEGGCREVPQAA/SQNPR 

PAPGLQTPGTRQTSNSVTPQPCP 

PAATHSLGLGSNLSFGPGAKRP 

AQAPIQACLNFPKKPRLGPFQIP 

ESAIQGGELGAPENLQPPPAAT 

ELGPSTSPQMGRRTPAQVPSVD 

RQPPHSRPCLPTAQACTMSHHS 

A AG H DG/DP ASQS A LPETG KRT 

LELQPPGGPLISLS*EAGSLSRSE 

PSCVREV 


14278 


44646 


A 


14364 


23 


714 


EAPEI PRQN RRMTM KERP V WL 

PHK*IHPNVAKWSRVPVQVQK 

NPQFQEXPTPEFIPVPGTSPEAAG 

FWH*GAHDSPGTRDRSEVEPGR 

GHPHLGPRDSAAADPGEHSPCD 

CP* ACPEVRR WPA\A PVQIQ Y 1 1 P 

SVDDFSLEFHAQDGDISDMRRE 

NVPFSPAEEGKA APLYQQPLM I 

PQANHMAG1SPS/SPTAAEFQHR 

D V H H RG PGTRD RTH TETG R VC 

PHPVPTDSPAL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


14279 


44647 


A 


14365 


3 


1869 


ITTVAPSRPASSDCESDGS*EQD 

AGPGSRMGPEK*AGPRPTRRVG 

RWSQTHSQTDDTSGAVVPEYP 

SDR*YAGGRGPG/PGGPTVHP* 

KRRS*NPQETKMMARRDPKSW 

AKRLSPV*PRLAALLTSASPSCP 

LEPRVLPFRVPPSHGLCEGTSYP 

NSPGT*RPPCRSSAKTAGPLATR 

PEVPGAP*SAGRQPWFQRPWG 

K RKG\G KPETM EAPG * SQPGAL 

EQG*GRJEGRETKATRPAEEGSP 

PHVFRETSREAAAEWKRIHGVF 

* SSEG H PG * FPFSFPS AGGNRGT 

PLSCLLGVRDSTILPGCKRANA 

GPHNQ*EAARGPCPR*S\SAAE 

MSGRGSVLASLSPLRKASLSSSS 

S LG PKERQTG A A A/ A H PSA C SQ 

APGPRASPRGEADTQPPRG*LP 

RSSPGCLQNPRPAPGRQTPGTR 

QTSCGDL/SSPARQPPHTAWA* 

APISASGQEPRDLP\SSDSGLPEL 

PQETETGSLPDPRKRHPGR*AG 

GPGKSPTSASRNRTWTKYVAP 

DGQEDTGPGAQRRPAASAQQT 

LPAYCPGLHHVPSLSGQP*WGP 

ASQS/GSSGDWKTDAGAPASW 

RPPHFTLLRSREPSSLRALMCQR 

SLRLPVFVSH RASSMRTFRFPPP 

QRTAILTWS 


14280 


44648 


B 


14366 


1 


1519 




14281 


44649 


A 


14367 


312 


1326 


TTKTGQDKDRLEEFSMQQLSGS 

KRKMSTQPRTELXPPNRHTTTTS 

TTPATNTTCTATVPPQPQYSYH 

DINVYSLAGLAPHITLNPTAHP 

QLKQCVRQAIERAVQELVHPV 

VDRSIKIAMTTCEQIVRKDFAL 

DSEESRMRJAAHHMMRNLTAG 

MAM1TCREPLLMS1STNLKNSF 

ASALR/PDGSSAIQL*SND*SCS 

WRPKL YD A FWDLSSLRV* * PSR 

PEGEGRVSSEGMGESLPFSSSW 

PRQYQSFLCICWTDAPARNTED 

R*SHNKVLSSVY*NVC*NQLPC 

SG*AAAQSCCQSHHDPSQVLSQ 

PG CLC STHCT A RETLRG G HQHC 

HKD*SAEQGL 
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SEQ M) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


14282 


44650 


A 


14368 


2 


1120 


PEPEPGARGGEQLNEDFEG*VA 

VPTCLHCPALSRTQSRAIQALT 

VRRGEATIRPPPCDDTKGGHRF 

LNELIKVVSPKVGAPSPSSDLPC 

RMWGEERGWTVGLPEEVK1AE 

AYQMLKKQGEAHRGWGATRA 

CLPLPHHERPKNVIFEDEEKSK 

VRLQGGTYGDSEPRWGSVGSI 

KEMVQE/DSGRAQSTGRRRDG 

GIELGHXNVKLLTEMVMSHSQG 

GAAAGSSEDLMKVHLPPCLPHS 

LPTPQPTRTLRMRPTLFRLASDT 

EDNDEA LG EPRA G A E V RSPPLP 

PPPAPVRGEEVNGDATAGS1PG 

EEVAGELGGHPSGWRGTESYP 

AMPTRPGEQASPEQPSASVSLL 

DDELMSLGEEGARPGGGRAQQ 


14283 


44651 


A 


14369 


1 


432 


GTRQEVTAGVEPAREWQRRLM 
E VQ WGLERAPYCIQH APR* RRS 
PARPGTQSCGLGACWIQ*GALS 
SPHCTS1SRRCHSLAGSTPAVTS 
CLV 


14284 


44652 


A 


14370 


16 


471 




14285 


44653 


B 


14371 


66 


206 




14286 


44654 


B 


14372 


234 


390 




14287 


44655 


B 


14373 


207 


427 




14288 


44656 


A 


14374 


2 


572 


FLLERAPYGVGFSLLPGLWLGS 

RAGVGRHHDKRVGLGRAPTWS 

LEGAVSSM/TPRPQLCVP/WPC 

WGPSSPGG*QQLGQLSCSYSLV 

DR* VALL WF WMLVGSPLVKGH 

CPTPWSRFVDFSVPLATPPGIVY 

WGLFAVFLFSHLLPARPGEQMS 

ACCRHLHAPSSPLLTLDSLIKVY 

SCNSQGKLVRVFPPGD 


14289 


44657 


A 


14375 


175 


499 


KQNKSMGRKSQGFVASFGNHL 

YCTASCGMPASSTSTQTWPRVL 

PLHSQ/ESSHGGCSWRGRR*GP 

RPRPHKTPVPMVMDSTARNRA 

RRELVLAWCKSPLATALLVSW 

DK 


14290 


44658 


A 


14376 


408 


625 


VFGEQEVFGYMNKFSSGDF*DF 
GAPTTLSSEHCTQCVVFYPSAP 
SFPFPPVPKVHCVIPHSLVPTYE 
WE HTM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /=possibte nucleotide 
deletion, \=possiblc nucleotide insertion) 


14291 


44659 


A 


14377 


1263 


1812 


AGDAAPEDPAGRGQEDLYDEE 

LPGWGLCIPHPACLQPCHA*VT 

KAG/ARVKVILPS*DTQRTKDIL 

KAGGG/PSSIHFINSAHGKPAVI 

VRPRG1WVLNTTPLSGQWGPYI 

GVYTAATVDMKSLGSGSLGLQ 

LALPLAASWLGVLTEAARVFG 

EQVVFGYMNSFFSGDFWDFGA 

PITRAVYTVPNV 


14292 


44660 


A 


14378 


1 


693 




14293 


44661 


A 


14379 


2 


1299 


WDYV/KRPNLRLIGVTESDGEN 

G TKLENTLQDI I LENFPN LA RQ A 

NIQIQEIQRTPQR YSSRRATPRH I 

I VTF AK VEMNE K MLRA AREKG 

RVTHKGKPIRLTADLSAETLQA 

RREWGPIFNILKEKNFQPRJSYP 

AKLSFISEGEIKSFTDKQMLRDF 

VTTRPALKELLKJEALNMERKN 

RQINETENQQGYPGIELGSAPSG 

PNPLFCRHLQMSVDGRHLQNSP 

PQINRIY1FLAPHHTYSKIDHILG 

SKTLLKKCKRTEIITNYLSDHSA 

IKLELRJKKLTQNCSTTWKLNH 

LLLNDYWVHNEMKAEMKMFF 

ETNENKDTTYQNLWDTFKAVY 

RGKFLALNAHKRKQERSKMDT 

LTSQLKELEKQEQTHSKASRRO 

EITKIKEELKEIETQKTLQE1NES 

KSWFFERINKIDRPLARLTKKK 

REKNQIDAIKN 


14294 | 


44662 


A 


14380 


2 


383 




14295 


44663 


A 


14381 


I 


1536 




14296 


44664 


A 


14382 


2 


1118 


REHLAEGMAVGTASADLNISA 

CWLRRJEQQISQHSARALLRDRL 

PPQENSSWHPAGAPLGRNFQRK 

EQAAIFAVLQPPLVIPRKTGSGV 

DLEQTPADLQKRGLTVTRKTN 

KQKAIASTSTERTPTQKPPFKSH 

QHQRPNVDKSAKMRKNQSKX 

AENSKNQNTSSPPKDHNSSPAR 

EQN WTEN EFDELTE VG FRR WV 

ITNSSKLKEHVLTQCKETKKLD 

KRLEELLTIITSLEKNINDLMEL 

KNTAGELRDAYTSrNS*lDQAEE 

RJSE1GDQLNEIKCEDKMREK\R 

MKRNEQSLQEIWDYVKRPNLR 

LIGVPESDGENGTKLENTLQDHX 

QENFPNLARQANIQIQEIQRTPQ 

R YSSRRATPRH 1 1 VRFTK V 
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StQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14297 


44665 


A 


14383 


I 


1154 


MLP1LGSRHPSSLGQARKLDYR 

PSKSQCLEPGTPRACLVLYTLV 

AKLIYNDYFIHYFAPRGLPPME 

KNVVFVIDISGFMFGTKMKQD 

HTsIFSLAREQN WTENEFDKLME 

VDFRRWV1TNSSELKEHVLTQC 

KEAKNLEKRLDELLTRITSVEK 

NINDLMELKNTAGELREAYTSF 

NSCNDQAEEKISEIEDQLNEIKP 

NLRLIGVPESDGENGTKLENTL 

QDIIQENFSNLAKQANWQIQEIX 

QRTPQRY\SSR\RATPRTH/IIVRF 

TKVGNGREKMFKGQPGGKGRX 

VTLKGKPITLTVADLSAETLQAR 

RE WG PI FNILKEKNFQPR1 S YPA 

KLSFISEGEIKYFTDKQMLRDFX 

VTTRP A LQELLKEA LNM E RNN 

RYQPLQNHAKM 


14298 


44666 


B 


14384 


1 


1554 




14299 


44667 


A 


14385 


1 


909 




14300 


44668 


A 


14386 


2 


207 


DIMSC1LQNYNRPPVMALAIPIA 
VKFLHRGNKELCRNMSNYLSL 
AAITKADXLLADHTEV1VKSILQ 


14301 


44669 


A 


14387 


496 


1207 


PLITGTHDSGSVESQLIKLILTM 

HQLFRLVLGQKDLSRAGDLF\S 

*NTMSEIEDSLTEALEQIKHSSSSD 

YQTNNNDQAVVEICITRITTAIR 

ETESI EKHAKALVGL WDSCLEH 

NLRPFG KDEDTPHAK1ASDI MS 

CILPELQPTPQSMALAIPIAVKF 

LHRGNKELCRNMSNYLSLAAIT 

KADLLADHTEVIVKSILQGMVR 

KLSLGTCFGRYLKVFSSSIYGL 

WEARPRVLEAN 


14302 


44670 


A 


14388 


219 


448 


VSLELCLKTTGPDCGCQTSQTP 
PAAAYHHL/PGAGLPCGPRLPA 
LCCSCPMGARPL*HHKR/DPSRF 
QEKTHLYLPSSH 


14303 


44671 


A 


14389 


542 


1365 


GTEGVMANRSQEGNGGGSWR 

AKQVVVTVPF*EQSLVIMLWR 

RGGNT*QRPSEGTSRSHICSFH 

MSRHCQ*CKCLLKEP/VSAEAR 

D ALDTKTHFPLAM 1 PSYLLLNG 

NIGELPEGPAGGCAQNPGLWAS 

/RGPARR*RSQASSSPEVRWPPG 

QCGLRGRPCKKE\PRPHPWSRP 

CASPYRGAGGQRLRRACSAAG 

RKTPDRRPLPEPTRGPVSQRAV 

LGKLRAAAGHRIPIGDLGDGLS 

LGAPPAGRHLHTVLPLRREFSP 

CEDALG1GEQQGKKRVT 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14304 


44672 


A 


14390 


3 


723 


PVLRGG1QEFAY1KALYERKFL 

VPKPIDYNRHAVDMEL1NGYPL 

C*1HHVEDPASVYDEAMELIVE 

LANHGLIHGDFNEFNLILDESD 

H 1TM 1DFPQMDSTSH PN AE WYF 

DRDVKCUDFFMKRFSYESELFP 

TFKDI RREDTLDVE VS ASGYTK 

EMQADDELLHPLGPDDKNIETK 

EGSEFSFSDGEVAEKAEVYGSE 

NESERNCLEESEGCY\SDHLETL 

NK*RKTVYQKRVLMHGVLK 


14305 


44673 


A 


14391 


1 


1889 


MGSKVKEVEDDSQMSDLVRG 

MNAFSKTGSGGVEQGRTGQGG 

TNGHIKKAKARDRDRRFKKTP 

QRKVGNDNLQLPLRWTEQHAE 

THIMNFCSKNYNRNIPGKPRESI 

DTLNEAACRGRLSKTARKLWS 

EAQDQRSFQATEMQAFLFSAK 

RIAAEKKTIIRRRDLCSIWGKLL 

PRPGSQSVPAQIPENLQEQEERA 

KWLLNGRSKFFPQTTSTLGKVT 

SNKTGVKEPELESRQPNLLKVE 

MGMKNHEIVPGSLIASIASLKH 

GGCNKVLRELVKHKLIAWERT 

KTVQGYRLTNAGYDYLALKTL 

SSRQVVESVG\NQMGVGK\ESYT 

YIVANEEGQQFALKLHRLGRTS 

FRNLKNKRDYHKHRHNVSWL 

YLSRLSAMKEFAYMKFRTLEIR 

D YFYWVKINVLTG PCSPKRGSS 

GEFVPCLLQLLLGFGDCWHSFG 

LWHITPVSVSMLTLLPSLLLVK 

QKKPTLDSRMGQFDFVVELQL 

YLCVLEREVIREYPPDGQIFGRY 

FDRD VKC I KDFFMKRFS YESEL 

FPTFKDIRREDTLDVEVSASGY 

TKEMQADDELLHPLGPDDKNIE 

TKEGSEFSFSDGEVPEKAEVYG 

SENESERNCLEESEGCYXSDHLE 

TLNK*RKTVYQKRVLMHGVLK 



1787 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 1 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


14306 


44674 


A 


14392 


150 


1910 


STPPGGPSVLM*STEEPGAGRS 

QPLCDDLSTRPLSCLGAGCCLW 

PAKRISAKEEPWYSSRSKDKKE 

KMYSSPETTTSGGCHSPGDSQY 

QELAVALESSSVT1NQLNENIES 

LKQQKKQVEHQLEEAKXTNNE 

IHKLAQM EQLET1N 1 LTLEKADL 

KTTLYHTICRAARHFEEESICDLA 

GRLQYSLQR1QELERALCAVST 

QQQEEDRGHCLSSPDQNFSLFT1 

QSSSCRE A VLHRRLQQTI KER A 

LLNAHVTQVTESLKQVQLERD 

EYAKHIKGERARWQERMWKM 

SVEARTLKEEKKRDIHR1QELER 

SLSELKNQMAEPPSLAPPAVTS 

VVEQLQDEAKHLRQEVEGLEG 

KLQSQVENNQALSLLSKEQKQ 

RLQEQEEMLREQEAQRVREQE 

RLCEQNERLREQQKMLQEQGE 

RLRKQEQRLRKQEERLRKEEER 

L/TKAGKEA VGPGGE A VEEGG E 

ATKAGGEARALPEPQARQAAG 

RATVQLRGSEQREKERTAVGA 

ASKGAAGEARRGEGDAVHGHL 

SAADL*EGGAAQAVTAADPVR 

GPAAAAGSLGQSGAPRSCQPPE 

PTA RDPA KPRGSP WRRRWRTT 


14307 


44675 


B 


14393 


463 


3755 




14308 


44676 


B 


14394 


175 


1835 




14309 


44677 


A 


14395 


102 


465 


RAYCWAYIRLSCLTVILIAWCS 

QESALSEEEEDTTRPLETVTFKJD 

VAVDLTQEEWEQMKPAQRNL 

YRDVMLENYSNLVTVGCQVTK 

PDV I\SS WSKKRSPG * WRKKCL 

GGTVQNPEEERTAV 


14310 


44678 


A 


14396 


1 


330 




14311 


44679 


A 


14397 


1 


531 


MLLN I PQHTRQSPRA KNYLAQ 
NVNSVKAWCSQESALSEEEED 
TTRPLVRLKHLFVSCIILQCSYV 
LLPLTPEYQLNKFLYVVITMPN 
FDDFKLISIMFLQETVTFKDVA 
V DLTQEE WEQM KPAQRN L Y R 
D V M LEN YSNLVTVGCQVTKPD 
V1\SSWSKKRSPG*WRKKCLGG 
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SEQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1I> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14312 


44680 


A 


14398 


I 


539 


MPTTTTREMTQNSSETIKNKNG 

KKQRKQRKNSKKNRRKQKDE 

DKTRRQNKRHHKKND1NPEEE 

RTAVRLKDGGAPAPQAVQEHD 

AGICSASGGAQETYILVEGKGE 

ASTSPGQSKGSREGGVGANETC 

SKKLYRDVMLENYSNLVT/VG 

CQVTKPDVYSSWSKICRSPG*W 

RKKFWEALSR j 


14313 


44681 


A 


14399 


322 


1227 


fdlkmskcrktplqqlaspasf 

spdiladifelfaknfsywxkpl 

nnewqlpdpse1ftcdhtefna 

fpwi*rtp*nevkk:ptgvirtw 

dewhehtcfh**sge/1sfphgr 

ksvnaelwtqawckfheilcs 

fplipqeafqngklnslhlceap 

gafi aslnh ylkshrfpch ws w 

v antln p y h eanddlm m 1 m d 

drliantlh w wyfgpdntg di 

mtlkfltglqnfissmgtvhlv 

tangsfdcq*npagdqrmvkg 

hcyfpswnwlhlskhtqcgne 

fifmtkkkqsltakslpdtfs 


14314 


44682 


A 


14400 


3 


183 


KRKE1TNSLDAAASRGTVPAAL 

AGVQYLEPRAGAAGRLGGAG 

WGRVPRPGSS/SSLSLVGR*GW 

CPVLRTQGRCCRPPGGCWVGA 

RPKAWELLSLSLVGR 


14315 


44683 


A 


14401 


21 


399 


IWNSAPTASRRPWSLAPGSPRS 
TWCVASTPPCAPGKAREPRDRS 
EVPPATAPAVLQSHWPCPRSSR 
SGSAGNCVGPPHSWAPGHSQH 
LTPGPGHGG PRG P\C WH LLMQT 
AWPALTPPGAMPGEAEGQ j 


14316 


44684 


A 


14402 


59 


478 


RCSQPWHCPAALAGVQYLEPR 

AGAAGRLGGAGWGRVPRPREL 

LSLSLVGR*GWRPQEQDQLFPH 

LRRPVGTRSESTWGNRAGAAT 

W/RAATPSPWRT*NGTKSKQW 

TASGLWQKGDGWD*GSGKPPL 

PLSVPAGQRLVPVC 


14317 


44685 


A 


14403 


1 150 


1319 


PRRLPTACTP* RS/CSRY WM VP 
KSPRMTMMMWTKLARMGAQ 
W*PRKSNACLSRAASS 


14318 


44686 


A 


14404 


34 


304 


LPSRGAGLGTCSPPCLSLPPTPW 

APVRPEPPRRAPPPAPRRPVPST 

TQ/EARRSAASLLSPARPRAHRD 

GTNNSRRATLRAVTLTARVRG 

F 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14319 


44687 


A 


14405 i 


1 


360 


SSSLSYLPAGQGSGPAARHA*A 

SHPLHGLLCGPSLPNEHRPLLQ 

GAQSH*PPKG*GVRAHGVGLA 

GRSTCSP/ECG1H*VKPAGLLSFL 

GPRCFYEL*QSPRRSAAASLLSP 

ARSRAHRE 


14320 


44688 


B 


14406 


80 


1166 




14321 


44689 


C 


14407 


1 


543 




14322 


44690 


B 


14408 


1 


930 




14323 


44691 


B 


14409 


1 


1473 




14324 


44692 


A 


14410 


388 


606 




14325 


44693 1 


A 


14411 


1 


798 




14326 


44694 


A 


14412 


687 


832 




14327 


44695 


B 


14413 


1 


1218 




14328 


44696 


B 


14414 


1 


642 




14329 


44697 


B 


14415 


1 


807 




14330 


44698 


A 


14416 


554 


724 




14331 


44699 


A 


14417 


216 


494 




14332 


44700 


A 


14418 


1 


3408 




14333 


44701 


A 


14419 


330 


858 


VPSLDGQRGLELDTECRLVYLQ 

SLS*T*RFSTSSPEQLDTECRLV 

HSQTLC*TQGADWCIYKP*VGL 

QVELPASPAPVWLAFLSPWVVN 

GTGRHGAGGGARRGGSGCTGA 

HGVGGRLRHGRLQVPSPAPWE 

GSCSLPSPIGPPFKRAHSVLQKG 

SSTLMVGTCASSPKVVPFHLLS 


14334 


44702 


B 


14420 


182 


1513 




14335 


44703 


B 


14421 


1 


1608 




14336 


44704 


C 


14422 


1 


1830 




14337 


44705 


A 


14423 


167 


433 


LPSRGAGLGTCSPPCLSLPPTPW 
APVRSEPPRRAPPP/GSTVPSP1N 
H PRAEECERMARD WQA APPA A 
PVRDPLGEASWAPEFFGSMLPL 


14338 


44706 


B 


14424 


32 


352 




14339 


44707 


B 


14425 


103 


451 




14340 


44708 


A 


14426 


158 


921 


LPSRWAGLGTCSPPCLSLPPTP 

W A P V RPEPPRRA PPS A PRRP VP\ 

RPPKG*GVPAHGAGLAGSSTCS 

PDICRVCRSEGTPEKPLYHPCVC 

TGS1KFIHQEC\YSPDMPSRLP1Q 

D1FAGLVTSIGTAIRYWFHYTLV 

AFAWLGVVPLTAWHQLLDLGS 

TLNPGCSH L V ILKLTTSTKTLFP 

NKATFILVVLSQDKTLMEDPR 

MEDKWKEDRFSPFNSEALEITL 

GERHRPQTASVIPWFCSSRHVL 

NLGKINFEVD 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=!Jnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14341 


44709 


A 


14427 


242 


515 


1QSVHWCIHKP*ARHRVLIGVFT 

fPELDIKVLHVPTRLRNPAGFTH 

WILHRDCRCSCMPVLRHAPALL 

SPWVVNGTGRSRAGDSTHRGG 

SG 


14342 


44710 


A 


14428 


759 


988 


TWPRKPLFPPRPLGL*WEGMLQ 
RSLTCPGDIFPI I L V I SI WLL VTY 
ANFGSWL*FLPRKWVFPFFIPVP 
NKFLIFI 


14343 


4471 1 


A 


14429 


130 


788 


VLQLIKAVWTPRTQEPSWLPPV 

NPARELQVELPASPAPCARTPQ 

LLGGRWDWAPWSRGWRSFGE 

ARAAQKPMEGVGGSGMAGCR 

SRALPHGKAAKARRAIEHSTGG 

LALLGDPVHSPQPLARVLSPSLP 

RASRAG WLLRVRGPPSPRPPGT 

PAGRQAPHAAPVPARASPSTPP/ 

CRAERVGSSPGQPRKGLPQCRG 

EAEGLLKCHQSGSPGRGEELW 

HSR 


14344 


44712 


A j 


14430 


108 


1686 


ANRCPLPH PGTG AGRCLGASA 

GRAEEAGV*GPLHEGLGYRPA 

GLFLRADTG HRTPG WGGGGGG 

AGGRGGAAPGPGVGATRRFAG 

RRGCARHGAAVPAAVRXCCERL 

V LN V AG LRFETR A RTLG RFPDT 

LLG DP ARRGRF YDD ARRE YFFD 

RHRPSFDAVLYYYQSGGRLRRP 

AHVPLDVFLEEVAFYGLGAAA 

LARLREDEGCPVPPERPLPRRAF 

ARQL WL L F EFPES SQ A A R V LA V 

VSVLVILVSIVVFCLETLPDFRD 

DRDGTGLAAAAAAGPFPAPLN 

GSSQMPGNPPRLPFNDPFFVVE 

TLCICWFSFELLVRLLVCPSKAI 

FFKNVMNLIDFVAILPYFVALG 

TELARQRGVGQQAMSLA1LRVI 

RL VR VFRI FKXSRHSKGLQI LGQ 

TLRASMRELGLLIFFLFIGVVLF 

SSAVYFAEVDRVDSHFTSIPESF 

WWAVVTMTTVGYGDMAPVT 

VGGKIVGSLCAIAGVLTISLPVP 

VIVSNFSYFYHRETEGEEAGMF 

SHVDMQPCGPLEGKANGGLVD 


14345 


44713 


A 


14431 


1 


427 




14346 


44714 


B 


14432 1 


8 


323 
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SEQ1D 

NO: 


SKQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unfcnown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14347 


44715 


A 


14433 


20 


1050 


FNLVYMSHVSDEGALSESASAT 

AASWPPHGFLQHFVPGRPQVPI 

CLYLLGQKTG'HMAPLLRQVT 

GSPIPPKTPGRGIRNMKRNEKR 

RYKTLMADGWELHQELSLGRT 

SSLPPYKGPGPWSPGFQKVSKG 

ANPVEIKRGVMLAVDAV1AEL 

KKQSKPVTKPEEIAQVATISAN 

GDKEIGNIISDAMKKCGRKGIIT 

KISSVQSIVTALEIANAYCKPLV 

IIAGD1DGEALTTLILNRLKVGL 

QVVAVKAPGFGDNRKNQLKDT 

VIATGGEVGEVTVIKDYAMLL 

KGKGNKSQIEKCVQEIIDQSDV 

TTSEYEKEKLS\EKLSDGVAVL 

KSH P WSFCTKIYPLT 


14348 


44716 


A 


14434 




764 


TTATVLARS1AICEGFEK1SKGA 

NPVE1RRGVMLAVDAVIAELKK 

QSKPVTTPEEIAQVAT1SANGD 

KEIGN1ISDAMKJCVGRKGVITV 

KDGKTLNDELEHEGMKFDRG\ 

YlSHPFrNTSKGQKCGISRDAYV 

LLSEKK1S\SIQSIVPA\LEIAHAH 

RKPLVHAEDVDGEALSTLVLN 

RLKVGLQVVAVKA\PGFGDNR 

KNQLKDMAIATGGAVFGEEGL 

TLN LED VQPHDLGKVGE VI VTK 

DDAMLLKGKGDK 


14349 


44717 


A 


14435 


1 


3288 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARKITRRWRIG 

EAADLVGVSSQA1RDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLHIHAEDTLLPF 

YLG EKDD VTY A 1 KPTCWPG LDI 

1PSCLALHRIETELMGKFDEGKL 

PTDPHLMLRLAIETVAHDYDVI 

V 1 DSAPM LG I GTIN V VC 


14350 


44718 


A 


14436 


2 


422 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14351 


44719 


A 


14437 


529 


2484 


WGWIIKKNKKAAPRAFGVRLE 

ECQPATENQRWQDLNVISSLLK 

SFFRKLPEPLFTDEELPL A PSFCP 

EEENGGRGGGPSPRYRLEPMDT 

IFVKNVKEDGPAHRAGLRTGD 

RLVKVNGESVIGKTYSQVIAL1 

QNSDDTLELSIMPKDEDILQLPA 

ERESGGEASEPPRVVRPEPSTRA 

LEPPAEDRG DE V VLRQKPPTG R 

KVQLTPARQMNLGFGDESPEPE 

ASGRGERLGRKVAPLATTEDSL 

ASIPFIDICVRPCAWLHALLDW 

MAQQRVLDMQGQSIGMGVSW 

DRELEEKGSEKGYDEPTSPSIDL 

QAKHVPASAVVSSAMNSAPVL 

GTSPSSPTFTFTLGRHYSQDCST 

SAHLNIFAGIFD1SNDHLQVSTL 

ESNFTRJHLTHYTGGNFPAWLA 

WDAVPFSSDLLNLGVHVLETG 

AGTPFLGSACSSDG1ASQMNTA 

GLPQIRDLPGHYYETLKFLVGHX 

LKTIADHSEKNKMEPRNLAALV 

FGPTLVRTSEDNMTDMVTPHA 

*PLTRSWETLIQALQTGSSVTKR 

YKG KEN PCGLTRSL RQC PTLST 

FLPNIWQDSAPWRPGVSGPVGD 

LKDSTTCSSAKSKGSWAPKKEP 

Y AREML A 1 S FI S A VKPQ AQ E A A 

GDAGAGQQHRRRLGAGGAQS 

LGRGPQRRGHQERS 


14352 


44720 


B 


14438 


1 1 


1473 




14353 


44721 


A 


14439 


5 


694 


VPDKWGWCLFMSRYLETAIRT 

A AC A A S PR YLNPG RC S A A RG PS 

SQSPRPPWSGHKKRTASPGWG 

GQSAASPMPPSRSWPASVGGPE 

FRLSETPSRPFTLSGMK*GWQV 

HSWAPALFCSVMSFSPDTCCLC 

K*AHSQPCSPSPSTVILLRETSSN 

WDWQPEDLGAPKASASPPPSTT 

RJTRLRSSELQLRRLNPSDSCHR 

GFCFSFRCLLTPEHVLPKTVLRI 

QPGCKVA 


14354 


44722 


A 


14440 


303 


757 


MAWKVSLRGRKVAGRAPSQLR 

WASPPSSGQSVKSLLLPPARRL 

CPGPGVPARCHRRPGLGPGRG 

WRG E WRRDTN P WE PPQPRSPS/ 

G/PNC A WSDGCPRG A PRRPRAL 

*AGAARRAAPAR1*VPWRGSAG 

GCSNRRLQVPAHE*TPTPF1RYL 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ 1I> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14355 


44723 


A 


14441 


1 


534 


RHEDHSEPTFLISPSLLCFLLPSA 

PPLPRLTPl\PAALLVPAVQRME 

PVLFLPAPGAAACRVWHPALPP 

PRQAAVSSSRPCYXPCVARSAPA 

GRVRAAGVPVPAPPSSSPRJLGRV 

GGRSRSPNVVFRVRGAAPG/PG 

L*ISPWTP/PLNEAS*RQRGCPAS 

FAVYGGQEWRPPQWPGPPRGP 


14356 


44724 


B 


14442 


157 


2143 




14357 


44725 


A 


14443 


258 


4089 


QL1TCLSRPETGGKFEVDTQRP 

VCPPSRARAARASAAAVAAAA 

TLTPPTMDSFDLALLQEWDLES 

LCVYEPDRNALRRKERERRNQ 

ETQQDDGTFNSSYSLFSEPYKT 

NKGDELSNR1QNTLGNYDEMK 

DFLTDRTNQSHLVGVPKPGVPQ 

TPVNKIDEHFVADSRAQNQPSSI 

CSTTTSTPAAVPVQQSKRGTMG 

WQKAGHPPSDGQQRATQQGSL 

RTLLGDGVGRQQ/HSGQTSVQC 

GGG PSDPGEATCHGGQ 


14358 


44726 


B 


14444 


1 


1326 




14359 


44727 


A 


14445 


453 


710 


SQHFGKPRQVDHLRPGV*DQP 
GQHGETPSLLKIQKLTGRGGAC 
LW/QSQLLRRLRQENRLNLGGG 
GCSEPGSCHCPPAWATERDSVS 


14360 


44728 


B 


14446 


32 


290 




14361 


44729 


A 


14447 


244 


426 




14362 


44730 


A 


14448 


69 


221 


QWRFCGIERGERWGKD*EIGW 
LPCLCGKK*IWETF\ILFCTKKN 
SSALGSC 


14363 


44731 


A 


14449 


27 


220 


AVILTAK1CSFTPEPSKTTSPPGG 
TNNSRRATLRAVTLTVKVCSFT 
P*GSAASFLKSVRPRTHQ 


14364 


44732 


A 


14450 


115 


732 


EPETRJDPLSWNSSQLPVAALH 

LPGMSSVGAGQAICNLCCLGDL 

VSPSSLPALERTGPPPWNRGPK 

GRGRLPSL/TVSQPSLVIPPGTG 

KSEVNADRSRPPAYCSNLGRYS 

GPGPPSLVIPPGTGKSEVNADRS 

GPPAYCSNHFPSALP* *RSSMRS 

LSLQQTSAWTCRHFHTSVLKSR 

WRFPNLNSCLLCTCRPNTTWKP 

CLGACTL 


14365 


44733 


A 


14451 


528 


875 


EHGYFQGTLGQKGCKSGKPPG 

GTLKTLLVTLREPGRLQSP*TSL 

WVSERLP*YP*GDTGENCPKLS 

FHLRNLGPS*AG*RERPPQGGL 

YLPPQAYRLMQGSAFWPLFGY 

APSPQR 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14366 


44734 


A 


14452 


2788 


3414 


ACFSYIAFWRINTTSTANLSKES 

LTSTTSRSWVINVNIVIFCTDWL 

FYKWLLKNFP1YFYMIFPFNQIT 

FHSMGSCAARASPTSTTPCSTA 

PSPI DH PRAEEVSSTRR VTG RQL 

HLQPAKICSFTPEPSKTTSPPGG 

TNNS\SALP*EL*HSPRRSAASL 

QFRTR*YPYRYQSQGPGSHF*L 

PLPLPSSIHDHF*LFHLQHTFQS 

HALLP 


14367 


44735 


A 


14453 


662 


1338 


VLQL1KAVWTQRPLGGRWDW 

APWSRRWCSSGRJLRPHRNQWS 

G WE A Q A WG LQ VPEPCP AG RQL 

RPGEKSSTA PVCTSCCRTRSTA 

GPTGCPSTRRDPTLSASPS*TST 

TSLATATASASMWAGSCTSIST 

RGSASLVHQALTWPGSGPASPR 

KR\TGSHPVA*AGVRWRAHRSL 

QPQTPGLK* SSHFSLPSG WNYR 

HSNHPISQSFPHLSPLS1PQNHH 

CHHGPFSM 


14368 


44736 


A 


14454 


3 


415 


DFLLFSEILPASQSASA1LPALPA 

SHRCPCCLDVPLPPEVPGPARLP 

VAAASVWRPVOHLSLLGRWA 

GPT*DRTESRETNAEVEADI PP 

LYAHGRLEPTAGPSGASAVLST 

SSE YCPG PH PKMG HRRVTSCLS 

TCQS 


14369 


44737 


A 


14455 


659 


818 




14370 


44738 


A 


14456 


2 


710 




14371 


44739 


A 


14457 


349 


493 


SS*VRWVSGR*HPQ*STLSAPLG 
ETSGCHQGGLHDLK1VVL 


14372 


44740 


B 


14458 


1 


1338 




14373 


44741 


A 


14459 


83 


426 




14374 ; 


44742 


A j 


14460 


93 


345 


APALCLQILLDCKSVRNRTSRF 
RPREVGIQQYKKGGGAAGKGG 
TGNAPGFLLFSKDS*KDPTPLPP 
PLLL*GQRDH*IQLHQE 


14375 


44743 


A 


14461 


1 ! 


1302 




14376 


44744 


A 


14462 


1 


1174 




14377 


44745 


A 


14463 


274 


1428 




14378 


44746 


A 


14464 


411 


627 


HCLSHFQNTGPRGDVDFQQEL\ 
FPVLMADIRKEERSHLCRSSRR 
TWTILDKS*IQGSRLSSKEQGW 
GWGTSRK 


14379 


44747 


B 


14465 


1 


1553 




14380 


44748 


A 


14466 


226 


449 


SLQPDI*CSGLRGSLLLV*PKSD 


14381 


44749 


B 


14467 


1 


2061 




14382 


44750 


B 


14468 


10 


1099 
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BNSDOCID: <WO 017S067A3_IA> 



WO 01/075067 



PCT/US01/0863.1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, ^possible nucleotide insertion) 


14383 


44751 


A 


14469 


34 


406 


GGGFISLDTGSHHKSHPGGS*H 

ALGWVRPHTLNSPVPSQQPGNC 

GNPAWEC*GPHG/APSRWSCST 

PCRPSHPKVPAVRVAGPAGGCT 

P Y RT/PTRRTPR* RPG PC A A C DR 

P\LHPHCGPRGPGAYPR 


14384 


44752 


A 


14470 


623 


1671 


VLRSVSSWLPTSMAMTVLAPM 

LRAMSAGRLLM*PPSMSRCPSL 

GSHSGGR*PDS/GHAGAHVPPQ 

GAIFVDSHG*GGD1CGHVEVRQ 

P/QG PQS A YPGRPDG CCG * RQT 

Q*TWR*LGT*GPTQVPAPKSCS 

WPTPG PA A SCG WRC A PPRTTLR 

♦KSQWTCRPPGPRGPPPPLMPL 

VLRCASSPWPRPRLAQGQWCS 

P*APSPSGRSRCAGPRAW r RKPS 

RRAHAAWQGCGAKRGGADSA 

GAGAPSTSCAYLATPRCAWGP 

HPPLGGAGLAA*GRAQPCSPAS 

APAGRG*APGPPGPQ*GCSRPV 

AGSARSRASARRPSGRVRYGV 

HPPAGPATLTAGTLGCYPVRRP 

PGVPG 


14385 


44753 


A 


14471 


32 


972 


QSGTFSTKNEGRTTRDVYDGR 

GPRVGRCGTCVYVRYVHDRPH 

APPHERARRN DGNTQRTGNAR 

PGTAMPTATTDQPKGRSTRHK 

ETKRGRTARNGKQQNN PRK/RP 

RKDKRKQGSAGEGERGAGGKE 

KGQPRDTEAKGDRRTDFPPPNG 

\P*GQSKRGANIGGWFPPPRLGT 

PNPPLPGPQSAQVSGP*TPQMW 

MPTGTGCCGGSQ\SGSPPPWCV 

SP*PVAEALFHSST/PAPRHPSPP 

SSSPKHSHQPSTPPP* ISLGQGPC 

RPPKRRPAPDQPQVPRCPEPSC 

AYLATPRPTMRMQSACRGSAR 

SRASARRPSG 


14386 


44754 


A 


14472 


1 


3128 




14387 


44755 


B 


14473 


239 


5474 




14388 


44756 


A 


14474 


542 


781 


PASI1MTGS1SHITILTLRVNRLN 
ASIKRHRLTDWQIR/IKSQDLSV 
CYIQETHFTCKDPHKLKIKGWR 
KIYQVN*KQKKK 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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seqid 

NO: 


SKQ If) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletions-possible nucleotide insertion) 


14389 


44757 


A 


14475 


724 


1340 


QLTLQGRR V APR* PSRV ALEQE/ 

CGYNALLRYEGFENDSGLDFW 

CNICGSDIHPVGWCAASGKPLV 

PPRTIQHKYTNWKAFLVKRLTG 

AKTLPPDFSQKVSESMQYPFKP 

CMRVEVVDKRHLCRTRVAVVE 

SVIGGRLRLVYEESEDRTDDFW 

CHMHSPLIHH IG WSRSIGHRFK 

RSDITKKQDGHFDTPPHLFAKV 

RSFYKNPHL 


14390 


44758 


A 


14476 


1822 


2226 


KRLFTNRTRJTPF V A INSH H H H H 

HHIT1INTI1TTTSTINSHHHHHY 

YH HHHH H H HHHQHTTTTNTTT 

TNTTTTN>JNTTTTITITTTTNTT 

TTSTINSHHHHHNQHCHHHHH 

HHHH/HHHHHQYHHHHH*HYQ 

XHHHHHHYYHHHHHHHHHHQ/ 

HHHHHQHHHNQHHHHQQQHH 

DHHHHYHHHQHHHHQHYQ\H 

HHHHHNQHCHHHHHHHHHQH 

HHDPPHHHQH*HSHQHH 


14391 


44759 


A 


14477 


232 


625 


EGCCCIAIMVQKYQSPVRVYK 

YPFELIMALRKARYPRCCVTCS* 

TGGAQQVGFRFLDLPLSLCTP* 

CLWRTSSSNF*RKAAGCSGSRJL 

QSHHFGLIPQPTAPKPWSSPLHI 

TKPQTLGQRDPGPRTRFCRSK 


14392 


44760 


A 


14478 


1 


808 


MPKTTACNVHTVTWASCENAD 

SDSTGLRHHDSCEDPASPGRSD 

LCLVPHPTRPAVRGGRPAGGRC 

PAVPAEGPWRHLQQAQEGLKR 

L AGG L ERLLENP VRRALPQG A 

QG HRAEPTEARPHPAPEHRRAG 

AAAERAERLESQPVGASAAAA 

SAASARIPYLVAVPAAGPPRHR 

CRRHRRGPGTSSGPRTAL1RPAT 

ARARAGIVSEPRTAPGATRARP 

WRQGSHNPVAPSAP*LLRGPSIP 

WQIRPMPCPTSHQTCSERRPSG 

RWQMPGSACRRSLETSSAGAG 

RAQEAGGRLGETSGESG/RAGL 

YLKELRA1VLNQQRLVRTQRQS 

IDELERRLNELSA*NRSLWEHP 

QLPQAQPPPGFLTS*PSPLPALL 

GTA A A ATAG AQEH LQDHGQRS 

SARPLPAPELASFQNHEQLLAQ 

PEPDPGG RA HTTQSPHQH PGTL 

GVKANKEKKGPPGCCAAPGTP 

LQQESPA PS A RES 
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BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ1D 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14393 


44761 


A 


14479 


1 


831 


MIRYFGDY WTQ ALLTL 1 PG DPK 

HPRGPPVKVGVYGGQGYINSL 

ALCHNFIWRELNRFSLLQDVPL 

VRYIDN1MLIGSIKFLGVQWCG 

ACRDIPSKDPADPMVLEVSVAD 

RDAVWSIWQAL1DESQQRPLGF 

WSKSLPSSADNYSPFERQLLAY 

YWALVETERSTMGHQVTMLPE 

LPVMNWVLSDPSSHK7ANGLA 

GWSGTGKKHDWKIGDKE1WRR 

GMWMDLSEWSK/D/VKIFVSHV 

SAHQRVTSAEEEFKNQVDRMT 

RSMDTTQPLYPTTPVIAQWAHE 


14394 


44762 


B 


14480 


56 


3476 




14395 


44763 


A 


14481 


3 


591 


DPADPMVLEVSEADRDAWPIS 

ESQQRPLGFWSKALPSSANNYS 

FFKRQLL AC Y WVL VE1EHLTM 

GHQVTMRPELPIINCVLSDPCSH 

KVGHAQQHSIIKWRWYIHDWA 

EGTSKLHEEVAQIPMVSTPSLP 

QPAPMASWEVPYDQLTEEEKT 

R A WFTDG S ARH AG ATQK WTA 

VALQPLSGTSLQDSSEEKSSQW 


14396 


44764 


A 


14482 


1 


1275 


MEKNDIDQSRRRKVVEM7VENV 

QLVRYGEQASDLKTATKFKSPS 

EVKHIRFIQQAFIGSKLLMRPW 

TTVTKQILSLKSAKIALSESLIPC 

RKRAEFVEKQTQAFIMQVSDL 

QQKVHAQPSQVSTVKVKALIG 

KE WDPAT WNGDV WEGPDEAG 

DTEFVNSDEAFLPEATAFPSPEV 

GNDQTVWGLLDTGSELML1PG 

DPKYYRGPPVKVGAYGGQV1N 

RGLAQIQLSMDPVGHRTRPVVS 

SPLPECI1GTDILSSRQNPHIGSLT 

DITLVHYIDDIML1GSSEQEVTIT 

LDLLVQAVAQAALPVGPYDPA 

DPMELKVSVADRDAVWSLWQ 

APIVTMRPERPIMNWVLSDPSS 

HKVGCAQQHSIIKWKWYIRDW 

ARSGPEGTNHSRRVCS/LPQVQ 

APSAR*ATARRGGQAASGCCLF 

WSCTCFSNFDV 


14397 


44765 


A 


14483 


604 


1760 


MSWCRWFNFRY*YPTFYWES* 
NT* IPLRE WFG *N H D ASCP* TLD 
SKSFSFETRTGSPCSSSLQTAYC 
GTLWIVQGV 


14398 


44766 


A 


14484 


2710 


3060 




14399 


44767 


A 


14485 


-> 


227 




14400 


44768 


A 


14486 


3 


266 




14401 


44769 


A 


14487 


2 


564 
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SLQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14402 


44770 


A 


14488 


2 


503 


FFFFLPIGFWRQHIPRLSVLLQH1 

Y*VT*NAASFEWGPEQEKAL*Q 

VQAVVQVALPLGPYDPADPML 

LEVSVADKDAGCTRL\QAPIGE 

SQWRSLGFRSKALRSSAENYSS 

FERQLLACYWALVETECLTLG 

HQVTl*PELPIMNWVLSDPSSHK 

VGHEQQHSIIKWK 


14403 


44771 


A 


14489 


2 


469 




14404 


44772 


A 


14490 


1 


633 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQ1NTFPGTWYAAFDL 

ANAFFSIPVHEAHQKQFAFXLPQ 

GYINFPALCrfNLIRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVPSS 

GD1KEYFPNAFVLLTTASLQGQ 

DNTSQLQLTWKAPEDIKMSICT 

DADADEEIEALRG 


14405 


44773 


A 


14491 


1 


518 


MTVDYCKLNQVVIPIAAAVSD 

VVSLLEQINTSPGTWYAAIDLA 

NAFFSIPVHKAQQKQFAFSWQG 

QQYTFTVLPQWY1NSPALCHNL 

IRRDLDCFSLPLDITLVHYIDD1 

MLIGSTIKWVVHSS/DSI1KWKW 

YVHDWARAGPEGTTNGLAG*S 

GTCKKHEWKTGDKGIRGRG 


14406 


44774 


C 


14492 


33 


932 




14407 


44775 


B 


14493 


27 


2457 





BNSDOCID: <WO 0175067A3JA> 



1799 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14408 


44776 t 


A 


14494 


332 


2158 


RGYVFCSWKKTDGS/WRMTVD 

YCKLNQVVIPIAAAVSDVVSLL 

EQINTSPGTWYAAIDLANAFFSI 

PVHKAQQKQFAFSWQGQQYTF 

T V LPQ WY1N SPA LC H N LI RRDL 

DCFSLPLDITLVHYIDD1MLIG\P 

RQLLACY/WALVETEHLT1SHQ 

VTMRPELP1MNWVLFDPSSHKV 

GCAQQHSIIKWKWYVHDWAR 

AGPEGTTTPVISQWPHEQCGHG 

GRDGGYAWAQQCRLPLTKAD 

LNTATAKRPICQQQRPTLSPQY 

GTIPQGDQPATWWWVDYMGS 

LPSWKGQRFVLTGIDTYSGYGF 

AYPACNASAKTAICGLTECLIH 

HHD1PHSIASDQGTHFMAKEVR 

QWAHDHGIHWSYHVSHHPEA 

AGLIEWWNGLLKSQLQCQLGD 

NTWQGWGKVLQKVVYALNQH 

PIYGTVSPIAKIHRSRNQGLEVA 

PLTITPRDPLAKFLLPFPATLQS 

AGLEVLVPEEGTLPPG DTM1PL 

NWKLRLPPRHFGLLLPLNQQA 

KKGVTVLAGVTDLDYKDEITL 

LLHNGGKEEYAWNTGDPLGLL 

LILPCPMIKVMGKLQQLKPEAL 

VPKGVVFPPGDTTMLSLSWKL 

RLPSGHVGLLMPLSQQVQKGV 


14409 


44777 


A 


14495 


1 


3187 


MAEGKEEQVLSYTDGSRQREN 

EEDAKAETPDKTIRSHETYSLPR 

EWYEGNRPHDSITSQWVPPTTR 

GNYGSTIQDEIWVGDHSGYVRP 

VPVPRSLNSDISYFGVGGKQAV 

FFVGQSARMISKPADSQDVHEL 

VLSKEDFEKKEKNKEAIYSGYI 

RNRKDDYDNHTGIDLVGTI1AT! 

KGSNEEDTDTPLFIGKVRTLEFP 

FVNGSAEIlVfLMPSNQQHKTDE 

KGRANLGVFSVFAPRGEHTLQ 

VKAIYNKSIIEGP 


14410 


44778 


A 


14496 


266 


467 




14411 


44779 


B 


14497 


152 


1245 





1800 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ "> NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


14412 


44780 


A 


14498 


1 


1445 


MLRAAAGGQGLAAAGMGLCA 

RPAGGSQLPRERMKGNRACLP 

LPPAVALTKGREKPDAGHQGR 

STQM MRESERG PCTH WTEERP 

G RQL K I LLQKQMRQNTLM A FQ 

VS WDG RN K.EIGRTFPH A TAPHT 

QQLIFAMK1KRTGVTVEPWGLF 

ETGQRIRPIQAAGL*LSSSSTTC 

VALAPLLTMHVKSLALLSAP/Q 

MGALSTITSITTTRRQTPAESHF 

PAARFHLLAPHSPTLPPCCPGEP 

SESAVTVLCFAKGKTAQDAAVX 

PTTSLTAAGHLAPRS*SSWSRM 

PVK VRRA PDSLPETS AHA LPLT 

H*SWLPSASWGPASRALPGSEW 

VLKPVWQ/AITGPVSQITSSPGIP 

KP\GPLQA*GSAHPQALGFSVL 

Q1PLSNSPTSPMTPPLPRPKISNS 

SLPSQ/PPQALFPNRWTNSSSPV 

HVITSAAQVPRTPREWPAVSFYR 

TTATTASLIPHLWAPPQEN*QTS 

PAQNGSTLPCMSQATFHFPSP 


14413 


44781 


A 


14499 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 

/PLFNIWWWENWLAICRKLKLD 

PFLTPYTKrNSRWIKD*NIRPKST 

KNLEENLGNTIOHLG/TGKDFM 

TKTPKAMATKAKIDIWDLIKLK 

SFCTAKETIIRVN RLPT* WEKIF 

AIYP 


14414 


44782 


A 


14500 


1 


346 




14415 


44783 


A 


14501 


1926 


2448 


DFIA V I TTRKQLKTK YN A H H SK 

QAITKHFSPK1SDLILCLKKKIM 

NRHFSKED1YAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

A IIKKSGNNRCRRGCGEIGTLLH 

CWWDCKLVQPLCKSMWRFLR 

DL\DPA1PLLGIYPKDYKSCCYK 

DTCTRMFIAALFTIAKTWNQP 



1801 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14416 


44784 


A 


14502 


1 


2142 


MIILIDAEKAFDKIQQPFMLKTL 

N KLG 1 DGTYLK ITRAIYDKPTA 

NI1LNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YKIMVQKSQAFLYTNTNRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNKIKEDTNK 

WKN1ACSWIGRINIMKMAFPR 

WELN NENT WTQEGE HHTLG P V 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKG1QLG 

KEEVKLSLFADDMIVYLENS1V 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJKYLGIQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSR1GRINIMKMA1LPKVIYRFN 

DIPIKLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

N RD I DQ WNRTE ASE VTSH I YNH 

LIFYFCPDKNKKWGNDSLFNKW 

C WEN WL AICRKLKLDPFLTP YT 

KIHSRW1KDLNVRPKTIKTLEEN 

LGNT1QDIGMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRIYKELKQIYRKKXTNN 

PIKKWAKNMNRHFSKED1YAA 

NRQM KKC SSSL V IREMQI KTTM 


14417 


44785 


A 


14503 


209 


3816 


QGRPTFRFRKYREHHKDTPREE 

QLQDT*SSDSPKLK*RKKC*GQ 

PERKVKLPTKGSPSD*KRISRQ/ 

KTLQARRQSWFFEK1NK1DRPQ 

ARLIKKKREKNQ1DTIKNDKGD 

ITTDPTEIQITIREYYKHLYANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESVNRPITGSEIEAITNSLPTK 

t/ c nr> Tkrvr 1 ct a cc v ad v i/ c c i \/t> 
KorurUOr I AbrY^KYNhtLVr 

FLLKJLFQPIEKEGILPNSFYEASH 

LIPKPGRDTTKKGNFRPISLMNI 

DAKIL 



1802 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14418 


44786 


A 


14504 


1 


2877 


MENDFDELREEGFRQSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

1TNTEKCLKELMELKTKAQELR 

EEWRSLRSRCDQLEERVSAME 

DEMNEMKGEGKFREKRJKRNE 

QSLQEIWDYVKRPNLCLIGVPE 

RDGQNGTKLENTLQDVIQENFP 

NLARQANVQIQEIQRTPQRYSS 

RRATPRH11VRFTKVEMKEKML 

RAAREKEIQTTISEYYKHLYTN 

KLENLEEMDKf LDTYTLPTLNQ 

EEVESLNRPITGAE 


14419 


44787 


A 


14505 


I 


2347 


MELKTKARELHDECTSLSSRFD 

Q L EER V S VM ED E MNEMNLPTK 

KSPGPDGFTAEFYQRYKEELVP 

FLLKLFQSIEKEG1LPNSFYEPSII 

LIAKPGRDTTKKENFRPISLMNI 

NAKILNKMLANQIQQHIKKLIH 

HDQ VG F1PGMQG WFNIRKS IN V 

1QHINRTKDKNHMIISIDAEKAF 

DKIQQHFM LKTLNKL VLE VL A 

RAIRQEKEIKGIQLGKEEVKVSL 

FADDMIVYLENPTVSAQNLLKL 

IGNFSKVSGYKINVQKSQAFLY 

TNNRQTERQIMSELPFTIASKRI 

KYLGIQLTRDVKDLFKENNKPL 

LKEVKEDTNEWKNIPCSWVGRI 

NIVKMAILPKVIYRFNAIPIKLP 

MTFFTELEKTTLKFIWNQKRAC 

IAKSIFSQKNKAGGITLPDFKLY 

YKATVTKTAWYWYQNRDIAQ 

WNRTEPSEIMLHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

AICRKVKLDPFLTPYTKMNSR 

WIKDLNVRPKTIKTLEENLGITI 

QDIGVGKDFMSKTPKAMATKA 

KIDK WDL I KJLKSFCTA K ETTI R V 

NRQPTTWEKIFATYSSDKGLISR 

IYNELKQIYKKKTTsTNPIKKWAK 

DVNRHFSKEDIYAAKKHMKKC 

S SSL A I REMQI KTTMR Y H LTP V 

RM A 1 1 KKSGNN RK IQ/GG I WC D 

RIL*R*TTCRVAKEIQSL*RRI/W 

KRLQRTLSIP VLD A V * PPMF* AS 


14420 


44788 


B 


14506 




2265 




14421 


44789 


A 


14507 




2832 




14422 


44790 


A 


14508 




2109 




14423 


44791 


A 


14509 




2757 




14424 


44792 


A 


14510 | 




2304 





1803 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14425 


44793 


A 


14511 


1 


2685 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSAPHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSKTDHIL 

GSKALLSECKRTEIITNYLSDDS 

A1KLELR1KNLTQNRSTTWKLN 

NLLLDDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFVALNAHKRKQGRSKIDT 

LTSQLrCELE KQEQTH SKASRRQ 

EITKIRAELKEIETQKTVQKINES 

RSWFFERINKIDRQLARLIKKKR 

EKNLIDA1KNDKGD1TTDPTE1Q 

TTIREYYKHLYANKLENLEEM 

DKFLDTYTLPRLNQEEVESLNR 

PITGSEIVAIINSLTTKKSPGPDG 

FTAEFYQRA1RQEKEIKGIQLGK 

EEVKLSLFADDM I VYLENPI VS 

AQKL1SNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLGIQLTRDVKDLFICEN 

YKPLLKEIKEDTNKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELKKTTLNFIWNQK 

\RAH I A KS/VLSQKN KAGG !TL P 

DFKLYY KATVTKTA WY WYQN 

RDTDQWNRTEPSEIMPRJYNYL 

IFDKPEKNKQWGKDSLFNKWC 

WKNWLAICR1CLKLDPFLTPYT 

KINSRWIKDLN1RPKTIKTLEEN 

LGITIQDIGMGKDFMSKTPKAM 

ATKAKIDKWDLIKLKSFCTAKE 

TTNRVNRQPTKWEKIFATYSSD 


14426 


44794 


B 


14512 


1 


2337 





BNSDOCID: <WO 0175067A3_IA> 



1804 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14427 


44795 


A 


14513 


1 


1544 


HINRAKDKNHMIISIDAEKAFD 

KIQQHFMLKTLNKLGIDGTYFR 

KSINVIQH1NRAKDKNHM11SID 

AEICAFDKIQQHFMLKTLNKLGI 

DGTYFRKSIN/DNPAYKQSQRQ 

KPXLIISIDAEKAFDKIQQPFMLK 

TLNKLDNIIVYLENPIVSAPNLL 

KLISNFSKVSGYKINVQKSQAF 

LYTNNSQTESQIMSELPFTIASK 

RIKYLGIQLTRDVKDLFKENYK 

PLLKEIKEDTKKWKNIPCSWVG 

R1NIVKMAILRKVIYRFNAIPIKL 

PMTFFTELEKTTLKFI WNQKRA 

PVAKA1LSQKNKAGGITLPDFK 

LYYKATVTKTAWYWYQNRDI 

GQWNRTEPSE1TPHVYNYLIFD 

KPEKTKQWGKDSLFNKWCWE 

NWLAICRKLKLDPFLTPYTK1N 

SRWIKDLNVRPKTIKTLEENLGI 

TIQDIGMGKDFMSKTPKAMAT 

KDK1DKWDLIKLKSFCTAKETT 

1 R VNRQPTE WEKTFATYSSDKG 

LISR1YNELKLIYKKKTNNPIKK 

WAKDMNRHFSKEDIYAAKKH 

MKKCSSSLAIREMQIKTTVRYH 

LTPVRMAIIKKSGNN 


14428 


44796 


B 


14514 


110 


2153 




14429 


44797 


A 


14515 


1 


3210 


MVKGSIQQEELTILNIYAPNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDLIDIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTEIITNCLSDHSAIK 

LELRI KNLTQNRSTT WKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

FIALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQE1TKIR 

AELKEIETQ 


14430 


44798 


A 


14516 


3 


2820 


ENKDTTYQNL\WDAFKAVCRG 

KFI A LN AH K RKQERS KI DT LTS 

QLKELEKQEQTH S KA SRRQEIT 

KIRAELKEIETQKSLQK1NESRS 

WFFERINN1DRPLARL1KKKREK 

NQI DTI KN D KG DITTDPTE 1 QTT1 

REYYKHLYANKLKNLEEMDKF 

LDTYTLPRLNQEEVESLNRP1TG 

SEIVT1INSLPTKKSPGPDGFTAE 

FYQRYKEELVPFLLKLFQSIEKE 

GILPNSFYEASIILIPKPGRDTTK 

KENFR 



1805 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14431 


44799 


A 


14517 


687 


2274 


LRDCKRINQHPVKTDQSAFCK 

M/APl/MQDVVLEVLARAIRQEK 

EIKG1QLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTNNRQTE 

SQIMSELPFTIASKR1KYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSW^VGRINIVKMAIL 

PKVIYRFNA1PIKLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTR1NSRWIKDLNV 

RPKTIKTLEENLDITIQDIGMGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EKIFATYSPDKGLISRIYNELKQI 

YKKLKTNNPIKXWAKDMNRHFS 

KED1YAAKKHMKRCSSSLAIRE 

IQI KTTMRYHLTPVRMA 1 1 KKSG 

NN/R/CF*WQKPGPSG*ALRSWK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14432 


44800 


B 


14518 


1 


3192 




14433 


44801 


A 


14519 


1 


2814 




14434 


44802 


A 


14520 


1 


3144 


MGDFNTPLSTLDRSSRQKVNK 

DTQELNSTLHHADLIDIYRTLHP 

KSTEYTFFSAPHHTYSKIDHVV 

GSKALLSKCKRTEIITNCLSDHS 

A I KPELRIKKLTQN RSTTWKLN 

NLLLNDYWVHNKMKAEIKMFF 

ETNENKDTTYQNLWDTFKAVS 

RGKFIALNAHKRKQKRCKIDTL 

ASQLKEVEKQEQTHSKASRRQ 

EITK1RAELJCEIETQKTLQKJNES 

RSWFLERTNKIDRPLARLIKKKR 

EKNQIDVIKNDK 



1806 

BNSDOCID: <WO 0175067A3_IA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


If 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14435 


44803 


A 


14521 


1 


2616 


TTYQNLWDAFKAVCRGKFIAL 

NVHKRKQERSKIDTLTSQLKEL 

EKQEQTHSKASRRQEJTKIRAEL 

KEIETQKTLQKINESRSWFFERI 

NKIDRPLARLIKKKREKNQIDAl 

KNDKGDITTNPTEIQTTIREYYK 

HLYANKLENLEEMHKFLDTYT 

LPRLNQEEVESLNRPITGAEIVA 

IINSLPTKKSPGPDGFTGEFYQR 

YKEELVPFL/LKLFQS1EKEGINM 

NIDAKILNK1LANRIQQHIKKLI 

HHDQVGFIPGRQGWFNICKSIN 

VIQHINRAKDKNHMIISIDAEKA 

FDK1QQLFMLKTLNKLGIDGTY 

FKIIRA I YDKPTANIILNGKKLEA 

FPLKTGTRQGCPLSPLLFNIVLE 

VLARAIRQEKEIKGIQLGKEEV 

KLSLF ADDM I V Y L EN PI VS AQN 

LLKLI SNFSK VSG Y KIN VQKSQ 

AFL YTNNRQTESQI M SELPFTI A 

SKJRJKYLGIQLTRDVKDLFKEN 

YKPLLKEIKEDANKWKNIPCSW 

VGRINIVKMAILPKVIYRFNAIPI 

KLPMTFFTELEKTTLKFIWNQK 

RAHITKAILSQKNKARGITLPDF 

KLYYKATVTKTAWYWYQNRD 

IDQWNRTQPSEITPHIYNYLIFD 

KPDKNKQWGKGSLFNKWCWE 

N WL A IC RK LK L DPFLTP YTKIN 

SRWIKDLNVRPKTTKTLEENLG 

1TIQDIGMGMDFMSKTPKAMAT 

KLDKIDKWDLIKLKSFCTAKETT 



1807 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide ] 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14436 


44804 


A 


14522 


782 


3024 


SKTVPTGNSLEPTQNCWLQQW 

LPQDIEIEKQEQT/HSKASRRQEI 

TKIGAELEEIETQKTLQKINESR 

SWFFEKINKSDRPLARLIKKKR 

EKNQIDAIKNDKGDITTDPTEIQ 

TTIREYCKHLYANKLENLEEMN 

KFLDTYTLPRLNQEEVESLNRP1 

TGSEIEA11NSLPTKKSPGPDGFT 

AEFYQRYKEELH INRTKDKNH 

MIIS1DAEKAFDKIQQRFMLKTL 

NKLVLEVLARAIRQEKEIKGVQ 

LGKEEVKLSLFADDMIVYLENP 

IVSAQNLLNLISNFSKVSGYKIN 

VQKSQAFLYTNNRQTESQIMSE 

LPFTIASKRIKYLGIQLTRDVKD 

LFKENYKPLLNERKEDTNKWK 

NIPCSWVERINIVKMA1LPKVIY 

RFNAIP1KLPMTFFTELEKTTLK 

FIWNQKRAR1AKSILSQKNKAG 

G1TLPDFKLYYKATVTKTAWYS 

YQNRDIDQWNRTEPSEILPR1YN 

YL1FDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPFLKP 

YTKIKSGWIKDLNVRPKTIKTL 

EENLGITIQDIGMGKDFMSKTP 

KAMATKAK1DKWDLIKLKSFC 

TAKETTIRVNRQPTEREKIFATY 

SSDKGLISRIYKELKQ1YKKRTN 

NL1KKWVKDN4NRHFSKEDVYA 

AKKHMKKCSSSLAIREMQIKTT 

MR YHLTP VRM A 1 1 KKSGKN RITI 

VLLPGSLIVRSFHVTLNAILLHP 


14437 


44805 


A 


14523 




1701 




14438 


44806 


A 


14524 


1 


4434 




14439 


44807 


A 


14525 


1 


2913 


MGGPAALC1AVVPGDLVVALC 

LEEGLGSGIATWACSPWRISQG 

THLTFRSSLAVAAIPEGLPIVVM 

VTLVLGVLRMAKXRVIVKKLPI 

VETLGCCSVLCSDKTGTLTANE 

MTVTQLVTSDGLRAEVSGVGY 

DGQGTVCLLPSKEVIKEFSNVS 

VGKLVEAGCVANNAVIRKNAV 

MGQPTEGALMALALKDQEDIY 

FMKGALEEV1RYCTMYKNGGIP 

LPLTPQQRGAGPGDTALPSAAS 

AFARMSAAERNDAFQG 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino aeid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14440 


44808 


A 


14526 


1 


3009 


MGDFNTPLSTLDRSMRQKVKK 

DTQELNSALHQADLID1YRTLH 

PKSTEYTFFSAPHHTYSK1DH1L 

GSKALLSKCKRTEIITNYLSDGS 

AIKLELRIKNLTQNRSTTWKLN 

NLLLNDYWVPNEMKAEIKMFF 

ETN EN KDTTYQNL WD A FKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQK1NESR 

S WFFERINK I DRPLARL1 KK KRE 

KNQI DTIKNDK 


14441 


44809 


A 


14527 


1 


4800 


MG DFNTPLSTL DRSTRQK VN K 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRAEIITNYLSDHS 

AIKLELR1 KNLTQSRSTT WKLN 

NLLLN D Y WVNNEM KA E I K M FF 

ETKENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERJNKIDRPLARLIKKKRE 

KNQI DTIKNDK 


14442 


44810 


B 


14528 


1 


2901 




14443 


44811 


A 


14529 


569 


3443 


RKH*T WKRTSSTSH HKNMPN * 

LEKQEQTHSKASRRQEITKIRAE 

LKEIETQKTVQKINESRSWFFER 

SNKIYRPLSRLIKKKREKNQIDT 

I KNDKGDTTTDPTEIQTT1 RE Y Y 

KHLYANKLENLEEMDKFLDTY 

TLPRLNQEEIESLNRP1TGTEIVT 

IINSLPTKKSPGPDGFTAEFYQR 

YKEELVPFLLKLFQSIEKEGILP 

NSFYEASIILIAKPGRDTTKKEN 

FRPISLMNIDAKILNKILAKRIQ 


14444 


44812 


A 


14530 


3591 


8157 


TGTSQKKTFMQPKKHMKKCST 

ITGHQSNANQNHNEIPSHTKLE 

WRSLKRSGNNRDVGNVVEAM 

YGDLPPPIMLIGHSMGGAIAVH 

TASSNLVPSLLGLCMIDVVEGT 

AMDALNSMQNFLRGRPKTFKS 

LENAIEWRNIKDLSWADSIKNV 

AAASLACISGALPASAVTTSPD 

NKRMARNVLKYERLLAESPNH 

VVAEAVIQRPNIPHLQTRDTYE 

G LCQTLG SQPTL YQI PSL YC S Y E 

TNSNAYLLLQPIRKEVI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /^possible nucleotide j 
deletion, \=possible nucleotide insertion) 


14445 


44813 


A 


14531 


172 


328 


AVKTEPEMKSQATKLSVVHEK 
KSQEGKPKEHTEPKSLPKQASD 
TGSNDAHN1KAVSR*SHRQPSC 
LWFMRKNPKKESRKNTQSQKA 
YPSRHQIQEVTMLTI 


14446 


44814 


A 


14532 


3 


660 


TSPDCWEEGRSVDWPRPGPALS 

LHNCKLDLGIEGGTLQPPTPSF* 

PTGTRAV/PTRRRSRQETQLNSE 

RTVSPGSR**EKRTSRAW/RSPL 

QGPGPGHAGQVAGGTGPRTGS 

TRGD/TLQKCGKIQSVPLNCELI 

PIVPSILKPKVLPCSCPGIGASSSV 

CPSD*VFFCTS*PWPYLLSYPLS 

MNFYRYHDHILKLLVQYTLYL 

LLQFLQVLLKYLLSHPKQHS ! 


14447 


44815 


A 


14533 


1 


1086 


MVDNDVPWPLVVAQEKGQPD 

LCLSSKGYRPLALVQLDFHQVS 

VTSKIFILSGALRSLTGAATAD j 

WTCRVLVIYPHDIMADSECNSL 

LVPSTTRKIMKHMLASEKIKTQ 

NFNYN VDECVSLLYHH KANKL 

EAAEARQECELLRVASVSRHC 

W/RDPAHPHSCWPRC*APHCLG 

P ARAPN A RPAKPATT WN LRSSR 

APCAAPVPTQSWAGAPSGTAG 

AEPS*ECRPPENQARTAGSGVH 

AEACAPATCPACPGPGPCSGLP 

SSGRALFLL/CATLAIPCV*V*LC 

FLATPPPCR* H VTA PS AGKCI W* 

PDA*VTK7PRDLCGPVQVARDN 

GPRQVAQKKESSSYVSWFGTFI 

SRVGDRSPPPRRAATL 


14448 


44816 


A 


14534 


23 


506 


PDIDNIFSEFGAKSKPYLTVDQ 

MMDFINLKQRDPRLNEILYPPL 

KQEQVQVLIEKYEPNNSLARKG 

QISVDGFMRYLSGEENGVVSPE 

KLDLNEDMSHPLSHYFINSSHN 

TYLTGMNFLVLCYFSQSHQISP 

TSTFCCSEAEV/WFSSISCEVPLR 

TLGFHH 
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SLQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LJSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


14449 


44817 


A 


14535 


341 


1248 


KNAFTSFLTSFPPGQISVDGFMR 

YLSGEENGVVSPEKLDLNEDM 

SQPLCFMGIWGLFCWCFIAGQL 

AGNSSVEMYRQVLLSGCRCVE 

LDCWKGRTAEEEPVKILAY*1Y 

MCSHF*EVIEAIAECAFKTLSLP 

TFLLLFLFSLSPKQQAKMAEYC 

RUGSSIFKEYAFHFY*LESGVPL 

PSPMDLMYKILVKNKKKSHKS 

SEGSGKKKLSEQASNTYC*NGD 

MMICY*NLTGEADTESD\DADS 

GNV/CLFYSYFQGTAGSEAMAT 

EEMSNLVNFLTFPFFVLLLLNSE 

RNKSFEMSSFVETKGL 


14450 


44818 


A 


14536 


574 


647 


C*PGNM/HISGQHLVAGEKEAE 
SEDEEEEDMKLLGTPEGG SKFT 
QKKVKLAADEDDD/DDDADDD 
DDDDDDDDFDDEETEEKAPV 


14451 


44819 


A 


14537 


3 


630 


PGATHASAPPGVLRLKCGSGPV 

HIIGQHLVAVEEDAQSQDEEEE 

DVKLLSISGKRSAPGGGSKVPQ 

KKVKLAADEDDDDDDEEDDD 

EDDDDDDFDDEEAEQQAPVKK 

SARDTPAKNAQKSNQNGKDSK 

PSSTPRSKGQESFKKQEKTPKTP 

KGPSSVEDIKAKMQASI/EKKG 

GSLPKVEAKFINYVKN\CSRJV1T 

DQEAI\QDLWRWRRSL 


14452 


44820 


A 


14538 


1 


1971 




14453 


44821 


A 


14539 


316 


1169 


RVGGQSHGTQR1SLCRHSVCSP 

LA RQSPSNM K* VRTEEIQM A VS 

C Y LKRWQ Y VDSDG\PLKQG LR 

LPQTAEELAANLTVHRESHCAD 

IVSAVP\CQAEPQQYEV\QFGRL 

RNFLIDSDSPHSHEVMPLLYPLF 

VCLHLSLVQNSPKSTVESFYSR 

FHGMFLQKAS\QKGVIEQLQTT 

QTIQDILSNFKLRAFLDN1MYVV 

HLQEDSYNYLIHYLQSDSYTAL 

CKMFILLIHLDVQPAKTTD*QL 

YASGSSSRSENNYLEAPDMPSPI 

LQNDAALEVLQERIKQVKDGC 

PSLTTVCFYNT*QLLNTAEISPD 

SKLLAAGFDNSCIKLWSLQSRK 

LKSESCQVDMSRIHLACDILEE 


14454 


44822 


A 


14540 


1 


297 
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SEQII> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14455 


44823 


A 


14541 


2 


1089 


APLLGECRSGRGLASSRSRRRT 

TMTQSVVVQGKLRRAGRDLVA 

AESSGHVSCLMSYSLSFLSSGRS 

RLALREHAAVNQVPARRREPPR 

LSARSSSPYSFHLQSE*L*KKIH* 

LYFIFLSQAVLIDMEEGVVNEIL 

L*IRTNQIKK*MQGIFKIHIL1FR 

AVGHKVFGSLYQDQILEKFQIL 

HNY1LNHLC*FLKTL*SSGTGSG 

LGTFLLKVLEDEFPEVYRFVTSI 

YPSGEDDVITSPFLVEYHLHPLF 

LIASLPMFFPQKSLFDIISKIDLM 

WNSGKV/GGTTVKPKSLWTSSS 

GALKIELHLKCIILKLKIFSF*C* 

LFSSARFEGSLNMDLNEISMNL 

VPFPPSS*EIVSLKYVLYFN 


14456 


44824 


A 


14542 


129 


461 


TC1SGWHLFRASVTCPGIQTSPH 

NWH1SDNSSLPNNIFIVCWNLL 

GMTRNYIIFIEQPLKMMLWXIA 

TSKIRGKAFSDGISVGNPQCNTR 

FHVVEKRTGQLLPGRYYSKPF 


14457 


44825 


A 


14543 


1 


522 




14458 


44826 


A 


14544 


1 


927 


MEDLLTEARSPYWGRARAKJQ 

DSC WS VTS DPN AG S VD I L A PLL 

LPSPSSYLPNFTCTVSVVTSHLH 

EAFLDLGFRGTGGSNCKTSRQV 

QLKNQKRJCKKKSKSLPFHMSL 

QIQNYKTQEEPHAKPSSQQHQH 

SEHESIQTKLVFRSSMTYMHTL 

KLIREKGSIMLSSTQGECPNSTC 

RWPAEEHPLGSTHREDQEHV1R 

VPPEKVDLGETIHGVQVICSIAS 

TEKGKPSYYHSFGMTRNYUFIE 

QPLKMNLWKIATSKIRGKAFSD 

GISWEPQCNTRFHVVEKRTGQT 

TTNPDKISIQKQHDIHAYIEAD 

KRKRKHN A V IHTG * M/YQI/GTC 

RWPAEEHPLGSTHREDQEHVIR 

VPPEKVDLGETIHGVQVICSIAS 

TEKGKPSYYHSFGMTRNYUFIE 

QPLKMNLWKIATSKIRGKAFSD 

GISWEPQCNTRFHVVEKRTGQU 

LN VKTM RM KTFMM I Y Y H LMN 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14459 


44827 


A 


14545 


1 


882 


MAE1LTQVPDDMLKKKTPRVK 

SVWRSQRGSCTPLIGTTELTLD 

TSHMSIRNMDRSHINVHTVRKP 

SADLPYFRTHEWAHTGGKPYD 

CEECGKSFISRSSIRRHRIMHSG 

DGPYKCNFCGKALMCLSLYLIH 

KRTHTGEKPYECKQCGKAFSH 

SGSLRIHERTHTGEKPYECSECG 

KAFHSSTCLHAHK1THTGEKPY 

ECKQCG KA F VS FN S VR YHE RT 

HTGEKPYECKQCGKAFRSASH 

LRTHGRTHTGEKPYECKQCGK 

AF*PRFQMTC*RRKLPE*NQCG 

EVSVGHXHSLNRHHRADTGHKP 

YEYQEYGQKPYKCTYCKKAFS\ 

YLPYFRTHEWAHTGGKPYDCE 

ECGKSFISRSSIRRHRIMHSGDG 

PYKCN FCGKALMCLSLYLIHKR 

THTGEKPYECKQCGKAFSHSGS 

LRIHERTHTGEKPYECSECGKA 

FHSSTCLHAHKITHTGEKPYEC 

KQCGKAFVSFNSVRYHERTHT 

GEKPYECKQCGKAFRSASHLRT 

HGRTHTGEKPYECKQCGKAFG 

CASSVKIHERTHTGEKPCSSNTS 


14460 


44828 


A 


14546 


3 


395 


SAEVGAAETTLTELRRTVQSLE1 

DLDSMRMLKASLENSLXGILLHL 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAEIATYRRLLEDGE 

DFNLG D ALDSSNSMQTIQKTTT 

RRIVDGKVVSETNDTKVLRH 


14461 


44829 


A 


14547 


2 


1044 


AKTSSQM PSPQEGMCG KACTP 

ALSQADSLCPLLRLASEVEGYS 

LPACAEPYVQSECLSHLSVWSL 

QHALSSLASMSFTTCSAFTNYW 

SPGSVQVPSYGTQPVSHAASVY 

AGLGGSGSRISVSHFTNG\GGLA 

GMGGIQNEKETMQSLRDRLAS 

YLDRVRGLETENWKLESKIQEH 

LNVTRL*LETE1EALKKELLFM 

KKNNEEEAKGLQAQIASSGLTV 

EVDAPKS/QDLAKNMADSRAQ 

YDKLARKNREELDKYWSQQIE 

ESTRVVTTQSAKVGAAEMTLT 

ELRHRVQSLEJDLDSTRNLKAS 

LENSLREVEARYALQMEPSLLF 

SKI1FGRVWEISYLHVFEGKQV 



1813 

BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ 10 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \-possible nucleotide insertion) 


14462 


44830 


A 


14548 


1 


1212 


GPGTGIAGGLAGMGGIQNEKET 

MQSLNDRLASYLDRVRSLETE 

NRRLESKIREHLEKKGPQVRD 

WSHYFKIIEDLRAQ1FANTVDN 

ARJVLQIDNARLAADDFRVKYE 

TELAMRQSVENDIHGLRKVIDD 

TNITRLQLETEIEALK*ELLFMK 

KTPEEEVKGLQAQIASSGVLTVE 

V\DAPKSQDLAKIMADIR\AQY 

DELARKANREELDKYWSQQIEE 

STTVVTTQSAEVGAAETATLTEL 

RRT VQ VFG D ST WTS M RN L KA\ 

NLENSL\GEVEARYAL\QMEQL\ 

NGILLHLESQLGQTPRTEAQRQ 

AQE\YEALL\NIKVKL\EAEICHL 

TRPPSWKJGEDFNL\GDS\LDER 

NSMQTIQKTTTRR1SWIGQSGV 

LRP1DTKVLEALSQQEASGTLL 

GKQEANKKFQSFK 


14463 


44831 


A 


14549 


I _j 


2382 




14464 


44832 


A 


14550 


2 


173 




14465 


44833 


c 


14551 


1 


732 




14466 


44834 


A 


14552 


455 


682 


AWKRAVALGKSRPMGAVAFK 
RRMQPVAGPRAMQEKPFPSSSS 
SLSIPPAF*YRLALSLAEPSRRW 
RARTGALMQL 


14467 


44835 


A 


14553 


158 


368 




14468 


44836 


A 


14554 


87 


251 




14469 


44837 


A 


14555 


1 


1026 




14470 


44838 


A 


14556 


201 


578 




14471 


44839 


A 


14557 


336 


767 


AFVRAGSRFGGTPGARPDPAPA 

TRAPNPVGQSRHLRAASSRGRL 

FLRRTRDRKFPRRPRLSRRLLG 

AI/GCRWNQPRAAEKSFSAGAV 

LDFSPGLSCLPAVQGSGPAARH 

A*ASHPLHGLLCCPSIPDEHHPL 

LHGAQSHRPPKG 


14472 


44840 


A 


14558 


6 


535 


ARHRVLIGVFT1PELDILSTSPPD 

SGAQLASPSVDPAPGLQVELPAS 

PARCARIPQPLGGRWDWAQTQ 

EPSWLHLVEPAPGLQVELPASP 

TPCACIPQPLGDRWDWAPWSR 

G WCSLGRLGPHRSP WSG WE AE 

AWRAAGPEPCPTGRQLRLGEK 

SSAAPVGWHCWGTQYTLRSH 

WPGC 


14473 


44841 


A 


14559 


375 


638 




14474 


44842 


A 


14560 


92 


514 
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SEQ Il> 


SEQ ID NO: 


Met 


SEQ ID NO: 


Nucleotide 


Nucleotide location of Inst 


Amino acid sequence ( X=Unkno\vn, 


NO: 


of peptide 


hod 


in USSN 


locution of first 


codon for last amino acid 


*=Stop codon, /=possiblc nucleotide 




sequence 




09/540,217 


codon for peptide 


of peptide sequence 


deletion, V=possible nucleotide insertion) 










sequence 






14475 


44843 


A 


14561 


54 


380 


SCHH YCRI H RRC ARFL AGP* LPS 














RGARJLGTCSPPCVSLPPAPWAP 














VRPEPPRRAPPPAPQRPVPSTTQ 














G L RSAGA RRGTG RQ LHLQLRG 














SAASFLKSVRPRTHQFRTH 


J 4476 


44844 


A 


14562 


531 


773 




14477 


44845 


B 


14563 


92 


1774 




J 4478 


44846 


A 


14564 


1 


390 


LHDLQLSKPLSDDTALTDGG/Q 














PLPARWWAQPGRLQRCARFLA 














G P* LPSRAVGRA RDLQPAMPE P 














PTPSVGSCAAQASPTSAAPCSM 














APSP1 DHPRA WPVLCSFCMLLS 














LFVASISSCSQHQPMQVGTMVC 
L 


14479 


44847 


A 


14565 


165 


545 


SLHSKLCWWLQQLWVTDTCPR 














CSVQDCRQRWASAGNQS*RLL 














VDPAPGLQVELPANPVPCAR1P 














QPLGGRWD*APWSRGWCSSGR 














LGLHRSPWSGWEAQAWRAAG 














PEPRPAGRQLGAMSCKVETGT 


14480 


44848 


A 


14566 


1 


309 


SACLAGRPIRGEGRPRDLQPAM 














PEPPTPSMGSCAARASPTSATPC 














STAPSPIHHSRAEECGHTALG/H 














GRQLHLQPRNLPQTINWRTTYS 














S FP A TLN RL DG G G 


14481 


44849 


B 


14567 


1 


843 




14482 


44850 


A 


14568 


143 


535 




14483 


44851 


A 


14569 


375 


571 




14484 


44852 


B 


14570 


289 


972 




14485 


44853 


A 


14571 


27 


363 




14486 


44854 


A 


14572 


2 


490 




14487 


44855 


A 


14573 


574 


961 


RLTLPDRLGSPPDTHQAQQITW 














ALLPQGFADSPHYFSQAQISSSS 














ITYLGIILHENTRALPADHV*LIS 














QTPISSTKQQLLSFLGMVRYFC 














LWIPSFTILTKPLY*FTKANLAD 














PTDPKSFPHSSFRSL 


14488 


44856 


B 


14574 


182 


1513 




14489 


44857 


A 


14575 


894 


1305 


QTQEPSWLHLVDPALGLQVELP 














ASP VPC A Rl PQPLGG * WD WAP 














WSRG WCSSGRLGPHRSPWSG W 














EAQAWRAAGPEPCPAGRQLRP 














GQHPL/RHMNKSQALSLLIAQP 














LGINLLSWWPPKYNRPVPLIGL 














SGLL1PATF 


14490 


44858 


A 


14576 


531 


801 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14491 


44859 


A 


14577 


441 


783 


RAPPPAPWRPVPSTTQGLRSAG 

EQRGTGRQLHLSAAPVRDPRG 

EAIWAPESGRSAASILKPARPPA 

H REERTTPDA PP* EL* HSPRRS A 

ASLREDPWLHS*SQ*DQEPTNS 

GHTVSQDQSYYS* LEV SETKNP 

PIPDTL 


14492 


44860 


A 


14578 


344 


1632 


FLAGPYLPSHGAGLGTCSLPCL 

SLPPTPWAPVRPEP/PPMSTTPCS 

TAPSPIDHPRAEECERTAQDWQ 

AAPPAAPVWDPLGEASWAPES 

GTNiSITPGNATFVTRVQGQAW 

FASCITGHDMSSLKTSSVVVLR 

RQSE A LLP ANLTCN WQDSS A L 

ATLESALSQVRHKRFTFTLMVF 

TGSAIDIMATVSIAVVSITESVQ 

TTAFVDNLAKNICDELLLQDM 

DEAGNQHSQQNNTRTENQTPH 

VLTHKWELNNENIR1QGGEHYI 

LGPVGGRDEKTLLLRTYCLKSQ 

EGADTKCRNKHNKETQKQSKS 

LV YSSTLNPEKLL VCICRLSLE L 

TRPENTLRCTNIG KLKA V AGG 

MSAASG1YLETDTQPYPLKQEL 

KEIKECVGKNSVVVVFLVRKK 

LSVSQYAFARCLDAKHSTSENV 

EIAGKLR1QSFEVGKQL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


14493 


44861 


A 


14579 


3 


2233 


NWLPSVSRCQETHKIAANQSLT 

QRQM PLTSL YCDV V 1 LPVSVGL 

ESLQSPYYRTSPCDPVSQFCL1K 

1SASSLPVLSLWKTLKNAQSYQ 

RDYRHDNKAHYFQKLVTMQE 

NLYVLLCDEELDAVSLEAVHQ 

QKMKNRQAHSSSGCCQKVAN 

APRNEESSGQFRVIGNEKFEKG 

PCGVRQQIFEKVLLPNRTCEFV 

TPRFNRN FEDL1KDLK A A ETLID 

FLVYEPKNQRRLVNRFRLPCKL 

LHNLGHPLKTDAAQSPRKPPGP 

SWMPSFGSKPPSHPPLVSPHLNP 

QVWDTSSPSLATEHASLTISLKP 

NHPY PAQSQYS I PQH ALKGSKP 

VITRLLEHGLLKPFNSPYNSPILP 

VQKLDKSYRLVQHLCLIYQIVL 

PIHPMVPNPYTLLSSIPFTTHYS 

VLDLKH A FFTIPL YPSSQPLF AF 

TWTDPDTHQAQQITLAVLPQCF 

IDSPHYFSQAQISSSSVTYLG11L 

MKTHIGLGAVEQGVVLVGEAR 

AAQEPMEWVGGSGM/CGLQVP 

SPAPWEGS*GPARNRAQ\PVTIV 

PVLDFNPAFHNPDTTPDHHDCI 

SLIHLTFTPFPH1SFFPVPHLEHT 

WFIDGSSTRPNCHSPAKAGYAI 

VSSTSI I EATALPRSTTSQQAKLI 

AYTDSKCAFHILHHHAV1WEER 

NFLTMQGASIINAFL1KTLLKDI 

LLPKE AG V 1 HCKGHQKA S DPIT 

QDNAYADKVAKKQLAFQLLSL 


14494 


44862 


A 


14580 


1 


642 


SGTVPPTFVRTVIQAQGARTVI 

QQSLIGSLY1FRHCVRCQGIESV 

FVIIIWSRVGYDEKGFCLFTSVL 

GVWGHVRTKPCLLITWRTLKS 

RSGLE*PAGFSSSPGTSPQIIRKQ 

KRGVPQHPVCDLPGRFRPRAGT 

PLAAQIQVPGLPPCGHQE*NRR 

WAGSSALCPPYLCARAGTGAV 

CRACEPAGV/AGWAWAWWAP 

HSEHAASPAGPRQWGT 


14495 


44863 


B 


14581 


393 


549 




14496 


44864 


B 


14582 


1 


591 




14497 


44865 


C 


14583 


226 


828 




14498 


44866 


A 


14584 


1 


1362 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14499 


44867 


A 


14585 


1 


585 


MANVHQTMPMRLRICLPDSFKP 

PEPKSNSQRVSTEAGTAGALTP 

QHVRAHSSPASLQLGAVSPGTL 

T PTG V VSG P A ATPT AQH FQQS S 

FEIPDDVPLPAARJEMAKTSSGQ 

RYFLNHIDQKTTQQDPXRKTML 

SQ MN V I AN PP V QQN MMN S\PQS 

PQGGV/MGGSNSNQQRQMRPQ 

QLQMEERLQLKQQ*LLQQELA 

LR 


14500 


44868 


A 


14586 


345 


1053 


RWRLQNLSFCSSCSGSGSEGAT 

CFARGRQQSNLQSKIKFPSNTD 

SRSTGYNSFDRQPN1CFYKRQE 

TP HTG PHP VPEG RP YPMPG * CG 

A*SPGPFASRN*SEKN*SYKCSL 

HT A FN V I FSS VI * * RYCTRQWXH I 

VKCLDSFCDPFL1SDELRRASTD 

AGTAGALTPQHVRAHSSPASLQ 

LGAVSPGTLTPTGVVSGPAATP 

TAQHLRQSSFEIPDDVPLPTSW 

GEAKTSSGSK.IPF 


14501 


44869 


B 


14587 


607 


1185 





BNSDOCID: <WO 0175067A3JA> 



1818 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14502 


44870 


A 


14588 


1 


2142 


M J I LI D A EKA FDKIQQPFM LKTL 

NKJLGIDGTYLKITRAIYDKPTA 

NIILNGQKLEAFPLKTGTRQGCP 

LSPLLFNIVLEVLAQAIRQEKEI 

KGIQLGKEEVKLSLFADDMILY 

LENPIVSAQKLLKLISNVSKVSG 

YK1MVQKSQAFLYTNMRQTESQ 

IMSEFPFTIATKRIKYLGIQLTRD 

VKDLFKKYKPLLNK1KEDTNK 

WKN1ACSWIGR1NIMKMAFPR 

WELNNENTWTQEGEHHTLGPV 

VGWGKRGGIALVDIPNVNDKL 

MVLEVLARAIRQKKEIKGIQLG 

KEEVKLSLFADDMIVYLENSIV 

SAQNLKLISNFSKVSGYKINVQ 

KSQAFLYTNNRQTESQIMSEFP 

FTIATKRJK YLG IQLTRDVKDLF 

KENYKPLLKEIREDTNKWKNIP 

CSR1GRJNIMKMAILPKVIYRFN 

DIPIICLPMTFFTELEKTTLKFIW 

NQKRACIAKTILSKKNIAGGITL 

PDFKLYYKATVTKTAWYWYQ 

NRDIDQWNRTEASEVTSHIYNH 

LIFYKPDKNKKWGNDSLFNKW 

CWENWLAICRKLKLDPFLTPYT 

KIHSRWIKDLNVRPKTIKTLEEN 

LGNTIQD1GMGKDFMTKTPKA 

MATKAKVDKWDVIKLKSFCTA 

KETTIRVSRQPTEWEKIFAIYPS 

DKGLISRJYKELKQIYRKKXTNN 

PI KKW AKNMN RHFSKEDI YA A 

1MRQMKKCSSSLVIREMQIKTTM 


14503 


44871 


B 


14589 


1 


1647 




14504 


44872 


B 


14590 


1 


2025 




14505 


44873 


B 


14591 


4 


2121 




14506 


44874 


A 


14592 


2 


1879 




14507 


44875 


A 


14593 


1 


2130 




14508 


44876 


A 


14594 


1 


3018 




14509 


44877 


B 


14595 


1 ! 


3171 
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BNSDOCID: <WO 0175067A3JA> 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


14510 


44878 


A 


14596 


I 


2700 


MEKKQSRKTGNSKNQSASPPP 

KECSSLQATEHSWMENDFDEL 

REQGFRRSNYSELKEEVRTHGK 

EVKNLEKRLDEWLTRJTNAEKS 

LKDLMELKTMARELLDECrNLS 

SQFDQLEERVSVMENQMNEMK 

PNLRLIGVPESDGENGTKLENT 

LQDIIQENFPNLARQANIQIQEIQ 

RMSQRYSSRRAIPRHIIVRFTKV 

EMKEKMLRAAREKGRVTLKG 

KPIRLKADLSVETLQARREWGP 

IFNILKEKNFQPRTSYPGKLSFIS 

EGEM KSFTDKQKLRYF VTTRP 

ALKELLKEALNMERNNRYQPL 

EKQIQTTIREYYKHLYANELEN 

LEEMDKFFDTYTLPRLNQEEVE 

SLNRPITGFEI EA1INSLP/TKKSP 

EPGGFTAEFYQVR1EKEG1LPNSF 

YEASIILMLKPGRDTTKKENFRP 

ISLMNIDAKILNKILANRIQQHI 

KKLIHQDQVGFIPGMQGWFNIR 

KSrNIIQHINRTNDKNHKIISIDA 

EKAFYKIQQPFMLKTLNKLGID 

GSYLKIIRAIYDKPTAN1ILNGQ 

KLEAFPLKTGTRQGCPLSPLLF 

NLVLEVLARA1RQEKEIKGIQLG 

KEEVFCLSLFA DDMI V Y L EN PI A 

SAQNLLKLKGNFSKVSGYKINV 

QKSQAFLYTKNRQTESQ1MSEL 

PFTIASKRIKYLGIQLTRDMKDL 

FKEN YKPLLN E I KEDTNK WKN I 

PCSWEGRISILQMAILPEVIYRF 


14511 


44879 


A 


14597 


1 


2310 




14512 


44880 


A 


14598 


1 


1305 




14513 


44881 


A 


14599 


1 


2148 




14514 


44882 


B 


14600 


1 


777 




14515 


44883 


A 


14601 


2 


2971 




14516 


44884 


A 


14602 


1 


3810 
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SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14517 


44885 


A 


14603 


1 


1773 


NiNIGAKlINKILANQIQQHIRKLl 

HHDQVGFIPGMQGWFNICKSIN 

V1QHINRTKDKNHMIIS1DAEKA 

CDKIQQRFMLKTLNKLG1DGKY 

LKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFNIVL 

EVLARAIRQEKEIKDIQLGKEEV 

KLSLCADKMIVYLENPIVSAQN 

LLKLISNFSKVSGYKINVQKSQ 

AFLYTNNRQTESQIMSELPFTIA 

SKRJKYLQIHQTRDVKDLFKEN 

YKPLLKJE1 K EDTNK\N IPCSCVG 

RINIVKMA1LP/KELEKTTLKFIW 

NQKRARITKSILSQKNKAGSIM 

LPDFNLYYKATVSKTAWYWY 

QNRDIDQWNRTEPSE1TPHIYN 

YLIFDKPEKNKQWGKDSLFNK 

WCWENWLAICRKLKLDPLLTL 

YTKJNSRWIKDLNVSPKTIKTLE 

ENLDITIQDIGMGKDFMSKTAK 

AMAAKAMSTKAKFGKWDLIK 

LKSFCTAKETTIRVNR1SSYASS 

STSLQAFSRKILNCSKRFFKIAQ 

MCKLVELRPQDMHTSRGSGNC 

SEARTLLCDFSAGRTSVNHGR1 

WRQIREAGAADPEIGLEVCNKN 

PTSFTLFYFLSYTTG 


14518 


44886 


B 


14604 


1 


2070 




14519 


44887 


B 


14605 


1 


3190 




14520 


44888 


A 


14606 


1 


3370 | 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for lust amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


14521 


44889 


A 


14607 


569 


3030 


RKH*TWKRTSSTSHHKNMPN* 

LEKQEQTH/SKPSRRREITKIRA 

ELKEIETPKTAQKINESRSWFSE 

RINKIDRPLARLRXKKREKNQI 

DT1KNDEGDITTHPTE1HTI1REY 

YKHLYANKLENLEEMDKFLDT 

YTLPRPNQEEVESLNGPIAGSEI 

QAT1NSLPTKKSPGPDGFYQRYK 

EELVPFRLKLFQSIEKEG1LPNSF 

YEASIILIPKPGRDTTICKENFRPI 

SLLNINAKILNKILANRIQQHIK 

KLMHHDQVGFIPGMQGWFNIR 

KSrNVIQHINRTKDKNHMIISID 

AEKAFDK1QQPFMLKTLNKLGI 

DGTYHKIIRANYDKPTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FNIVLEVLARAIRQEKETEGIQL 

GKEEVKLSLFADDMIVYLENP1 

VSAQNLLKLISNFSKVSGYKIN 

VQKSQVFLYTDNRQTESQIISEL 

PVFTIASKRIKYLG1QLTRYVKDL 

FKER/YNEIKEDTNKWKNIPCS 

WVGRIN1VKMAILPKVIYRFNAI 

SIQLPMTFFTELEKTTLKFIWNQ 

KRAHIAKSILSKKNKAGGIMLP 

DFKLYYKATVTKTAWHWYQN 

RDIDQRNRTEPSEIMPHVYMHLl 

FGKPDKNKQWGNDSLFNKWC 

WEN WL A ICK KLKLDPF LTP YT 

KINSRW1KDLNVRPKTIKTLEEN 

LGNN1QDIGMGKDFTSKTPKA 

MATKDKIDKWDLMKLKSFCTA 


14522 


44890 


A 


14608 


1 


2742 




14523 


44891 


A 


14609 




3828 




14524 


44892 


A 


14610 




2667 




14525 


44893 


A 


14611 




2325 




14526 


44894 


A 


14612 




3057 





1822 
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SEQ ID 

NO: 


SEQ I!) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14527 


44895 


A 


14613 


603 


2973 


DNTARGT1RQQHLLFTNIRCSA 

ASAADTQANRVWSGPPANSNR 

PAA\RVLTVRRKTNKQKGHPH 

QNPICTSPSSKTKETQTTIREYY 

KHLYANRLENLEEMDKFLDTY 

TLPRLNQEEVESLNRRITESDIE 

AIINSLPTKKSPGPDGFTAEFYQ 

RYKEELVPFLLKLFQSIEKEGIL 

PNSFYEAS1ILIPKLGRDTTKKE 

NFRPISLMNIDAK1LNKILANRI 

QQHIKKHIHGQVGFIPGMQGW 

FNIRKSINVIQHJNRTNDKNHMI 

VS I D A EKAFDK1QQPFMLKTLN 

KLGIDGPYLKIIRAIYDKLTANIl 

LNGQKLEAFPLKTGTRQGCLLS 

PLLFNIVLEVLARAIRQEKE1KGI 

QLGKEEVKLCLFADDMIVYLE 

NPIVSAQNLL1CLISNFSKVSGYK 

1NVQKSQAFLYTNNRQTESQIM 

SELPFTIASKRIKYLGIQLTGDV 

KDFFKENYKPLLNEIKEDTDKW 

KN I PCSRVG RINIM KM AILPKVI 

YRFNA I PIKLPMTFFTELEKTTL 

KJIWNQKRARIAKSILSQKNKA 

GGITLPDFKLYYKATVTKTACH 

RVGRAQQHSISKWKWYIHDWS 

QVGPEGTNDSARYPDTTQKWT 

AAALQPLSRTSLKDSHEGKSSQ 

WAELRAVHLVLRJFAWKEKWP 

DVQLYTDSWAVASGLAGWSG 

TWKKHDWKTGDKEIWGRATPV 

IAQWAHEQRGHGGRDGDYAW 


14528 


44896 ! 


B 


14614 


1 


3105 




14529 


44897 


A 


14615 


1 


3654 


1 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SfcQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*==Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


14530 


44898 


A 


14616 


735 


2839 


RSFPRSRPSPFLLLSRYLRIHMV 

FSVLPFGLQNPKYLLSGSLQEK 

FRTPGINSHKTLDPNRVIIKVRR 

RLEKEKALRAYVGKSEVRNMH 

LRERCKL*KKREKNQIDT1KND 

KGDITTDATEIQTTIREYYKHLY 

ANKLENLEEMDKFLDTYILPRL 

NQEEVESLNRPITGSEIEAIFNSL 

PTKRSPGPDGFTAEFYQTYKEE 

LVPFPLKLFQSTEKEGILPNSFY 

EASIIL1PKPGRDTTKKENFRPIS 

LM>JIDAKILNKILANRJQQHIKK 

LIHYDQVGFIPGMQGWFNKRK 

SINVIQHINRTNDKNHMIIS1DAE 

KAFDKIQQPFMLKTLNKLG1DG 

TYLKVIRA1YDKPTANIILNGQK 

LEAFPLKTDTRQGCPLSPLLFNI 

VLEVLARAVRQEKEIEGIQLGK 

EEVKLSLFADDMIVYLENPIVS 

AQNLLKL1SNFSKVSGYKIN1QK 

SQAFLYTNNRQTESQIMSELPFT 

TASKKIKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTNKWKNIPC 

SWVGRINIMKMAILPKVICRFN 

AIPIKLPMPFFTELETTTLKFIWN 

QKRARIAKSILSQKNKAGGITLP 

DFKLYYKATVTKTAWYWYQN 

RDIDQ WN RTEPSEITPH I YN YLI 

FDKPEKMSIIDTGGWYEAPVSS 

FFKEGLCRTGTENQVNRQPPAA 

SPFKVYVSCTGSLHPRPHYFLE 


14531 


44899 


A 


14617 


I 


2250 




14532 


44900 


A 


14618 


1 


2870 


M KA E 1 K V FFETN EN KDTT YQN L 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQEITKIRAELKEIQTQ 

KTLQKFNESRSWFFERINK1DRS 

LARLIKKKREKNQIDTIKNDKG 

DITTDPTE1QTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGAEIVAI1NSLPT 

KKSPGPDGFTAEFYQSWAETQP 

KKENFRPISLMNIDAKILNK1LA 

KRJQQHIK 



1824 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14533 


44901 


A 


14619 


248 


2623 


RQWAGVVGRCSHLASWVSSNT 

SETGAIRSSTEVDAPDDSMLLST 

C DI DLTA ARRA WLG CLPTKKSP 

GPDGFTAEFYQRCKEELVPFLL 

KLFQSI/EKEGILPNLFDEASI1LI 

PKRGRDTTKKENFRPI SLMN I D 

AKILNKILANRNQQHIKKLIHH 

DQVGFIPGMQGWFN1CKSINVI 

QH I NRTKDKNH MUSI D AEKAF 

DKIQQPFMLKTLNKLG1DGTYL 

KIIRA1YDKPTANIILNGQKLEAF 

PLKTGTRQGCPLSPLLFNIVLEV 

LARAIRQEKEIKGIQLGKEEVKL 

SLFADDMIVYLENPIVSAQNLL 

KLISNFSKVSAYKINVQKSQAF 

LYTNNRQTESQIMSVFPFTIASK 

RIKYLGIQLARNAKDLFKENYK 

PLLNE1KEDTKKWKNIPCSWVG 

RINIVKMAILPKVIYRFNAIPIKL 

PMTFFTELEKTTLKFIWNQKRA 

R1AKSILSQKNKAGG1TLPDFKL 

HYKITVTKTAWYWYQNRDIDQ 

WNRTEPSEITPHIYNYLIFDKPE 

KNKQWGKDSLFNKWCWENWL 

A1CRKLKLDPFLTPYTKIHPRWI 

KDLNVRPKTIKTLEENLGNTIQ 

DIGMGKDFMSKTPKAMAAKA 

KIDKWDLIQLKSFCTAKETTIRV 

NRQPTKWEKIFATYSSDKGLIS 

RIYKELKQIYKKKXTNNPIKKW 

AKDMNRHFSKEDIYAANKHM 

KKCSPSLAIREMQIKTTMRYHL 


14534 


44902 


A 


14620 


1 


3253 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDLIDIYRTLH 

PKSTE YTFFS A PHHTYSKIDH I V 

GSKALLSKWKRTEI 1TNYLSDH 

SAIKLELRJKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAEIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKF1ALNAHKRKQERSK1DTL 

TSQLKELEKQEQTHSKASRRQE 

1TK1RAELKEIETQKTLQKINESR 

SWFFERJNK1DRPLARLIKKKRE 

KNQIDTIKNDK 


14535 


44903 


B 


14621 


1 


2758 




14536 


44904 


A 


14622 


1 


5178 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14537 


44905 


A 


14623 


1 


3382 


MGDFNTPLSTLDRSTRQKVNK 

DTQEFNSALYQADLID1YRTLH 

PK.STEYTFFSA PHHTYSKI DH I V 

GSKALLSKCERTEIITNYLSDHS 

AMKLELRIKNLTQNCSTTWKL 

NNLLLNDYWVHNEMKAE1KM 

FFETNEN KDTTNQNLWDAFKA 

VCRGKFIALNAHKRKQERSKID 

TLTSQLKELEKQEQTHSKASRR 

QEITKIRAELKEIETQKTLQK1N 

ESRSWFFERJNKIDRPLARLIKJC 

KREKNQ1DTIKNDK 


14538 


44906 


A 


14624 


965 


4091 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADL1DIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDHIVGSKALLSKCKRTEI1TNY 

LSDHSAIKLELR1KNLNQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKF1ALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQEITKIRAELKE1ETQKTLQ 

KINESRSWFFERINKIDRPLARLI 

KKKREENQID 


14539 


44907 


A 


14625 


3 


3229 




14540 


44908 


B 


14626 


1 


2791 




14541 


44909 


A 


14627 


1 


3158 


MVKGSIQQEELTILNIYAPNTG 
APRFIKQLLSDLQRDLDSHTLIM 
GDFNTPLSTLDRSTRQKVNKDT 
QELN S ALHQ A DL I DI YRTLHPK 
STEYTLFSAPHHTYSKJDHILGS 
KALLSKCKRTEIITNYLSDHSAI 
KLELRI KNLTQSRSTT WKLNNL 
LLN D Y W RKQE RS KTDTLTSQL 
KELEKQEQTHSKASRRQEITKIR 
AELKEIETQKTLQKINESRSWFF 
ERINKIDRPL A RLI KKKEKNQID 
TIKNDKGD 


14542 


44910 


B 


14628 


1 


7849 




14543 


4491 1 


A 


14629 


1 


3985 


MENDFDELREEGFRRSNYSEL 

WEDIQTKGKEVENFEKNLEECI 

TRITNTEKCLKELMELKTKARE 

LHEECRSLRSRCDQLEERVSAM 

EDEMNEMKGEGKFREKRIKRN 

EQSLQEIWDYVKRPNLHLIGVP 

ESDGENGTFCLENTLQDIIQENFP 

NLARQANVQIQEIQRMPQRYSS 

RRATPRHIIVRFTKVEMKEK1LK 

AAREKDRSTRQKVNKDTQELN 

SALHQADLIDIYRTLHPKSTEYT 

FFSAPHHTYSKID 



1826 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 
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SEQ ID 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14544 


44912 


B 


14630 


64 


5735 




14545 


44913 


B 


14631 


891 


6894 




14546 


44914 


A 


14632 


33 


476 




14547 


44915 


A 


14633 


1 


360 


GQGEPKQLGRHPGVLRPHVVS 

AKTGDAC/1 WTQ V RN L FPERPK 

VQWKEGCA\LQSGNSQESVTEQ 

GSKVSAYSLSSPLTLSKADYEK 

HKLYACEVTHQGLSSPVTKSFN 

RGEI1EGEVPPCI 


14548 


44916 


A 


14634 


40 


508 


LPGECHRAGQQGQRLQPQLLG 

LLMLWVPGSGGEIVMTQTPLSS 

SVTLGQPAS1SCRSSQSLVHSDG 

NTYLTWLQQRPGQPPRPLIYHV 

FKRFSGVPDRFSGSGAGTDFTL 

E/1SGRVEA*\DVGVYYCMQG\T 

QFPCSFGQGTKLETKRTVAAPS 


14549 


44917 


A 


14635 


3 


652 


AWWNSETPAQLLFLLLLWLPY 

TSGEIVLTQAPGTLSLSPGERAT 

LSCRASQTIGSTYLAWYQQRPG 

QAPRFL I YG ASSRATG I PDSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSQQ 

YNNWPPGGTFGP\GTKVE1KRT 

VGCTHLFF1FPAHLMSQLK1WE 

LPSACVPVCNNF\YPREVQSYSG 

KVDN/VPSNRVTPRESVTEQDVS 

KDSTLQPS A ATLDA 


14550 


44918 


A 


14636 


3 


440 




14551 


44919 


A 


14637 


457 


1270 


SRRVSFPPSA*QAVSDPSRQQLP 

SLRLRWGPEGRSFPAENLGRGV 

RWVGGRDPLAA\LP*SSGPLNA 

GRLFARPQESGAPRIGNVRDVP 

RAREDVGTQAGRREREFPRLFG 

PAAVVGCERHLSPFPRAAGAG 

GRAGAAGRRSAPPGGLGSCRSC 

RISAGPHGNDVPTLGGRGW/PL 

*NSGAEKL*EQ*G*/TGTGSWSL 

AAILGGVPREP\GFRGAGRETLG 

PRGWLVMLSRAVLLHSVLLCT 

CHSSWVLLHSDLACHADNNPD 

IQSCLFPMSKY 


14552 


44920 


C 


14638 


90 


465 




14553 


44921 


A 


14639 


116 


439 




14554 


44922 


C 


14640 


278 


364 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14555 


44923 


A 


1464! 


116 


687 


EIKDAALQLPLWRAQDRERAM 

KERREKRREREKERDREKKRX 

EKMFCKRSCHTIMEPTPELSCV 

LPCLAPIVLAPPPLPLAPVLPLPY 

ATR* LPQQN RQSTLTE AHG L\TR 

G PI TL A TN RC M PSTTRDRRRLT 

PPSTLPNTTNLSWGVREGPNQD 

PEPSLSPCVPHDPFDYTsfAESLFS 

YWLVSVTPMTAHTP 


14556 


44924 


A 


14642 


474 


1166 


HPNRQGLRAPATAPGHPGREQ 

ALCE APQG PGQKCGPPR AQEA 

Q/GTEPRRASRAAGACRHHWP 

QVA\RPGAGAPAGAARLGGV*E 

PGRAA/APRLPLPSQCCHR* GTS 

PAHLSASRSSSATCPWRRTAGR 

SGPSPCMTL\KQRQGHPRDGWI 

RAPSCDVTNRGLSSLLNLGGSA 

QQLLL A S RPLG SGSG A LEALEH 

GKSRAPWEPWLHGTHNPVHGK 

DPAGSTSHWPRPPAPRT 


14557 


44925 


A 


14643 


283 


806 


PRGSFSSTGRTRNAAGSTSNCSL 

RSLSARIEERKVSRVCGVPNHR 

HLRLGALTTTRPSWNGAIPTLA 

KLPAKRC*RRSGRRSKTWSFPG 

ST*LGNFAEEMICAASARPAGV 

PGPALAPTPLRAPLPGVPWTSSR 

GRMCARJLSCC/HAGRPVPARPG 

AARARRAAAGERHRPPALRV 


14558 


44926 


A 


14644 


1 


338 




14559 


44927 


A 


14645 


1 


1091 


MSNDGRSRNRDRRYDEVPSDL 

P YQDTTI RTH PTLHDS E RA V S A 

DPLPPPPLPLQPPFGPDFYSSDT 

EEPAIAPDLKPVRRFVPDSWKN 

FFRGKKKDPEWDKPVSDIRYIS 

DGVECSPPASPARPNHRSPLNS 

CKDPYGGSEGTFSSRKEADAVF 

PRDPYGSLDRHTQTVRTYSEKV 

EEYNLRYSYMKSWAGLLR1LG 

VVELLLGAGVFACVTAY1HKDS 

EWYNLFGYSQPYGMGGVGGL 

GSMYGGYYYTGPKTPFVLVVA 

GLAWITT1I1LVLGMSMYYRTIL 

LDSNWWPLTEFGINVALFILYM 

AAA1SLM*MIPTRGGLCYYPLF 

NTPVNA\GSAG*KEDR*LQ*SSC 

LSP**FISLVLWFA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon lor last amino acid 
of peptide sequence 


1 Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \~possinle nucleotide insertion) 


14560 


44928 


A 


14646 


398 


1107 


SPGLVCGLLIFCKVTVPICAGPY 

RCPFGGLRH*SAR*QPPSGLREN 

GARPPGGEWLCPC*FPP*PLNSR 

WKLPPRLVT*GEPWAAGEKFP 

RLGAGTGPAAGEGLPRARDWE 

PGRAGPERWAPGRGPAGTPAK 

TAAVKLRSAPLPGSXGDY ANGER 

KPPPSPFCQVKSGNL*VLCG*RL 

SLPAA*KPKKA*RRGRRQSPGK 

TGYQVQQTRPKNDPKSS\GPSP 

KNRQSLCLQPLWSFLIQ 


14561 


44929 


A 


14647 


1 


540 


MGVRDPLEEAVCALAELQHCA 

GRFAALFRASRQERLSLLKLCP 

QLPLPPRALSQGYKPLIG\LLAF 

FQRCTAQRGG I * RG SL AT VTLAS 

CGGLCPV*TSQRRCL\PVRGKLP 

TQASVMANAPPRTRLQHLRSTS 

DCCAGSENFKPVDLSLLGSVGV 

GSTELDHLAPWLQPAFQGSEW 

FYLTF 


14562 


44930 


A 


14648 


169 


487 


EVCYYPPSETYFCQFVKL1LCPV 
LFPCWQGVVIQPKLSCMRCLST 
\LLRGVSQ*GYMGVRDPLEEAV 
CPLAELEHCAGRSAALFRAGRQ 
ERLSLLKLRPQLPLSPSA 


14563 


44931 


A 


14649 


1 


210 




14564 


44932 


B 


14650 


1 


1683 




14565 


44933 


A 


14651 


1 


529 


MDSEVQADDEVSDENGELIGN 

WGKGGMGVSDPLEEAVCPLAE 

LERSAGRSAALFRASRQECLSL 

LKLT/LTAAPSPRGTAFRSPFKS 

P AQR RS 1 1 C * Q/L YSC KTFRST V A 

PMPRLCLPQASGKVQ*EN*SWA 

IPA*QGTSPMCSLCSGAPHQPG 

APLVLPLPPPVNRLRRELQCWL 


14566 


44934 


C 


14652 


295 


430 




14567 


44935 


A 


14653 


452 


637 




14568 


44936 


A 


14654 


151 


446 


MVLSHWHSRCHWGMKKNYLQ 

LARCLPKWLPSFVFETQGPCDV 

STQGTLLVYGLQRPWEKHSI*A 

R*HHPSQHGPSQLPLARGGSSP 

TPCASRMRQHPT 


14569 


44937 


A 


14655 


2 


335 


EDRSAFRPRQPHTLHPLHARSL 

APRSPTPPSPPSPDTQLGLSGPTS 

GPESAPTA/PGNPSWRSSRWGSS 

SPCAASST*KSPYP*/CSPT/CAFP 

SPRLPFCRSAYQPAAGAGRGK 


14570 


44938 


B 


14656 


373 


502 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ H> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14571 


44939 


A 


14657 


1 


400 


GSPAPAAMDEERALYIVRAGE 

AGAIERVLRDYSDKVKSPGPGR 

AVSHPRAALRACTSHPSPPPSFR 

GCALAPPPKTFPAWACVFVPPAF 

SIHAS/SHPTTPTVAPTPLIPGPA 

A*PPVLLSSVQVTPPESVDVHL 


14572 


44940 


A 


14658 


659 


1177 


ARKGSALLRLYLSNAWCVCVK 

VLRIFSTASAYITRRDSSLGPVW 

TFLNFSFGSPGEIPTPFFFFPVFP 

LPLVA WFCPASFC LPQCPVL VPS 

EPSPPPHSGDAHCSPPKTFPAW 

ACVFVPPAFSIHAS/SHPTTPTV 

APTPLIPGPAA*PPVLLSSVQVT 

PPESVDVHLCPVPHS 


14573 


44941 


B 


14659 


1 


318 




14574 


44942 


A 


14660 


2 


131 




14575 


44943 


A 


14661 


354 


762 


CPEIRPPS*THGTK/SHFPPTASG 

THSVLEAL/PDTQRQPSPRVHQ 

DPSPAI/PALLPSPHEHGPQHLL 

QLPSHRCHPDTAPFNCDAVKAC 

PGHATAALEHPYLSGRQSPPSP 

THLPKLPAGRGYTVCALPKGPG 

ERSAV 


14576 


44944 


A 


14662 


157 


413 


ALVCS/SSLAIREMQIKTTMRYH 
LTPV RMA 1 1 KKSGNNRC WRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


14577 


44945 


A 


14663 


1926 


2448 


DFIAV1TTRKQLKTKYNAHHSK 

QAITKHFSPKISDLILCLKKKIM 

NRHFSKED1YAAKKHMKKCSP 

SLAIREMQIKTTMRYHLTPVRM 

A 1 1 KKSGNM RCRRG CG E 1 GTLLH 

CWWDCKLVQPLCKSMWRFLR 

DLXDPAIPLLGIYPKDYKSCCYK 

DTCTRMFIAALFTIAKTWNQP 


14578 


44946 


A 


14664 


] 


1584 




14579 


44947 


A 


14665 


I 


4729 




14580 


44948 


A 


14666 


I 


1566 




14581 


44949 


A 


14667 


! 


1424 




14582 


44950 


A 


14668 


! 


576 




14583 


44951 


A 


14669 


1 


3325 




14584 


44952 


A 


14670 




2195 




14585 


44953 


A 


14671 




3162 




14586 


44954 


B 


14672 


287 


2018 




14587 


44955 


A 


14673 


1 


1073 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14588 


44956 


A 


14674 


1 


3335 


MVKGSIQQEELT1LN1YAPNTG 

APRFIKQVLSDLQRDLDSHTL1 

MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADL1DIYRTLH 

PKSTEYTFFSAPHHTYSK1DHIV 

GSKALLSKCKRTE1ITNYLSDHS 

AIKLELRI KNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAFIKMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNVYKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQ 


14589 


44957 


A 


14675 


1 


1838 


MIIPIDAEKAFDKJQQPFMLKTL 

NKLGIHGMYLKIIRA1YDKPTA 

N1ILNGQKLEAFPLKTGTRQGCP 

LPPLLFNIVLEILARAIRQEKEIK 

GIQLGKEEVKLSLFADDMIIYLE 

NPIVSAQNLLKLISNFSKVSGYK 

INVQKSQAFLYTNNRQTESQILS 

ELPFTI AS ICR1 KYLG IQLTRD VK 

DLFKENYKPLLNEIKEDTNKW 

KNIPCLSIGKINIMKMA1LPKVIY 

RFN A I PI K LPMTFFTEL EKTTLK 

FIWNQKRARIAKTILSQKNKDG 

G I TL PDF K L Y Y KA T VTKT A W Y 

QYQNRD1DQWNRTEPSEIIPHV 

YNHLIFDKPDKNKKWGKDSLF 

NKWCWENWLAICGKLKLDPFL 

TPYTKINSRWIKDLNVRPKTIKT 

LEENLGNTIQDIGMGKDFMSKI 

PKAMATKAKIDKWNLIELKSFC 

TAKETTISVNRQPTEWEKIFAIC 

LSDKGLISRIYKELKQRHKKKT 

NNPIKKWAKDMNRHFSKEDIY 

AANRHMKKCSSSLAIREMPIKT 

TMRYHLTPVRMAIIKKSGNNRC 

WRGCGEIGTLSHCWWDCNLVQ 

PL WKA V WRFLKDLELEIPFDPA 

ISLLG/IYPKDYKSCCYKDTCTQ 

STFTCRQHLPL 
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SKQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


14590 


44958 


A 


14676 


1 


2354 


MGDFNTLLSALDRSTRQKVNK 

DIQELNSALHQADL1DIYRTLHP 

KSTEYTFFSAPHRTYSKIDHLV 

GSKALLRKCKRTEI ITNCLSDHS 

AIKLELRIKKLTQNHSTTWQLN 

N L LLN D Y WV HNEM K A E 1 KMFF 

ETNENKDTTYQNLWYVKDTRJ 

SGMLWYVKAVCRGKFIALNAH 

KRKQERSKIDTLTSQLKELEKQ 

EQTH SKTSRRQ E I TK I RA EL ICE 1 

ETQ KTLQKJNEC RS W FFEKIN K J 

DRPLARLIKKKREKNQIDAIKN 

DKGDIITDPTEIQTTIREYYKHL 

YGNKLEN LEEMDKFLDT YTLP 

RLNQEEVESLNRPITGSEIEAIIN 

SLPTKKSPGPDGFTAEFYQRYK 

EELRIKYLGIQLTRDVKDLFKE 

NYKPLLNEIKEDTNKWKNIPCS 

WVGRJNIMKMAILPKVIYRFNA 

IPIKLPMTFFTELEKTTLKFIWN 

QKRARIAKSILSQKNKAGGITLP 

DFKL Y YKATVTKT A WYWYQN 

RDTDQWNRTEPSEIMLHIYNHL 

IFDKPDKN KQWG KDSLFNKWC 

WENWLAICRKLKLDPFLIPYTK 

INSRWIKDLNVRPKTIKSLEEDL 

GNTIQDIG MG KDFMSKTPKA M 

ATKAKIDKWDL1KLKSFCTAKE 

TTIRVNRQPTEWEKFFAIYSSDK 

GLISRRYNELKQ1YKKKTNSPIK 

KWTKDMNRHFSKEDIYAAKRH 

MKKCSSSLAIREMQIKTTMRYH 


14591 


44959 


A 


14677 


1 


3144 




14592 


44960 


A 


14678 




2745 




14593 


44961 


A 


14679 


| 


2742 




14594 


44962 


A 


14680 


| 


3264 




14595 


44963 


A 


14681 




2982 




14596 


44964 


A 


14682 




3102 




14597 


44965 


A 


14683 




1443 




14598 


44966 


A 


14684 




3723 




14599 


44967 


A 


14685 


2 


1841 




14600 


44968 


A 


14686 


572 


744 


DLLTTIRMPTDVKKCSSSLAIRE 
MQIKTTAM * YHLTPVRM PII KKS 
GNNRCWRGCGE1 


14601 


44969 


A 


14687 


1 


3588 




14602 


44970 


A 


14688 


1 


5569 




14603 


44971 


A 


14689 


1 


3992 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las( 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14604 


44972 


A 


14690 


755 


2415 


QELRVSGWSPASAPANT*CPPA 

QPCPTRRSGGQRAPARTRSRPG 

SRPRTASALPRPAAQKAASRSA 

RASRTNPYTAPKPLPSVESALQ 

EAAIGEAHAQQRVSCTCAAPA 

APPSPAWPWSAARSAAPPPRT* 

ASAPA*SPL/PVRLKKSPGSSNC 

EARGEGWKT/PALPVQLGAHGP 

PQPAAVPCASPGSGAGPRWSRS 

ARRTPRGPLQRGRTWVSPDPGR 

EATPSGTQWPQKTRGSLPGS*C 

APETPCSAA*SSGTSPPRGAGGC 

CPGTVPPALEGHN*PQRWGSHS 

AGRVEYTRAEGPQCQQGAPAGC 

SLGVGGQRGPPGLPPIPVPGLC* 

TCRSS*MEAATGSVEKCKRMA 

SLMQASRWSFLRVAPVSGQVK 

YTPGTARWAEPSSLGSDTTLVP 

G AS/RAPA DGG FGLKFLSHL VS 

DGVLRCGGPRPGTASAPAGLR 

AAAAXPSVPSLVGPWRGGLGAG 

WLGFSLWAFSPTDSLSF* PGPA 

LLNLMSALNS*KNFFMVAARS 

CGGGTRGRGGTGPSRGRGRRR 

P ATG RK* KKKKKKKKFTSPPE V 

PPSPGLPRDNRL ! 


14605 


44973 


B 


14691 


I 


822 




14606 


44974 


A 


14692 


1 


2789 


MAAVRKQLPRGVLGYGGSGAL 

LSTAAADTSLLLGSLQERKSAS 

AGPGYLRSSVAAWSGLWLTGA 

SEAHSVVLACFSRKDVEASLSV 

GLPVHPDASCARRLDAADGVA 

GGSPRLPQSTDGWRLTAHSLPQ 

STDGWRLTAHSLPPPTDGWRL 

TAHSLPQSTDGWRLTAHSLPPP 

TDGWRLTTHSLPQSTDGWRLT 

AHSLPQSTDGWRLTAHSLPQST 

DGWRLTIHSLPQSTDAWRLTA 

HSLPQPMDGWSCRSAQWCV 


14607 


44975 


A 


14693 


176 


440 




14608 


44976 


A 


14694 j 


114 


253 
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SEQII> 

NO: 


SEQ IO NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14609 


44977 


A 


14695 


124 


890 


GSRAWRDPRLEVAAATTTLFY 

GYGFVSAELKKASKRMTCHKR 

YK1QK\KAPEHHRKIRGEAKKR 

GHNKPRKDPGVPMSAP\FKEAL 

LXREAELRKQRLEELKQQQKLD 

RQKELEKKRICLET*SWIFKPSN 

V\DPMEK\EFGLCKTE\NKA\RSG 

KQNSKKLYCQELKKVIEASDV 

VLEVLDARDPLGCRCPQVXEEAI 

VVQSGQKKLVL/IYLNKSDLWP 

KEDL\ESWLKLF*RKDLPNSGCF 

RASTKTQRVKGKITK VSFI S 


14610 j 


44978 


A 


14696 


553 


997 


EVTACWQSSQPSLTLGASSAW 

APTLAALEEPFSPPLHCGSPFLG 

WPRLEPAPSAPPWAPVRPEPPQ 

QGPPSAPGRPIPSTTQGLRSADA 

GRRTGTQLHRQPAKVCSF/IS*S 

QRDHEPTRRNEQLQTRRLKSCN 

THREDLQLHSRRKKL 


14611 


44979 


A 


14697 


1410 


2036 




14612 


44980 


A 


14698 


3 


630 


RYKGSPRPHQTQEPSWLHLVDP 

APGLQVELPASPAPCARIRQPL 

GGRWDWAPWSRGWCSSGRLG 

QHRSPWSGWEAQAWRAAGPK 

PCP AG RQL RPG EKSST A P VG RH 

CWG1QYTLRSHWPGC*VPHSSG 

PAGLAGCSGTPAGPQAPHAAP 

VPARA/CSLHTSLQAEGVGSSL 

GQPRKGLPQCRWGLKGSSNAA 

KVGAQAGEVQARALRTAS 


14613 


44981 


A 


14699 


190 


383 


ASHPLRGLRSGRSLPDERHRLL 
HSAQSHRPPKG*GVRAQGAGL 
T/WQLHL*PQCGIHWVKPAGLL 


14614 


44982 


A 


14700 


1 


1095 




14615 


44983 


A 


14701 


1 


777 




14616 


44984 


A 


14702 


1 


933 




14617 


44985 


B 


14703 


1 


996 




14618 


44986 


A 


14704 


978 


1207 


ASLPLRGLLCCPSLPEERRPLLH 
GAQSHRPPKG*GVRAHGAGLA/ 
WQLHLRPRCG I H WVKPAGLLS 
LGPHQQSSKSA 


14619 


44987 


A 


14705 


111 


558 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14620 


44988 


A 


14706 


1 


1 103 


MKPWALKVSVTALKVARLEFV 

PPDVRMCSEFLPCGVKLQTFAV 

SVTALKAARLELFVSPGGLVVS 

LASGVKLQTFPVSVTAHKSSVD 

PRSEQQQDLLQRAKEQTFHTVE 

GDRSGSPPDSGAQLASPSGSRT 

RAAGGAACQSRALRPHSSALG 

WSMGLGAVEQGAVLIREARAA 

HEPMERVGGSGMAGCRSRALP 

REKAAKARRETEGSAAVSGWL 

SG1AQWPKIDHEGFRAVKMPQ 

AAWLLKAVTFIDLTTLSGDDTS 

SNIQRLCYKAKYP1REDLLKAL 

NMHDKVAAGFPAGQTHLKTRL 

EEIRLAVEDGATEIDVVINRSLV 

LTGQWEG/LYSPVVYSALPCNI* 

HSRLFLPSGNALLLWLWCLHS 


14621 


44989 


A 


14707 


2 


2300 




14622 


44990 


A 


14708 


2 


1058 


ARSNIRMVTAFRSLPAGSSGAA 

RA\MSAHNRGTELDLSW1SKIQ 

VM HPA VL\RR A EQIQARRTWK 

KDWQAAWLLKAVTFIDLTTLS 

GDDTSFNI*RLCYKAGYPIREDL 

LKA LN MHDKG 1T\TA A VC V\YP 

ARV\CDAVKGTSRPAG/CVNIPV 

GISRAAGF\PAG\QTH\LKTRLEE 

I\RL A V E DG SLQKI D V\ V I NRSLG 

A*QAQWE\ALYDEIRQF\RKAC 

GE AVHLKTl LAVTGELGTLTNVY 

KASMI AM M AG SDFMKTSTG KE 

TVNATFPVAIVMLRA1RDFFWK 

TGNKIGFIPAGG1RSAKDSLAW 

LSLVKEELGDEWLKPELFRIGA 

STLLSDIERQIYHHVTGRYAAY 

HDLPMS 


14623 


44991 


A 


14709 


576 


998 | 


VLQFLKAACPEFVPSGVPMCSE 

YLPSGGFVVSLASGVKLQTFPV 

SVTALNALRLELFVPPGGLMVS 

LASG\GSCRSSR*VLQLIKAVWT 

QRPLGGRWDWAPWSRGRRSFG 

EARAAQKPMEGVGGSGMAGC 

RSRSPAPREGS 


14624 


44992 


a : 


14710 


2 


589 


RHHPRHAVQARPFPAGPLAGA 

QRGSGAE*RGPQGS\PGPAGLS 

GGESL/PGETDRGADKEERGRQ 

RWQRALGRLSAGADPLPAELR 

GRRQRRGR*AGQRAAQEAACE 

APIQGSGARNGRRG*GRRL*GC 

YQ*V*FPGLTRGWGRGSRPSAV 

HCGWEPP*AGKPSGQTPRHSG* 

PAGWDGLPPKVTGPPPGTPQPR 
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SEQ in 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14625 


44993 


A 


1471 I 


1 


1596 


MRLTRCQAALAAAITLNLLVLF 

YVSWLQHQPRMSRARGPRRAS 

AAGPRVSLPPHPLTCVWRCSRP 

AMDRPPAASRPETTVATEFVAL 

VLDGARAEAHALLERMVEALR 

AVSARLVAAPVATANPARCLA 

LNVSLREWTARYGAAPAAPRC 

DALDGDAVVLLRARDLFNLSA 

PLARPVGTSLFLQTALRGWAV 

QLLDLTFAAARQPPLATAHAR 

WKAEREGRARRSALLRALGIRI 

VSWEGGRLEWFACNKKNQRC 


14626 


44994 


A 


14712 


225 


980 


VPSRTWAEYRTRFVPHSLGQPR 
SSH1PQSPQTDQTAQGQQALAP 
PAG RSG Q* G RPG RRA RLG PG ER 
HS*APPPLSQLLLQTFPHLQALP 
SAHARPSGQPHADRGHSRSPSG 
/DLSTSSVLKVVRPQAGGPKQA 
RCPQAGRVCHCPRGGRRGPE/Q 
Q/GG*RPEAPQASPEKGSTGLRP 
SAKJDSKNQGTGIFLRCQVAPRP 
EALCCPPPRGADTPVSPCLWVA 
GAGIPLQPPEGAEGAVLGSLCT 
LCPGSPDSPPTS 


14627 


44995 


B 


14713 


405 


893 




14628 


44996 


A 


14714 


178 


499 




14629 


44997 


A 


14715 


231 


436 




14630 


44998 


A 


14716 


141 


393 




14631 


44999 


C 


14717 


97 


351 




14632 


45000 


A 


14718 


119 


358 




14633 


45001 


A 


14719 


21 


614 


PPCTSLRPLHAFSGKMTHLNRG 

TLSLLDSQLHNLIALQMTCFKD 

VEIPNFFWEPSVTPSHRNINMYF 

PAAVFGFLPISGTLFSYCK1VSSI 

LRVSSSGGKYK/AFTTCGSHLS 

VVC*FYGTGFGGYLSSDVSSSP 

RKAAVASVMYTV1TSMLNPFIY 

SLRNRDIKGVLRQPHGSTVQFQ 

YLLICSIPFVVWVKKGSKVK 


14634 


45002 


B 


14720 


162 


1263 





1836 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 
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seo in 

NO: 


SKQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQI!) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14635 


45003 


A 


14721 


696 


1791 


VW1ALKSENITCELLLFKMQTQ 

CQVLVYLFPIFQPSFLGKRCPIS 

TDPQN LTD V S IFLLLEV SGDPEL 

QPSPCWAVPCPCAWVTVLGNL 

LIILAISPDSHLHTPMYFFLSNLS 

L A\D I G FTSTT VPKAM I V DI\QSH S 

RVISYAGCLTQMSLFAIFGGME 

E\DMLLSVMAYDWFVAICHPL 

YHSAIMNLCSVGFLVLLSFFFFV 

LSLSDSQLHNLIALQMTCFKDV 

EIPNFFWEPSQLSHLACCDTFTN 

NUMYFPTAIFGFLP1SGTLFSYY 

K1VSSILRVSSSGGKYKAFSTCG 

SHLS VVC* FYGRG VGG YLSSDD 

VSSSPRKGAVASVMYTVVTPM 

LNPFIYSLRNRDIKSVLRRPTEH 

CLISKK 


14636 


45004 


A 


14722 


1 


1971 


MTRKVTLLLRTWRGGCGRLA 

MGMEATPQG S LH PLFQEH W! R 

AEDFGVLSPMHPNSVQGVDDM 

IRLGDLNEAGMVHNLLIRYQQ 

HKIYVSLPSPVSTGEPLTGANLL 

DREKKMMHRGHCPIALTEGVS 

GPDNPEGRARAKAKAKARAEL 

PLPGAEGTDHLLPSQTYTGSILV 

AVNPFQVLPLYTLEQVQLYYSR 

HMGELPPHVFAIANNCYFSN4K 

RNKRDQCCI1SPQNRVGAQTDT 

VLKVFQHLLISLICKTTLQACCI 

PSHPYLSSAPGPPPLTTQCRSYS 

DSLLGPQLFGDVCYNCSHVIEG 

DGE A LCSLPHPTCSPG A WVLQL 

VSPLNKAWCVSCFSCSTCNSKL 

TLKNKF V EFDMKP VC KRC YEK 

FPLELKKRLKKLSELTSRKAQP 

KATDLNSAEGPLAQLGAVGA/V 

TGITHEPHIPQVENGSQQLDDV 

PALGVXENWRIFMAERMEAQG 

GQRLLLSTMHEEYEFVSPSSVAI 

AELVALFLEGLKERS1FAMALQ 

DRKATEGGPVGLTKKQGLLAS 

EN WTLGQNDRTG KTGL VP WH 

CLYTIHTVTKHSDSCCTAVPTL 

LEASSGCIFMSYKKHITLTPKSA 

DSNKRPSTLGSQFKQSLDQLMK 

ILTNCQPYFIRCIKPNEYKKPLG 

FSDSFML1KLIRJDKVQYDSFS Yl | 



1837 

BNSDOCID: <WO_01 75067 A3_IA> 



WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQIDNO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possiblc nucleotide insertion) 


14637 


45005 


A 


14723 




1197 


MMMNIKK1VKQATVLTFTTALL 

AGGATQAFAKENMQKAYKETY 

GVSHITRHDMLQIPKQQQNEKY 

QVPQFDQST1KN1ESAKGLDVW 

DSWPLQNADGTVAEY1MGYHV 

VFALAGSRKTLMTHQSTCPKH 

RASRVGPSNSLQNKQTVKKGD 

QTSVRRKRNDLKVEERHKNHH 

LARELTSSAAAASPTGHAAATA 

QAPQRHVEVGRAAAPAGDLGE 

GIVGEQVLGAERJLVGPDASRAR 

ALCVLGDRREAGHTAEMTAAP 

PAQVPGPGGPTALRRPSSYLGL 

GVDEQNPMSVDGDEDDVRVQ 

HQELRDCLIKHT1LIRGEFVTRS 

LN1AQAADRRDAFVKGIYGALF 

L Wl V K1C1N A A IFTPPAQDPKN V 

RRAI/GLLDIFGFENFENNRJIRT 

LCWRYREARC 


14638 


45006 


C 


14724 


1 


1032 




14639 


45007 


A 


14725 


1 


4960 


MSTTSIFQQLNLLLSHSHKQKQ 

QIQLPNGRSRYSCLMAAFRMQ 

YFLSLPMKSLILVGFERLQAIAR 

SQPLARQYQAMRQRTVQLQAL 

CRGYLVRQQVQAKRRAVVVIQ 

AHGQGMAARRNFQQRKANAP 

LVIPAEGQKSQGALPAKKRRS1 

YDTVTDTEMVEKVFGFLPAMI 

GGQEGQASPHFEDLESKTQKLL 

EVDLDTVPMAEEPEEDVDGLA 

EYTFPKFAVTYFQKSASHTHIR 

RPLRYPLLYHEDDTDCLAA 


14640 


45008 


A 


14726 


86 


370 


RTWMTH V WRRRR VQ A APTA Y 

SSFRPGTSPCPAQPRAGARA*TR 

SGTSIMPTGFSSHTSCLTVP\PFT 

ASSAGQHRQRHRKTTAAGHPT 

TTGAASF 


14641 


45009 


A 


14727 


3 


455 


MQSVLPA HG VSSTRASSRSVTL 

SSPSTSTNCRGRKSSRVnSPVG 

SGPGGGGGGPGSGRPGIDPPRK 

FAAAGSFSTGAPSSVMVVRVSG 

MPSLSW*QYP*SCSTLGCRSRSS 

STISLSSLWA/VQPIAAPPYPELA 

TQLPISCR*SPSPCAPS 
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WO 01/075067 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14642 


45010 


A 


14728 


338 


1782 


NQLSK*KAHSIRT*TALQQSSGR 

SQICIVQSSADALPSSRCTNPSST 

FTPTPLPPRPHPRTCSTLGCRSR 

SSST1SLSSLWAASR*QPLRTPN 

SRTQLPRSWPLKSTALSPPPPGQ 

ATRLCWWMVSSK* RTWMTHV 

WRRRRVQAAPTAYSSFRPGTSP 

CPAQPRAGARA*TRSGTSIMPT 

GFSSHTSCLTVPRLHCVLCWTA 

SSTPQESSPGGWTRPWPSWRRC 

CTCTGAGRYLQNSTAS/T/PVPS 

TS V SQTAPSPKED Y RC WPSYHH 

GSLPPFSVQPG*GCGMSVRAMP 

SVGPLWSPTRPPGQIKRQNYLL 

NYWSCWKMTLLAGIIPSST/GS 

RPADLDYFLGSSQCPRDERTLK 

GHVSCDPTSSIS1TGEKLKQKLE 

S/SSTLADTKSAFLQDSWT/SSLP 

TLGASAI\RTTSAS*TDQCPPAP 

GPLHVSF/SLNSTYPSRLCSSTCS 

TVDSFQI1PMPN*MPFSTCGAFC 

WCLWFSA1TALYFVM 


14643 


45011 


A 


14729 


148 


1040 


WCTGSQFSKGTWEILLRKKPSL 

GNVGALPCVATACLTTVEKRA 

PRGHPLAPVLGDICPKVGSMSS 

STSEL/CTWGNFEFWGRNKYNH 

WF*WGWALLHQFKMGKGAQG 

LQEASFYRKDTY*A\TMP*NPIG 

ISEFGTNLALPGPCKNVFERPMS 

RFELPGKAAAMTDNTNVNYVR 

YKGD Y YLCTETN FMNK VDIET 

LEKTEKMWKPRFRG1CPQLQG 

CSVTEQGFEFSDDAKSWALQH 

PKRPAQQDWAMSRGNQGWAN 

LGLKIIRGEAVTTRAKEVSVVL 

K V L EVTDGKV WAREKKLRDSR 


14644 


45012 


A 


14730 


189 


507 


AAGADTSQGPGGGPPPSQSQR\ 

PKSPSAGRKGSQLSPQPQKKGL 

PSPQGTRKSAPSSKATPQASEPV 

TTQLLGQPPTQEEGSKAQGMR* 

PPQRLGASTQQQTNQEAA 


14645 


45013 


A 


14731 


2 


356 


DGVSLCHPGWSAVARSQLTAT 

SASWAVCWQGCGETGILLPCW 

WECEKVQPLWKQYGRLSCEDH 

LNS*VQVILTTQPPILFPKWLHL 

FTFPPTGQKDSSFSTTLPTHCPG 

GRGCSELRSRHCTPAWVTE 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


14646 


45014 


A 


14732 


1 


408 


FFFFFYTTFFLFFYFYFFEMESH 

SVTQAGVQWYTvfLSSLQPPPPRP 

RRFSCLSLPSS*DYRCPPPHPAN 

FLCF**RQGFTLLAKMVS1S*PH 

DPPTSASQSAGHVLTSKWELNI 

EYTWVIKMGTADTGEHKNGEG 

WE 


14647 \ 


45015 


C 


14733 


262 


536 




14648 


45016 


A 


14734 


179 


745 


TDCLHM RC H RSPRSPPPG PPG * R 

SRADWWRRGRCWGSWCASSR 

RVC*RCPAPSASFSCCRSPRGRQ 

GRTFPPSPCPAPD*TQ\PVSPGDS 

TRPCPPPSSPPAHRAT/GCCGRR 

RLPGNASYLASPGKEAGEFPAS 

QGDS*PGQYGYIGDSSS/RPTRG 

TWMAKASTPRHPIAPQICGA*G 

FGEHQEVPVREK 


14649 


45017 


B 


14735 


1 


1164 




14650 


45018 


A 


14736 


35 


542 


VRPPSHVTADSGRSPLSLTYLPL 
QEPGDMAAAVPRAAFLSPLLPL 
LLGFLLLSAPHGGSGLHTKGAL 
PLDTVTFY/KDYGDKLNMELSE 
KYKLDKESYPVFYLFRDGDFEN 
PVPYTGAVKVGAIQRWLKGQG 
V\YLGMPGCLPVYDALPGEF\IR 
ASGVEARQALLKQGQDN 


14651 


45019 


A 


14737 


11 


908 


VRPPSHVTADSGRSPLSLTYLPL 

QEPGDMAAAVPRAAFLSPLLPL 

LLGFLLLSAPHGGSGXLHTKGA 

LPLDTVTFYKVIPKSKFVLVKF 

DTQYPYGEKQDEFKRLAENSA 

SSVDDLLW AE VG ISD YGDiCLN M 

\ELS\EKYKL\DKESYPVF\YLFR 

EGDREEPSSHYTGGS*RLGAIQ 

RWLKGGKGVYLGDGLELVCT 

V*LTPWSGEF1RA\SGVKARQAL 

LKQGQDNLSSVKETQKKWAEQ 

YLKIMGKILDQGEDFPASEMTR 

IARLIEKNKMSDGKKEELQKSL 

NILTAFQKKGVAEKJEEL 


14652 


45020 


A 


14738 


3 


227 




14653 


45021 


A 


14739 


1 


424 




14654 


45022 


A 


14740 


I 


207 




14655 


45023 


A 


14741 


2 


352 




14656 


45024 


A 


14742 


1 


441 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


14657 


45025 


A 


14743 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQFNTFPGTWYAAIDL 

ANAFFS1PVHEAHQKQFAFYLPQ 

GYINFPALCHNL1RRELDFFLLL 

QDITLVHYIDDILL1GSSEQEVV 

NTLDLLIHKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVP 


14658 


45026 


A 


14744 


1 


928 




14659 


45027 


A 


14745 


283 


1074 




14660 


45028 


A 


14746 


450 


1970 


VRVLSPVEKELKLWKNTHKLL 

SYPTVGAAVTQLQNLTAMGVI 

GSHGARGQVVALNRQRQGDL 

Q PFTRVT V H WGKG Y D RTF WG L 

LDTGSELTLTPGDPKHHCGPPV 

KVGAYGGQVINGVLAQVQITV 

GPQTHPVVISPVPECIIGIDILSS 

WQN PHIG SLTG I M VGKAK WKQ 

LELPLPRKIVNQKPYCIPGGTVE 

ISATIKDLKDAGVV1FTTSLFNS 

PIWPVQKTDGSWRMTVGYRRL 

NQVVTTPTAAAAPDV/VVSLLE 

QINTSPGTWYAAIDLANAFFSIP 

VHKPHQKQFAFSWQGQQYAFT 

VLPQGYRsTNPALCHNLIQRNLD 

HFPLLQD1TLVHYLNDIVLIGSA 

IKWVMHSS/DSIIKWKWHVHDR 

AQADPEGTS*PGYGHF\WCPIC 

QQQRPTLSSQYDTIPWAISQLPG 

DRLIIGPLPLWKGQKFVFTGIDT 

YSGYGFAYPACNASAKTTIMES 

QNTLSTLMVFHTA LPLTKALTS 

WLKKCSSGLMLMEFTGLTMFSI 



1841 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14661 


45029 


A 


14747 


1 


2589 


MGPPYKPPTTWPPQTLSYHSTT 

PVKLQSLSLPPTAARGATEPCH 

LQAPASSVQQMTPPAPGLKHL 

GGKSQMCLEQDGRSGSVRGSP 

CHAGHWVAGAGFGKGTTRTW 

GHVNLIVPPNCPTASSSAARDS 

A PNQPLLG V VT AQI V PPTCPPA 

MTVQEL1APLTLPPAAGCRRGV 

RPFQTRVWLLAQLLRARLGGP 

GEGVVTCHSWRLERVAPRLAS 

LWWALAAETAARLDWAAKRP 

SAWGSIKAAEFSSKATPRLEGA 

SSRTLWVSYIQAKETTTGKNGP 

VEPSHLWEAYCRATAPHPAVH 

SPS A E VT YTCG 1 VN LLLQGL V P 

KSHLETHTGCHVVVELIICSVV 

LPL1SRLSDPDW1HLVLMVIFSK 

ARDPTPCPASGPEQPSVPTSLPL 

1AEVQQLPEGRAPSPVAAPGFLS 

KQI QDA LC A LEG SQ A LEPKGGE 

GSEGVEAEGPGTETETVLPVST 

LNFCPEIQID1ADKEIEQGEVTTS 

VTALLEGLEKTCSSRPSCLEKD 

LTN D VTYLDPTI FSFEPLSSPDG 

PVV1QMLHITGTITAQELSGTGL 

QPCTRYTVKCETSLDGENSSLQ 

QLAYHTVNHRYWEFLNLQ/SH 

QEKKPDL*KFIKN\1EKMVVSAI 

V DNLKTAFPCSESQG PTEELSE 

AETESKSQTEGKKARKSRLRFS 

SSKJSPALSVTEAQDTILYCLQE 

GN VESKTLSMSGMESFI EKQTK 


14662 


45030 


A 


14748 


478 


3507 


SKILRAVIWGSHLVRSAMKTET 

VPPFQETPAGSSCHLNNLLSSR 

KLMAVGVLLGWLLVIHLLVNV 

WLLCLLSALLVVLGGWLGSSL 

AGVASGRLHLERFIPLATCPPCP 

EA ERQLEREI NRTIQMH RDF VL 

SWYRSVSQEPAFEEEMEAAMK 

GLVQELRRRMSVMDSHAVAQS 

VLTLCGCHLQSYIQAKEATAGK 

NGPVEPSHLWEAYCRATAPHP 

AVHSPSAEVTYTRGVVNLLLQ 

GLVPKPHLETRTGRHVV 


14663 


45031 


A 


14749 


1 


417 




14664 


45032 


A 


14750 


34 


350 


RERGQEGGVAGRVEMDVSVVE 

RGAYADQIWGRPKGGESRGEK 

RKGRWVQRVRALRARVTPAGL 

GECKWGRGRGD*VRRVKPRAL 

RERWGDGSTVSDSTPMKPGLE 
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BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possibIe nucleotide insertion) 


14665 


45033 


A 


14751 


1 


1604 


MASKRCIRDFRSRGGKLKSFQL 

YATFRKEGCGPVLANGNPGGG 

RGQEVSATQDLRRGWGIASSAS 

RFPWRQSWPGRPRLGNYDSGA 

PGEAKMPSKGICDKKKGKSKGK 

DTKXL1KTDESVVDRAKANASL 

WEARLEVTELSRJKYRDTSRIL 

AKSNEDLKKKQCKMEKD1 MS V 

LSYLKKQDQEKDNMIEKLKQQ 

LN ETKEKAQEEKDKLEQK YTR 

QINELEGQFHQKAKEIGMIHTE 

LKAVRQFQKRKIQVERELDDE1 

NDLLVKEK1MQLVQQRSQ1QTL 

QKKVVNLETALSYMTKEFESE 

VLKLQQHAMIENQAGQVEIDK 

LQHLLQMKDREM1MRVKKLAK 

NILDERTEVERFFLDALHQVKQ 

QILISRKHYKQIAQAAFNLKMR\ 

EHVQEEQN1PKSEHLMAESTAPI 

V*IRIFWRPKNGHILKEMWILE1 

* PGSRRKK YCDCSLQK* MAVLL 

GNTTQSSRPSSSRTMLFLDSGET 

KEFGDESKLQDKIFITQQIA1SD 

VFW*SGATHYSKRTSGV*HSGK 

SESLQPRGQRLI 


14666 


45034 


A 


14752 


95 


473 




14667 


45035 


A 


14753 


168 


449 
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1843 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


14668 


45036 


A 


14754 [ 


1 


2000 


MAFEQAKQVVKLALDLWPIGD 

GPVELQVTVLDQHANWSLRQE 

QHGKRGPLQFTDVAIEFSLEEW 

HCLDTAQRNLYRNVMLENYRH 

LVFLGIVLSICPELITCLEQGKKP 

LTVKRHEMIAKPPGQ'KNWEKQ 

ALPLTGCLTKYPSWAKNIDIIVT 

CSHFARDLWPEQSIKDSFQKVT 

LRRYENYGHDNLQFKKGCESV 

DECKVHKRGYNGLNQYLTTTQ 

SKIFQCDKYVKV1HKFSNSNRH 

K1RHTGKKPFKCIECGKAFNQS 

STLTTHKKIHTGEKPFKCEECG 

KAFNWSSHLTTHKR1HTGEKRY 

KCEDCGKAFSRFSYLTAHKIIHS 

GEKPYKCEECGKAFKRSSNLTT 

HKIIHTGEKPYKCEECGKAFKR 

SSILTAHKIIHSGEKPYKCEECG 

KAFKHPSVLTTHKR1HTGEKPY 

KCEECGRAFKYFSSLTTHKI1HS 

GEKPYKCEECGKAFNWSSHLT 

THKRIHTGEKPYKCEECG\KGF 

KYSSSLTTHKIIHTGQQPFKCEE 

CGKAFKCFSILTTHKRJHTGEKP 

YKXEECGKAFNSSSHLTAHKRl 

HTGEKPYKCERCGKAFKRSFIL 

TRHKRIHTGEKPYKCEECGKGF 

KCPSTLTTHKTLXEIHAGKKPNK 

*E/ECSKAFKDTSALTRHK1IRTG 

EKPCEFDECRKAFNQLSTFTKY 


14669 


45037 


B 


14755 


269 


1131 




14670 


45038 


A 


14756 


2 


149 


ALFRAGRQECLSLLKLCPQPPL 
S PTCF VPG R * G F YLHFFQRC AA 
QRGGI 


14671 


45039 


A 


14757 


2 


175 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possi ble nucleotide 
deletion, \=possible nucleotide insertion) 


14672 


45040 


A 


14758 


1523 


2667 


PLLVIHRQTGSGEDLQQTPADL 

QQRDLLERKLTNRNE* HQHQQ 

KRHPLKNPTQMSP/CIKDQRYIN 

PRSTIKJLELGIKKLTENCTTTWK 

LNNLLLNDCWEKQERSKTDTL 

TSQLKELEKPEKTNSKASRRQEI 

TKIR A ELKEIGTRKTLQKINKCG 

SWFFEK 1NKIDRSL ARL1 KKKRE 

KNQIDTIKNDEADITTDPMEIQT 

TNREYYKHLYANKLENLEEMD 

KFLDTYTLPRLNQEEVESLN RPI 

TSSEIEAVrNSLPT/KKRSPGSDR 

FTAEFYQRYKEELWPFLLKLFQ 

TIEKEGLLPNSFYEDSIILIPKPG 

RDTTKKENFRPISLIVTNIDAKILN 

K1LANRIQQHIKKLIHHNQIDFIP 

GMQG\WFN1HKSINVIRHLNR 


14673 


45041 


A 


14759 


640 


1771 


APVARMTA/PLFYTALLVFSAL 

GN1LALCLTCQ\KRRKINCTGIY 

LVHLAVSDLLFTVALPGRVVC 

YVLGSSWPFGKGLCRLTAFVL 

YTDTYGGVYLMACVSVDHYPT 

WVCAHWGPCLRTAGRARLVC 

V AI WTL VLLQTM PLLLMPMTK 

PLVGKLACMEYSSMESVLGLPL 

MVLVAFA1GFCGPVG1ILSCYM 

KITWKLCSTAGRTQ*PAGKDTT 

GGASPGGPSDQPEKTPPAGAAQ 

EDPVTPRERTPPAGQPERTQ*PA 

GKDATGGTAREDPVTSRKGRH 

WRGCLLTLLMLVAVVVCFSPY 

H LN I KQFM A RGMLHLPSC A ER 

RAFLLSLQATVALMNMNCGI/D 

PIIYFFASTHYRKWLLGILKLKG 

SSSSSSSSSTLY 


14674 


45042 


A 


14760 


1 


401 


MVLVQWLTAITSAFWETQNKG 

SLQFEDKWDFMRPIVLKLLRQE 

SVTKQQWFDLFSLGATLQDSSG 

PLLTGKLKKJCRKVSGTKY/IEAS 

SATSLKATTDTHHLLLYNPFWf 

PLTL I * H LC W LQRF A * S C DTDPH 

P 


14675 


45043 


A 


14761 


184 


2720 




14676 


45044 


A 


14762 


34 


251 




14677 


45045 


A 


14763 


2 


452 


LQIEI1*ALEELAAKEKANEDAV 

PVCLAADFPSAGMGSSCDGQE 

DELDIKSRAAYNVTLL/NFMDP 

PKIPHLKEKPYFGMRKMAVRW 

HHAENLVDRPQXEESEDDSHLE 

GRDLDTWHVGVK1SWDVKTPG 

LATPQGDCYFMLGNLWRTKIIL 
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SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14678 


45046 


A 


14764 


1 


1701 


MPFKCKKQHTFNKTSPKEGAII 

FTHGCLCTSPFNSELSEHLGNL 

KLSSWEHLHHRSQQTLSVRJLH 

VPTPQPVEHEFIQLIYIHTGAKL 

QASKVIIATKDGKRRKSPLWQL 

KYPKLILREASSVSEELHKEVQ 

EAFLTLHKHGCLFRDLVRIQGK 

DLLTPVSRJL1GNPGCTYKYLNT 

QLFTGP\FPVKGSNIKHTEA*I\A 

AVCETFLKLNDYLQIETIQALEE 

LAAKEKANEDAVPLCMSADFP 

RVGMGSSYMGQDEVD1KSRAA 

YNVTLLNFMDPQKMPYLKEEP 

YFGMGKMAVSXWHHDENLVD 

RIQLQLWDPVDGTTASSAVPKQ 

GRDKRREVPNTLSQPNSQEGLl 

SAFHSRCVHAVFYKLTSAPKTT 

SLPDVPSDLLAEGLAASRAGQA 

LWRCDKKSLLTLVRKINLQGK 

RDGGRSATNQQSQPHLDNTGL 

ERQLEQKVGRCRSPWRGLGHL 

EGNAQKGHLLHGVNKNGQHL 

LRRHGVSIRAGRAPHLAAADT 

APGRISCLGHSEALKPRIQAGGL 

GAES1WQVLWEGGSNSSVFCR 

HDEEPAAELPLPGKQASGGHM 


14679 


45047 


B 


14765 


16 


1462 




14680 


45048 


A 


14766 


89 


566 


MEQGSI1TQAWREDALVLTKQ 

GLVSK\SSPKRPHVCHILK\APFC 

CSCTQHVGQSSSPR*ANPHIRRE 

STPIAMSDQLQRLQYQFYQIPG 

TCLLPEVTEKNQGRICMVTDLD 

ETLVHSSFKPISNADCLVPVELE 

GTMHQ1HVLMRPYMDEFLT*M 

EEMF 


14681 


45049 


A 


14767 


1 


305 


LSGLEMFQAGAGAPSSPGY*GS 

CWAISWSGPPDKHSNRGASCG 

LETWAGAAATDTAGPHPAAGR 

C*A*AGSGGDQGTGSTAPLPAT 

P*PLQSLV*AAALPA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14682 


45050 


A 


14768 


1070 


2653 


SLKPCMACL*HS*EKTLSDSSG 

RSW1CAVSF\GSPGPAAAPLPEL 

SFPLRPGYTKLLPHATEEVSPFG 

SGAGRKLGPMLPSTAELCPGTR 

ARWSEGYRDLGRQAQDLQAG 

RKSVVTWALEGHPREEERAAA 

K VQQCQRM WEGCSDPQELIPR 

PGRNPDPVPDSAVALLPWGPSR 

VPDLGPDSEHR/PAHSRVQYWL 

HKAPAPPSPSPQLAEPATPPTRP 

SSPGSRSPSSWHRLRSWSLNAD 

PWXRPRPADLPPGNPAPPSRGGA 

HGTWGKDVRPLGRGSRLFSVV 

CGRREVQRAARRVGTTGPGWR 

APGREREAASR*QPPGTG/PASP 

MGRASSSGSRVSPGPIRRTAPW 

EGCSCRSRHHWGKGLGPPDGE 

PG\PGSS*VAQPTVGGRRSLGPG 

GAAPARDAAAATPPGDAAARE 

GSGRHLRAPASRPQHQPRSPRS 

HPPASATTASLQKFRSASSEPPS 

EDRPFDFSPTAPPQCPRVAPSAG 

AR*R/AGGRLPE/PR/RPGPWGG 

GSRTNLTI PTSLHG PTPA A ARTS 

PHRKSR I 


14683 


45051 


A 


14769 


748 


1073 


SQHFGRPRWVDRLRSGVRDQP 

GQHDKTPSLLEMQKAJAGRAGG 

CL*SQLLRRLRQENPLNPGGGG 

CSELRSGLCTSVWATGRDSPK 

KKXKXKKRKPWSLLSLIVLVQF 


14684 


45052 


B 


14770 


59 


466 




14685 


45053 


A 


14771 


2 


3184 


HRTGIPGSTISSPGGETVPEVMTA 

AMRERFDRFLHEKNCMSDLLA 

KLEAKTGVNRSF1AL\GVIGLVA 

LVLVV\GYG\ASLPLQPLLGFCY 

PAXYISIKAIGE/SPNKEDDTQW/ 

V*TYWVV\YGVFS\TAE\FFSDI\F 

LS WXFPF* LHG * KCGFLVG WCN 

GPEAPSKWGLKLL*QAASSGPF 

LSLEATKSQIGQVLVKDVLKDQ 

GPKETADAIH*KKPKKSLP*ILL 

G*KKKKK 


14686 


45054 


A 


14772 


14 


455 


PQFPCRRFRALSEEELDNEDYY 

SLLNVRREASSEELKAAYRRLC 

ML Y H PDKHRVPELKSQ A ERLF 

NLVHQAYEWVERRRTPAE1RE 

EFERLQREREERRLQQRTNPKG 

TISVGVDATDLFDRYDEEYEDV 

SGSSFPQIEINKMH1SQ 


14687 


45055 


A 


14773 


328 


479 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


14688 


45056 


A 


14774 


15 


1095 


KVAKMATALSEEELDNEDYYS 

LLNVRREASSEELKAAYRRLC 

MLYHPDKHRDPELKSQAERJLF 

NLVHQAYEVLSDPQTRAIYDIY 

GKRGLEMEGWEVVERRRTPA\ 

EIREEFERLLREREERRLQQRTN 

PKGTISVGVDATDLFDRYDEEY 

EDVSGSSFPQIEINKMHISQSIEA 

PLTATDTAILSGSLSTQNGNGG 

GSrNFALRRVTSAKGWGELEFG 

AGDLQGPLFGLKLFRNLTPRCF 

VTTNCALQFSSRGIRPGLTTVL 

ARNLDKNTVGYLQWHCSSPLL 

QVQRPHRJNTRACAPEPSFRPFL 

HVPTWDAECSGARTPSTAWTS 

AAVKJLREACLSGPGSGSHQLLL 

LTPRSKRRTGGG 


14689 


45057 


B 


14775 


508 


1765 




14690 


45058 


A 


14776 


2 


639 


GRRRHRRRHRDCSRGDCYLPT 

GTNTQQPLPPPREPLPELPARTP 

DLSMQNSEGGADSPASVALRPS 

AAAPPVPASPQRVLVQAASSNP 

KGAQMQP1SLPRVQQVPQQVQ 

PVQHVYPAQVQYVEGGDAVY 

TNGAIRTAYTYNPEPQMYAPSS 

TASYFEAPGGAQVTVAAS/SPP 

AVPFHSMVGITMDVGGSPIVFS 

AGAYLIHGGMDRPELLANL 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14691 


45059 


A 


14777 


1 


2091 


MKPDDNSTQNEGGQSFEERJHE 

TLQRVKFRGGPKTAPGRKLIAF 

LGQMNSGTSGGQRVPGEEELM 

AGG ATCLPNTEA HQPI RM KNL 

HTPAFRLCPLTLQDNEADAFW 

HQ A F VD WG M PTG KJCPQTLG LT 

YKTTHDLSMQNS/EGGADSPAS 

V A LRPS A A/A PP VPASPQMLPLE 

LVILGVV/PLDKCIPAQWSKEG 

QTNSYTYNPEPQMYAPSST/AS 

YFEAPGGAQ\MVGITMDV/GGS 

PIVSSAGAYL1HGG/MDSTRHSL 

AHTSRSSPARSFRSNSKAPSSRK 

FCC*LPTLSSKTL/SLFSKNLLRK 

LPLGKHSPDSVQWPW1YGLLV 

AGSESLASLLFPKASSSGETLGF 

ATGQLAGESRLPSLLAFILVPID 

VAWGKEQLVTQTTVYRVQGS 

GQHLNKAWQEPALVNICGMGE 

KVDVQVGLCQHRAHLDGWNS 

SRAASVWPGETLTHHQDQCQA 

N LPPG IETS I LG TKG A R YPS PQ E 

QGGGRVWLERJLDPRG/AVSGT 

DL*CLPQSDVPPGRA*SGGTGD 

KSISTHDKSGRGNSKYHY/YGiR 

LKPDSPLNRLQED/TQYMAMR 

QQPMHQKPRWCRAELGGAGSP 

L\GMEDVSHVFPEFPAPD/LGSF 

LLQDGVTLHDVKAL/QLVYRR 

HC/EDVV/MNLQFHYIEKLWLS 

FWN/SKASSSDGPTSLPASDEDP 

EGAVLP/KDKLISLCQCDPILRW 


14692 


45060 


A 


14778 


94 


3006 


RTRSLTRKAMAEHAPRRCCLG 

WDFSTQQVKVVAVDAELNVFY 

EESVHFDRDLPEFGHVLDVHG 

VHVHKDGLTVTSPVLMWVQA 

LDIILEKMKASGFEFSQVLALSG 

A G QQHGS I Y WKAG AQQ A LTS L 

SPDLRLHQQLQDCFS1SDCPVW 

MDSSTTAQCRQLEAAVGGAQA 

LSCLTGSRAYEFNLVCDRKHLK 

DTTQSVFMAGLLVGTLMFGPL 

CDRJGRKATILAQLLLFTLIGLA 

TAFVPSFELYMALRFA\GL 



BNSDOCID: <WO 0175067A3_IA> 



1849 



WO 01/075067 
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SEQ ID 

NO: 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14693 


45061 


A 


14779 


1 


710 


MGPAAGAPTSRASRGPRAPALR 

AAVGRRCPRPEMPCQCHPLAR 

CGLDPAWTQLPQETAGAPRQD 

PRCTNQL1CEHLPLEGLGFGYL 

GNKDSLRHVKVVAVDAELNVF 

YEESVHFDRDLPEFGGLASSAV 

TQSSS/DDLQQVP*SLQSLHAA* 

SLQTNASPFTFEHSFLGKRHPK 

GAGQKRAESPTRPPLRLQEAAP 

GELQRPLPYGTQVPAGLCPSVS 

GLRLRARALLPYRTHSLSV 


14694 


45062 


B 


14780 


1 


252 




14695 


45063 | 


A 


14781 


73 


198 




14696 


45064 


A 


14782 


762 


1080 


AGRAEMQQERESHEEAKDPSP 

LSPREGSQKQQQNVNTSTPSHC 

PR/PPLRMPPPAPRRPVP/CDHPR 

AEECERKAQHWQAAPPAAPVR 

DPLGEASWAPESGGDVESLYI 


14697 


45065 


A 


14783 


1 


309 


MTKTEREQNEQLDGGGYGERL 

GEYSLFLLCVPSELNQGKCERV 

SSYFGMNLSGVLKKLPFPPTRE 

SWPPPHFTGTPHNHHGGVSNG 

ALGCAQRCSLHHATNAGGWER 

GGVSNSRLFFFLLSASFSDAKIK 

PAPSPIDHLRAEECVPPPLSQPP 

ALVAWCREHLWAHPKAPLLTP 


14698 


45066 


B 


14784 


1 


471 




14699 


45067 


B 


14785 


1 


1 143 




14700 


45068 


A 


14786 


1992 


2205 


WRSMSGLRKRQLASQISYCPC 
WS\CP*EESHCRRVSPAPLA*LL 
SPCPAPQQRSHTDPPPFPFKHFP 
LPFSG 


14701 


45069 


B 


14787 


389 


973 




14702 


45070 


A 


14788 


287 


525 


TNPFNLLQH*KKP*CYTY1SITD 
PTDACHKNKAFSSPAVSQLT/CI 
FSSTAGSFFVLSGHSCGHLAVFS 
LWPRSPQLPGTR 


14703 


45071 


A 


14789 


475 


616 




14704 


45072 


A 


14790 


1 


704 


MTKWKSNPQIHMELQRTLSNP 

NNLEKSNVKTYYKAK1FDDNLI 

QLTFQQHRQDRDTEQEKKKEE 

EREKRKQQQEPL RKKA KMQTV 

RPGFDLTQGPNCLTPHGKTWSR 

LPPKN H RRPYTSRPEG PR V KA * 

NHGPEGRRGTRLPPEAAKRAQ 

AEEAAQ* WPTRSTLRLEVTPRA 

MPPXSPSEDPRVAGVHPAPPRGP 

RSDS/APLRPQLRPPRSLFSLASE 

PAAAGNARGRHSVLALY 
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SEQID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \= possible nucleotide insertion) 


14705 


45073 


A 


14791 


200 


408 


SPHLMSIN L ITFANFLFPCE* RNS 
QFLKS/SIFVMWMIrfNGMKCRQ 
LDTCHCRHGTCKDSICPGLEES 
PLP 


14706 


45074 


A 


14792 


240 


771 


GRGMQSPAQVDPAAKRGNIAG 

HTAHLWPKGGTLPLCF/YHLLI 

MQIREQP*SSLEYPTF/RJLSLVS 

GTKLNKIL AN RJ RQHIKKLI H HN 

QVGFIPGMQGGLPTPGSEQGHL 

RVSPSSPSSTVTLKLFNFMEPFE 

NLNLSKGKASVHTITQENTDSL 

KVQGSQFSQGHEKRTLDLKVS 


14707 


45075 


B 


14793 


1 


1557 




14708 


45076 


A 


14794 


150 


1668 


ESD A RQG PFPLENTRPH PSCM Q 

NHGICRSLHPGLCGCPPTARDA 

APATAGG V P A Y/GPLTG A PPG * 

LPGAGIGSKQSSTMGPSGAGSC 

LGL*APSQPAD/PGSIQGVLVIA 

DTE*PLVGGDGGLEAEHQWQ* 

EAGP/GGLIPKHMMPQSRQQSLF 

GRRGYRDSSLRSVLGRTGQQT* 

HAELGAGVMGPGGNGR*GH/G 

PRGLPCLVQGRRGPGVAAVAA 

GVSVAVPSGMLSENGPGCSK/P 

HSGDAGQFvRGLRENL*GVRALI 

WGAASSFLLTEQDLQELADCL 

HSGRKTCFFYFQGRGDVA PG P V 

A P AHH RL AG 1 STV VPEG PG LC V 

GEDRQLPG/GNQRAEPPP*LVRS 

VSSLTGLPALGPRQMPNAGAG 

NGSGK*RGVRGSGPDWDCTGT 

HGGAGTGKLLWAGLSLFPLSG 

KSEAHQQRAAGHGYGRGLGSP 

GRPPRSRKGRVLGSESAPA*GSP 

QPLRSARQKPESSCPRQGQPVG 

RGPG APLEAG HCSFPRPLGPA R 

SLHPDFPQGLQA 


14709 


45077 


A 


14795 


3 


374 


RRPPSWG*RGCSQLPECAADGS 

LEDHGPLPPMVSCFSRHPAGRF 

LRVFPPSPLLAVDCCWFTNNSYV 

VAVDCCSATSCSLLLYPSQEFPP 

HKFLVYLVLSWHQLLGGLELIC 

TQQPVNPVVSDG 



BNSDOCID: <WO 0175067A3JA> 
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WO 01/075067 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14710 


45078 


A 


14796 


73 


890 


MSLVRTDGKVSFPHSRAASSPP 

PRFAGSLPWTPKGHGFTSFPRL 

EGYCPS/REGPSDWGRNSFRVSS 

WAWRPSQGVSHHTPGQGP/PSP 

GNRDK*VATRKSPGQPGSSPEP 

GWSLQSTSSPGATRTKGNLNTL 

KX}*KQVVD*WVGVGTGWEGS 

GAPQSPQPSREWRLSPRGVGVV 

KLETWPSPWSGR*APPCPGQPQG 

QQTHMERGGR*G*QVGACGLG 

P*GQWSSVTNGKDTRAPWSPPP 

RQRNGRWPAPPPFTFHYYYYY 

YYYYYYYYFFFFGE 


14711 


45079 


A 


14797 


273 


678 


TEESTS VLSVPNQTG AG A ARJG I 

VSLRLCGLYVTSPPRAARMHIR 

PHG P W PG G SHHENG E AG PES/E 

GAPASASGRGAPEGQAWPPRD 

AVLSSLMLALFRTKSARHLVLG 

TRQTAASPFPFFSQPSWYCSLG 

VDGG 


14712 


45080 


A 


14798 


551 


743 


PTRITRSAGSSSWGSCRPRAPAP 

FSWSRPCLQGPRG*CRGLHSRF 

YAAP*VQGHPVHILPYSKF\RRG 

RA A LRPRGQ WG LDS VLGTA VC 

GCGP/RSESDICSGR*GPE/WYIS 

PPVPPHVHRGFQQLXNCARQVG 

KGGGGPGCPMLGNHXSSQVGL 

GLGGQDQDSLESPGRVSSPSGP 

SAASDPGG*GFQGNPDPVHPAP 

APPDW 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


14713 


45081 


A 


14799 


705 


2299 


K RE WRPRH H PLG PPPRC AGRSA 

PLSGPASPFS*WLPPGHGPCGR 

MCSRAARGGDVTYRTHNTRAP 

SCPSLH WVGERG * DAHTRTPSC 

PSLH WVGERG* DAHTRTPSCPS 

LH WVGERG */GCPHSGLQLSFP 

PRSAGCCKALFEAEKSKGDTGL 

GKRGWAGGGAGGAARPCICNP 

TVPCPQSTQSPPV/PPGTR*QLG 

SSASHSRAASSPPPRFAGSLPWT 

PKGHGFTSFPR/RGGVLPFPEGP 

SDWGRNSFR\GPAGPSMW*PAP 

PSDAQVGHGPGRAGLQRCRGR 

GGHTPFVLAAAAIDSA YFS* */D 

P*VFGSNFPHLSCFPG\GCGEGN 

Q*ARRRPLAGAAALPGPNLES 

WVCELSVAGPAVWDPVPSP/GD 

PTTGPESP/RNSAGACGAQGSM 

R*T*GTPATWSL/GPPPELPGSR 

HQRQCECGPAHVQRERMPGW 

ACMLKSVAQRGFQRR*QLSKA 

QAAAWRV\PGGR\GAGKD*GW 

RRWGVSRGGGGLCCARGGGGS 

SVRRGEVEGS/GCARGGGGCAG 

WRALSPSSLPISGAQELGS 


14714 


45082 


A 


14800 


1 


267 


C S AGGP WR APQPRRFH RRRRP 
AQLPPPLPLPPLPASPRIHNRTF\ 
PRPSQRTPPPAALGCPEPGS/RS 
QGRGHARPPGSGEGDPTVSSPG 


14715 


45083 


A 


14801 


218 


430 




14716 


45084 


A 


14802 


9 


201 




14717 


45085 


A 


14803 


1453 


1936 


EVEKHLCQG*ELLRAQHN*AA 

ACRRPRPPAPGPQCSAGGPMAR 

APAPQVPPPPPPCSANPPPLPLPP 

LPAS/HAHPQPHFRHGRRSALLP 

RPPWAVRSRGALAGPRTRAAA 

GLRGGAGAAPAPADARFPASSP 

AE*PKFPQNSARALTGFPRCTD 

PTVSSPGY 


14718 


45086 


A 


14804 


1 


580 


TSGCSHSLHKPAGVSTRPPTVA 
SICAPRPRTSPLRRGSLTLWPFP 
GGHLTLLETPXGFDSCPEEVEGP 
RFSTFKTS*ARGGRRQRCAPRG 
RRE VGPPS A A ESG RA RG EPPRC 
RLLCRGGK/DPQPRAGEGEAAA 
GTPEGSRAGASGSEGALPSAAS 
PGNSSGRSRPEAGANPKGAPRR 
CVWGEPGGRRTRLFPDE 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Slop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14719 


45087 


A 


14805 


279 


1 148 


ALHEFAMSRSLMASLH*S**STC 

P*QQPAPAPAGEPRARFPGKSSS 

ASSGPG/WPRNHGKQLHLPAQP 

Q/QQGRISSPRVAGGSGCTGRA 

LLLAAGLQNSTRSLNPRDPPTIL 

SHRPLQGM/PDAP/RGCSHSLHK 

P/SRS/TPLSGQL*PPSAPHAPAQ 

APSV AGPLPCGLSPGDT* RYWR 

LLRFDSCPEEVEGPRFSTFKTS* 

ARGGWRQSRVWASARGASTL 

QASVQGR*NPQPRAGEGEAAA 

GTPEGSRAGASGSEGALPSAAS 

PGNSSGRSRPEAGANPKGAPRR 

FLGGCLL 


14720 


45088 


A 


14806 


765 


4270 


SQDTPGDLQCHGDLL*DGAVLS 

EAPGGERVPRDD*GGVCPEGVP 

HVSLLRDSVAEALQPRGEAGG 

DQVPEAHARPPSAQR*PAGAGL 

RLHPPAAGGVPGQSGGHLPKIQ 

DDLTSKS* TNSITKTLFPNKVTL 

SDSGRA*ILEGHRSTQGSLGLEA 

DPGTVSHHQHPCPPNAATHHF 

HRTARPGVQQGPGPASVQQPES 

DGDGALLRSPCSLLPQGADEVL 

LQPDGDKQGGRPRGDSESD*G 

YSERR*AQDEYQGH 


14721 


45089 


B 


14807 


133 


2943 




14722 


45090 


A 


14808 


1 


814 


MEEELLRELLYSENWWSIPYTMD 

TIQELCCWAVLKRTF1NGNTSR 

KPGMKMVTGLKKQERRSKQW 

GCEKEAKFVPDMWIVLEVGRP 

EERGIDGKRWGKSCSVEQSVW 

AFQNPIWSKAQTLLNSMK/AYE 

KGKEGVEEKFEARRSWFMRKK 

A1SHLHNMEMQGEAASADVEA 

AVSYPEDLAKIIDESDYTKQWIS 

NVDKTVFYWKKMPSRTFIATE 

EKSMPGFKASKDSLTPLLGTNA 

AGGF*LKPLLTYHSQTSRALKN 

YAKLTLLMLYKWNK 


14723 


45091 


A 


14809 


123 


515 


PKQSAKTIWTSTARPEDVVTCS 

FKEEFLPGNTHHDFS1ICNRSDPE 

LEVSRPLARPENFPANRSHSLLE 

L/RPCRGRWAAHWTGCSSLLD 

ASSAPRTDQPSLWRNLPTASLG 

GPWSHNQPGIVFQNTYLMKWP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14724 


45092 


A 


14810 


279 


1 136 


VDVDLACVRGLLCSCDEFLSW 

LALNRTVLATPALPSCLSQMAS 

SLPGLCARTRRGERADSQRGTC 

AFFSPARTASQAPLVASSVRKQ 

RVWAPNPLNCHTLPPSRGSQRG 

GYIGEEGVFGSRVVGIWVPGPN 

GSPWPLGVQR/PECVLLGVGSG 

S/SSHELFSEADFISRLLAPSPSP 

APAS/MGNAIEEEAPELGPLGRV 

FVDDFHYDYNFIHLHEDLCYGP 

LEGPDLDLAGTGDRTPPLHSRP 

RASLSPSALRCP*ALGF/WSTLA 

WGSPNSSSRVPEAQPPAPSLAE 


14725 


45093 


A 


14811 


1 


1597 


GGRKAAVGVETRPQGSAQPTW 

LPVHGDTCTTLLLPCRAWWRL 

GGLPWAASVVGAKCVWTPPER 

GLLMLHKPMPGWSSGYRVVLP 

AVAFFRLRAQVTKLGEEVSLRF 

LKREAKLCGFLQKSFLALEKR 

MKASESSRLKLEGSLRGELESR 

WEKLRGLMEERLRALQGQHEE 

SHLLEQCQG LD A A V AQ LTKF V 

QQNQASLNRVLLAEEKAWDA 

KGRLEESRAGELAAYVQENLE 

AAQLAGELARQEMHGELVLLR 


14726 


45094 


A 


14812 


150 


1625 


CLGKAFSCRELN A YLRLPTFFI V 

FSLRQPSLRMHSRAWVKTCGA 

MPCSCCRIRHCSSVTDMAVRSL 

ALLQLVNRTPLRRRQISAACQR 

MSTFLFFRACTF*PRNRSSSGRH 

/DLTARPRQAILRQNFLK/RAQS 

RNLTAPNSPR* *LLVKTYRQTS 

RPVSAAH*CPR*RGRAALAAAC 

HSGSPGARRQTAGPAEGPAR*T 

RRDFL**RAACLRRRWKWPE*L 

*RSRSSSP*SQGSCPPALPAPPRR 

CSAGSRTGPAARWCRAGAGSR 

RHAGSSSA* **SRR*GRSASGRR 

PRHGGTAGSGRWLWWARCPA 

♦AGIPWPSWPCHSSWP/PQSVRV 

VSSG*RASLHSPGLDSSGGGLQ 

SFLLVQLPAQGKTSSQPXRHAA 

APSAAACPHAE*CTLGSCPRSA 

TLSPTPPRASPPAGXRSAVSPCPP 

GHEGVLVISKHHLLLLSRSGRG 

LGGN V VRPCS VQPMDG VGQEL 

AVADRDQLPCLVCQDGECPLK 

ASGRPVLGCP 



1855 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ in 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=(Jnkm>wn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14727 ! 


45095 


A 


14813 


921 


1446 


ACC1SHGNLWHHLDQKHGLQS 
*GEKSRLFSRPNLQVPVHTGLD 
H RA R Y LTGPRKQGH L WPTG PS 
SVFDNEN FCKLSVGM*TGRASA 
RQQIQSPFAESGKAFSDICSVSL 
RLCVLPHPWNSRLRSPALRNSL 
KYSVTSSAAARRKLLPLASGPL 
RLGPRSLPTRLQVLRWEKVASA 


14728 


45096 


A 


14814 


1 


675 




14729 


45097 


A j 


14815 


1 


2341 


MASDLVN RCEACDLPQGPISVH 

QFPRLSNEVTTTVGRNSESPNQ 

RSVSGPWTPREVRRGVAAAAH 

GFSGQNAKWAAH1PATAMSFA 

LPYSVLHSPHALTTHPLNPGDA 

VTMPSWTSTVSAANASKGRSFS 

QCFQSTEEGQERRRPRTSQAKV 

QQGSTAGKVNELITLAGHIKSQ 

APHGKRKPPPRDSHVICSMLRK 

RKPDETPSPSSDAQFSGMLAVA 

VSSLLCPRSSPSQQWHCHSPSTT 

ILGSSDVSDTSFQPSTKLGPVHG 

FPPQSRDCILDFELIRKVTGAWS 

SLTAGSWETKIQEFSEEDILAPH 

RITPGPHSSKSPVHFLASLWGR 

KTKLYHHTIQDKEPRSVPEAGS 

SGRRDGGGAAHSMLCMAPEPD 

HPGSNPNCRSPATLHADADGN 

LQREAAKCQGDGTQVSTHVDH 

TSAPRQAETGPATGENEKMESH 

GRSKRGLVGADQCPAETLDSY 

TLLVGHKKRDKDRQTPGPAPQ 

VNSFVPENYLLRGPLAPLGSAIS 

MKTAGAVHIRPSGDLGRAPAP 

AVRPRPRPPRRPRRLLPGPAHLP 

GAPRPPAPAPLSRRAARQSPAA 

A A APPPGCE/RRG/PAG PASG AG 

PPAPAHGARPGGKPAANPPRAP 

QP*P/RRRRSRRRAQPRPGPAPL 

SRMRAEGPARALRPPPHYQPEL 

GPPSETVGPVTELLAPIPTARFP 

TRSHPYPVTASPARSS*TSGLD* 


14730 


45098 


A 


14816 


44 


455 


HLRNRTR/PSQITPHIYNHLIFDK 

/PLFN1 WWWEN WLA1CRKLKLD 

PFLTPYTKrNSRWlKD*NIRPKSI 

KNLEENLGNTIQHLG/IGKDFM 

TKTPKAMATICAKIDIWDLIKLK 

SFCTAKETIIRVNRLPT*WEK1F 

AIYP 



1856 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/Lf S0 1/08631 



SEQIO 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14731 


45099 


A 


14817 


1 


279 


1QD1GMGKDFMTKTPKAMATK 

AEIDKWDLIQLKSFCTLKE1TIR 

VMRQTTEMYPSDKGLISRMLP 

NF*RLFPAS*KKPPLFDIGKTEK 

TNYS 


14732 


45100 


B 


14818 


1 


2025 




14733 


45101 


B 


14819 


1 


3570 




14734 


45102 


B 


14820 


1 


1380 




14735 


45103 


A 


14821 


1391 


2742 


KKRESSLTHVMRPASF*YQSQA 

ETQQKKRJLDQYP**TLMQKSS1 

K/YLAKR1QQHIKKLIHHDQVGF 

IPGMQGWFNIRKSIMVIQHINRA 

KDKNHM1ISIDAEKAFDK1QQPF 

MLKTLNKLELEETTVKFIWNQ 

KRAHIAKSILSQKNKAGGITLR 

DFKLYYKATVTKTAWYWYQN 

RD1DQWNRTEPSE1TLHIYNYLI 

FDKPEKNKQWGTDSLFNKWC 

WEN WL AICRKLKLDPFLTPYTK 

INSRWIKDLNVRPKTIKTLEENL 

GITIQDIGMGFCDFMSKTPKAMA 

TKAK1DKWDL1KLKSFCTAKET 

T1RVMRQPTKWEKIFTTYSSDK 

GLISR1YNELKQIYKKKTNTMPIK 

KWAKDMNRHFSEEDIYAAKKH 

MKKCSSSLA IREMQIKTTMRYH 

LTPVRMAIIKKSGNNRHAPFSIH 

THIMFGSLYLQ1QKDLSILGFW 

YPRG1LEPIY 



BNSDOCID: <WO 0175067A3_IA> 



1857 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
coclon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=l)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14736 


45104 


A 


14822 


1 


1698 


MEDEMNEMKQEGKFREfcLRIKR 

NEQSLQEIWDYVKRPNLRLIGV 

PESDGEMGTKLENTLQDMQENF 

PNLARQTN1QIQEIQRMPQRYSS 

RRATPRHMVRFTKVEMKEKMS 

RA AREKEIQTTI RE YYKHLYAN 

KLENLEEMDKFLDTCTLPRLNQ 

EEVESLNRTVTGSE1VAI1NSLPT 

KKSPGPDGFTAEFYQRQSESQI 

MSEFPFTIASKRIKYLGIQLTRD 

VKDLFKENYKPLLNEIKEDTKK 

WKNIPCSWVGRINIVKMA1LPK 

V1YTFNAIPIKLPMTFFTELEKTT 

FKFIWNQKRAHVAKSILSQKNK 

AGGITLPDFKLYYKATVTKTA 

WYWYQNRDIDQWNRTEPSEIM 

LHIYSYLIFDKPEKNKQWGKDS 

LFNKWCWENWLA1CRKLKLDP 

FLTPYTKINSRW1KDLNIRPKTIE 

TLEENLG1TIQDIGMGKDFMSK 

TSKAMSTKAKIDKWDLIKLKSF 

CTAKETTIKVNRQPTKWEKIFA 

TYSSDKGUSRIYNELKQIYKKK 

\TNNPIKKWVKDMNRHFSKEDI 

YAAKRHMKKCSSSLAIREMQIK 

TTMRYHLTPV 


14737 


45105 


B 


14823 


91 


1596 




14738 


45106 


A 


14824 


1 


2757 
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BNSDOCID: <WO 0175067A3.IA> 
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SEQ IO 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14739 


45107 


A 


14825 


1 


2677 


MGKKQSGKTGNSKKQSASPPP 

K^HSSSPAMEQSWMENDFDEI 

NKIDRLLARL1KKKGEKNQ1DT 

TKND1GDITTNPTEIQTT1REYY 

KHLYTNKLENLEEMDKFLDTY 

TLPTINQEEIESLNRTITGSEILAI 

iNSLPTKKSPGPDGFTAEFYQRY 

KEELVPFLLKLFQSIEKEGILLN 

SFYEASIILIPKPGRDTTKKENFR 

P1SLMNIDAKIFNK1LANR1QQHI 

KKLIHHDQVGFIPGMQGWFNIR 

KSrNVIQHVNRTKDKNRMlISID 

AEKAFDKIQQPFMLKTLNKLG1 

DGTYLKI I RAIYDKHTANIILNG 

QKLEAFPLKTGTRQGCPLSPLL 

FN1VLEVLARA1RQEKEIKGIQL 

GKEEVKLSLFADDM1IYLENPIV 

SAQNLLKLISNFSKVSRYKISVQ 

IPQAFLYTNNRQTESQIMSELPF 

TIASKRJKYLGIQLTRDVKDLFK 

ENYKPLLNEIKEDTKKWKNIPC 

S W AG RIN I VKM A ILPKN WKKT 

TLKFIWNQKRARJAKSILSQKN 

KAGGITLPDFKLYYKATATKTA 

WYWYQNRDLDQWNRTEPSEIT 

PHIYNYLIFDKPDKNKQWGKDS 

LFNK WC WEN WL AICRKLKLDP 

FLTPYTKINSRWIKDLNIRPKTI 

KTLEENLGIT1QDIGMGKDFMS 

KTPKAMATKAKIDKWDLIKQE 

SFCTAKETTIRVNRQPTKWEKIF 

ATYSSDKGLISRIYSELKQIYKK 


14740 


45108 


B 


14826 




1 186 ! 




14741 


45109 


A 


14827 




2304 




14742 


45110 


B 


14828 


1 


2995 




14743 


45111 


A 


14829 




3095 




14744 


45112 


A 


14830 


1 


3654 




14745 


45113 


A 


14831 




3189 




14746 


451 14 


A 


14832 




2064 




14747 


45115 


B 


14833 




3031 




14748 


45116 


A 


14834 




3192 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide \ 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14749 


451 17 


A 


14835 


1 


3210 


M VKGSIQQEELTI LN1 Y APNTG 

ALRFIKQVLRDLQRDLDSHTIIM 

GDFHTPLSTLDRSTRQKVNKDI 

QELNSALHQEDL1DIYRTLHPKS 

TEYTFFSAPHHTYSK1DHIVGSK 

ALLSKCKRTE1ITNCLSDHSA1K 

LELR1KNLTQNRSTTWKLNNLL 

LNDYWVHNEMKAEIKMFFETN 

ENKDTTYQNLWDTFKAVCRGK 

F1ALNAHKRKQERSKIDTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELKE1ETQ 


14750 


45118 


A 


14836 


1 


3144 




14751 


45119 


A 


14837 


113 


1336 j 


PTLAGTGNQETSHLGFNAIPIKL 

RMTFFTEL/EKTTLKFIWNQKR 

ARITKSILSQKNKAGGITLPDFK 

LYYKA1VTKTVWYWYQNRDID 

QWNRTEPSEIMPHIYNYLIFDKP 

DKNKKWGKDSLFNKWCWEN 

WLAIYRKLKLDPFLTSYTKINS 

RWIKDLNVRPKTIKTLEENLGN 

TIQDIGMGKDFMSKTPKAMAT 

KDKIDK WDL1 ELKSFCTA KETTI 

RVNRQPTEWEKIFATYSSDKGL 

ISR1YNELKQIYKKKTNNPIKKW 

VKDMNRHFSKED1YAAKRHMK 

KRSSSL A1REMQI KATMRYHLT 

PVRMAI1KKSGNSSRSNIVHSVT 

Q AN A LESS WIPLFL I PH1Q YISKP 

QASSFKMYHVTDPILPPSSQHL 

DQAAirNLCLQWPLLWFECMCP 

SKIHMLKLTPQ 


14752 


45120 


B 


14838 


1 


3127 




14753 


45121 


A 


14839 


I 


2742 




14754 


45122 


A 


14840 




1998 




14755 


45123 


A 


14841 




3030 




14756 


45124 


B 


14842 




2558 




14757 


45125 


A 


14843 




3828 




14758 


45126 


A 


14844 


■ 


4134 


MRKKQSRKTGNSKJCQSTSPPPK 

ERSSSPAMEQSWTENDFDELRE 

EGFRRSNYSKLQEEIETKGQEV 

ENLEKNLDKC1TRITNIEKCLKE 

LMELKAKARELHEECRSLRSRC 

DQLEERVSVMEDEN4NEMKQE 

GKFREKRJKRNEQSLQEIWDYV 

KRPNLPPI DVPESDRENGTKLE 

NTLQDV1QENFPNLARQANIQI 

QEIQRMPQRYSSRRATPRH1IVR 

FTKVEMKEKMLRAAREKAFKQ 

ASRREDDIAKVTSG 


14759 


45127 


B 


14845 


1 


3555 





1860 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14760 


45128 


A 


14846 


1 


3345 




14761 


45129 


A 


14847 


1 


3451 


HTKNPSVHHHRQRPKVDKTTK 

MGKJCQNRKTGKSKTQSAFPPP 

KERSSSPAMEQSWMENDFDEL 

REEG FRRSN YS ELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRN 

WIKSQDPSLCCIQETHLMCRDT 

HRLKIKGRRKIYQANGKQKKA 

GVAILVSDKTDFKPTKIKRDKE 

GHYIMVKGSIQQEELTILKIYAP 

NTGSPRFMKQVLSDLQRDLDS 

HTLIMGDFNTPLSTLD 


14762 


45130 


A 


14848 


1 


2606 


MVASRSSRVGVFYGGQNSVDG 

VSRRSDGSLNELCLYRPPTGAY 

LAYDTLDVLPSGQFTVNTPP1D 

VNGKSLLALLWEHTSLLTSMG 

GGRWAMQPLGQLGQLEHLGD 

RRDQVLDRSGRSRRLDAAQHL 

RHRPDRRPQGMVGVLTNQKEP 

RTRWIHSRILPEVQGGTGTVPSE 

TIP1DRKEG1LPNLFDEASIILIPK 

RG RDTTKKEN FRP1 SLMN ID A K I 

LN K 1 LANRNQQH I KKLTHH DQV 

GFIPGMQGWFN1CKSINVIQHIM 

RTKDKNHMIISIDAEKAFDKIQ 

QPFMLKTLNKLGIDGTYLKIIRA 

IYDKPTANIILNGQKLEAFPLKT 

GTRQGCPLSPLLFNIVLEVLAR 

A 1 RQEKE 1 KG IQLG KEE V KLSLF 

ADDMIVYLENPIVSAQNLLKLIS 

NFSKVSAYKINVQKSQAFLYTN 

N RQTESQIMS VFPFTI ASKRI K Y 

LGIQLARNAKDLFKENYKPLLN 

EIKEDTKKWKNIPCSWVGRINI 

VKMAILPKVIYRFNAIPIKLPMT 

FFTELEKTTLKFI WNQKRA RIA 

KSILSQKNKAGGITLPDFKLHY 

KITVTKTAWYWYQNRDIDQW 

NRTEPSEITPHIYNYLIFDKPEK 

NKQWGKDSLFNKWCWENWLA 

IC RKLKLDPFLTPYTKI HPR WIK 

DLNVRPKTIKTLEENLGNTIQDI 

GMGKDFMSKTPKAMAAKAKI 

DKWDLIQLKSFCTAKETTIRVN 


14763 


45131 


A 


14849 


1 


2862 
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SEQ »> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14764 


45132 


A 


14850 


1 


3724 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRL1GVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDHIVGSKAL 


14765 


45133 


A 


14851 


2 


2375 




14766 


45134 


A 


14852 


1 


2376 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKGRE11TNCLSDHS 

AIKLELR1KNLTQNRSTTWKLS 

NLLLNDYWVHNEMKAEIKMFF 

ETN EN KDTT YQN L WDTFKA VC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITK1RAELKEIETQKTLQKINESR 

SWFFER1NKIDRPLTRLIKKKRE 

TNQ1DA1KNDKGD1TADPTDRQ 

TTIREYYKHLYANKLENLEEM 

DIFLDTYTLPRLNQEEFESLNRP 

ITRSEIVAIIMSLPTKKSPGPDGF 

TAEFYQRYKEELRIKYLGIQLT 

RDVKDLFKENYKPLLKEIKEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNA1PIKLPMTFFTELE 

KTTLKFIWNQKRARJAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYWYQNRDIDQWYRTEP 

LEITPHIYNYLIFDKPEKNKQW 

GKDSLFNLWCWENWLAICRJCL 

ICLDPFLTPYTK IN SR W1KDLN V 

RPKTI KTLEENLG ITI QDIGMGK 

DFMSKTPKAMATKDKIDKWDL 

1 K LKSFCTA K ETTI R VNRQPTK 

WEKIFTTYSSDKGLISRJYNELK 

QIYKKKTNNPIKKWAKDMNRH 

FSKEDIYAAKKHMKKCSSSLAI 

REMQIKTTMRYHLTPVRMAIIK 



1862 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEOH> NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown > 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14767 


45135 


A 


14853 


1 


1576 1 


MDKFLDTYTLPRLNQEEVESLN 

RPITGAEIVAIJNSLPTKKSPGPD 

GFTAEFYQRLISNFSKVSGYRJN 

VQES\QAFLYTINRQTESQIMSA 

LPLTIASKRJKYLGIQLTRDVKD 

LFKENYKPLLNEIKEDTNKWK 

NIPCSWVGR1NIVKMA1LP/KEL 

EETTLKFI WNQKRARIA KSILSQ 

KNKAGG1TLPDFKLY YKATVT 

KTAWYWYQNRDRDQWNRTEP 

SEIMPHI YNYLI FDKPEKN KQW 

GKDSLFNKWCWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLHV 

RRKT1KTLEENLGNTIQDIGMG 

KDFMSKTPKAMATKAKIDKW 

DLIK LKSFCTAKETT1RVNRQPT 

KWEKI F ATYSSDKG LISRIYNEL 

KQIYKKKTNNPIKKWAKDMNR 

HFSKEDIYAAKKHMKKCSSSLA 

IREMQIKTTMR YHLTPV RMA 1 1 

KXSGNN/R/CA PGTPERQN H S LS 

WKGS*SQEPSGLAQWIPLPWSP 

AS*DPLA*NSCCQHSCLKSTWD 

AQ AC ARKLRTL I KG Y RNCQL E 


14768 


45136 


B 


14854 


328 


1467 




14769 


45137 


A 


14855 


3 


3412 




14770 


45138 


A 


14856 


1 


2907 


MDKFLNTNTLPRLNQEEVDSL 

NRPITGSEIVAIVNSLPTKKSPGP 

DGFTAEFYQRYKEELR1KYLGI 

QLTKDVKDLFKENYKPLLKEIK 

EDKNKWKN1PCSWVGRINIMK 

MAILPKV1YRFNAIPIKLPMTFFI 

ELEKTTLKFI WNQKRALIAKSI L 

SQMNRAGG1MLPDFKLYYMAT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1TPHIYNYLIFDKPEKNKK 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKI 



BNSDOCID: <WO 0175067A3_IA> 
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SICQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


(Viet 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14771 


45139 


A 


14857 


1402 


3004 


TEPKTKTT*LSA*MQKGPLTKF 

>TNPSC*KLL1N/IVLEVLARAIRQ 

EKE1KGIQVGKEEVKLSLFADD 

M1VYLENPIVSAQNLLKLISNFS 

KVSGYKTNVQKSQAFLYTNNR 

QTESQIMSELPFTIASKRJKYLGI 

QLTRDVKDLFKENYKPLLNEIK 

EDTNKWKNILCSWVGRTNIVK 

MAILPKVIYRFMAIPIKLPMPFFT 

ELEETTLKF1WNQKRARIAKAIL 

SQKKKLAGG1TLPDFKLYYKATV 

TKTAWYWYQNTDIEQWNRTEP 

SEIMLHIYNYLIFDQPEKNKQW 

GKDSLFNKWCWENWLAICRKL 

ICLDPFLTPYTKINSRWIKDLNV 

RPKTIKTLEEN LG ITIQDISMGK 

DFMSKTPKAKATKAKIDKWDL 

IKLKSFCTAKETTI RVNRQPTK 

WEKIFATYSSDKGLISRIYNELK 

QIYKIKTNNPIEKWVKDMNRHF 

SKEDIYAAKKHMKKCSSSLAIR 

EMQIKTTMRYHLTAVRMAIIKK 

SGNNSLIVGASMDTSLLSGPIPY 

DIQHFDRFGSVTVRRGCAIEFY 



BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ H> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14772 


45140 


A 


14858 


884 


2925 


GIKYLGIQLTRDVKDLFKERS/Y 

EPLLNEIKEDTNKWKNIPCSWV 

GRJNIVKMAILPKV1YRFNA1PIK 

LPMTFFTELEKTTLKFIWNQKR 

ALIAKSILSQKNKAGG1TLPDFK 

LYYKATVTKTAWYWYQNRDI 

DQWNRTEPSE1TLHIYNYLIFDK 

PEKNKQWGKDSLFNKWCWEN 

WLAICRKLKLDPFLTPYTKINSR 

WI K DLN VRPKTI KTLEEN LG1TI 

QDIGMGKDYMSKTPKAMATK 

AK1DKWDLIKLKSFCTAKJETT1R 

VNRQPTKWEK1FATYSSDKGLI 

SRJYNELKQIYKKKTNNPIKKW 

VKDMNRHFSKEDIYAAKKHM 

KKCSPSLA1REMQIKTTMRYHL 

TPVRMAIIKKSGNNSPTCVSQD 

WKLTQAVGLWSAEAEAPKSAQ 

RRPLAEGHRAAVQRDGSGLQL 

LCTVKJLQVLPCIIAQGNGGRKA 

TSSLEAELTSWRPLCLEDGTGF 

RGEDTLETVNAEGFvENRRKAG 

HRAAGSSASRRCRNTGRSVQRL 

RPQKTQAFPTHCHFCLILVVKA 

TQLNPKSRVRKVPFAPMKHGK 

ALAGPWAMICAGKSSNEIRTCD 

RHGCGQYSAQRSQRPHQGVDI 

LCSAGSTVYAPFTGMIVGQEKP 

YQNKNAINNGVRISGRGFCVK 

MFYIKPIKYKGP1KKGEKLGTLL 

PLQKVYPGIQSHVHIENCDSSDP 


14773 


45141 


A 


14859 


1 


2577 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
•—Stop codon, /=possib1e nucleotide 
deletion, \=possiblc nucleotide insertion) 


14774 


45142 


A 


14860 


3019 


5574 


RETRGEVKNSKNQSTSAPPKDC 

SSLADPKKIQTTIREYYKHLYPN 

KLENQEEMDKFLDTYTLPRLN 

QEEVESLNRPITGSE1VAIINSLP 

TKKSPG PDG FT A EFYQRYKEEL 

VPFLLKLFQS1EKEGILPNSFYE 

AS11L1PKLGRDTTK1CENFRPISV 

MN1DVKILNKILANRJQQH1KKL 

IHHDQVGF1PGMQGWFNIHKS1 

NVIQH1NRTKDKNHMHSIHAEK 

AFDKJQQH FMLKTLNKLG 1 DGT 

YLKIIRA1 YDKPTANI ILNGQKL 

EAFPLKIGTRQGCPLSPLLFN1V 

LEVLARAIRQEKEIKGIQLGKEV 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFGKVSGYK1NVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRIKYLGIQLTRDVKDLFKE 

N Y KPLLN E I KEDTN K WKN I PCS 

WVGRJNIVKMAVLPKLPMTFFT 

ELEK\TTLKFIWNQKRARJAKSI 

LSQKNKAGGITLPDFKLYYKAT 

ATKTAWYWYQNRDLDQWNRT 

EPSE1TPHIYNYLIFDKPDKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKINSRW1KJDL 

NIRPKTIKTLEENLG1T1QDIGMG 

KDFMSKTPKAMATKAKIDKW 

DLIKQESFCTAKETTIRVNRQPT 

KWEKIFATYSSDKGLISR1YSEL 

KQIYKLKKTNNPUCKWAKDMNR 

HFSKEDIYAAKKHMKKCPSSLA 


14775 


45143 


A 


14861 


1895 


6140 




14776 


45144 


A 


14862 


1 


2875 


M KA E 1 K VFF ETN EN KDTTYQN L 

WDTFKAVCRGKFIALNAHKRK 

QERSKIDTLTSQLKELEKQEQT 

HSKASRRQE1TKIRAELKEIQTQ 

KTLQKINESRSWFFERJNKIDRS 

LARLIKJCKREKNQ1DT1KNDKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDTYTLPRLNQ 

EEVESLNRPITGAE1VAIINSLPT 

KKS PG PDG FTA E F YQS W A ETQ P 

KKENFRPISLMMIDAKILNKILA 

KRIQQHIK 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14777 


45145 


A 


14863 


2843 


4460 


HQHQQKPHPHRNPIQKSPTSKT 

KVLEVLARAIRQEKQS/GIQIGS 

QEVKLSLLEDDMIVHLENPUSA 

KNLLQLISNFTKVSGYKINVQK 

SQAFPYTNKTQIENQIMSELPFT 

IATKRIKYLGIKLTRDVKDLFK 

NN YKPLFKE1 REDTNK WKN I PC 

SWVGRINIVKMAILPKVIYRFN 

A I PIKLPMTFFTELEETTLKFI W 

NQKRAR1AKSILSQKNKAGGIT 

LPDFKLYYKATVTKTAWYWY 

QNRDRDQ WNRTEPS E I M PH 1 YN 

YLIFDKPEKNKQWGKDSXLFNK 

WC * EN WLTI CKRLKLDPF LTP Y 

TKINSRWIKDLNVRPKTIKTLEE 

NLGIT1QDIGIGKDFMCKTPKA 

MATKAKIDKWDLIKLKSFCTA 

KETTIRVNRQPTKWEKIFATYS 

SDKGLISRIYNELKQIYKKKTN 

NPlKKWAKDlvrNRHFSKEDIYA 

AKKHMKKCSSSLAIREMQ1KTT 

MRYHLTPVRMA1IKKSGNNRC 

WRRCGEIGTLLHCWWDCKPVQ 

PL WKSVWRFLRDLELE1 PFDPA1 

PLLGIYPKGYKSC 


14778 


45146 


A 


14864 


1 


8335 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELREDIQTKGK 

EVENFEKNLEECITRITNTEKCL 

KELMELKTKARELREECRSLRS 

RCDQLEERVSAMEDEMNEMK 

QEGKIKRDKEGHYIMVKGS1QQ 

EELT1 LN I Y APNTG A PRF 1 KQ VL 

SDLQRDLDSHTLIMGDFNTSLL 

TLDRSMRQKVNKDTQELNSSL 

HQADLIDIYRTLHPKS1EYTFFS 

APHHTYSKIDHIVGS 


14779 


45147 


A 


14865 


1 


3166 


MVKGS1QQEELTILNIYAPNTG 

APRFIKQVLSDLQRDLDSHTLI 

MGDFNTPLSTL DRSMRQK VN K 

DTQELNSALHQADLIDISRTLHP 

KSTEYTFFSAPHHTYSKIDHIVG 

SKALLSKCKRTEIITNYLSDHSA 

1 KLELRIKNLTQSRSTT WKLNN 

LLLNDYWVrfNEMKAEIKMFFE 

TNENKDTTYQNLWDAFICAVCR 

EKFIALNA YKRKQERSK IDTLTS 

QLKELEKQEQTHSKASRRQEIT 

KIRAELFCEIETQ 


14780 


45148 


A 


14866 


1 


3912 




14781 |45149 


B 


14867 


1 


2832 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14782 


45150 j 


A 


14868 


1944 


3531 


LRDCKRINQHPVKTDQSAFCK 

M/AP1/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDM1 

VYLENPIVSAQNLLKJLISNFSKV 

SGYK1NAQKSQAFLYTMNRQTE 

SQ1MSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRINIVKMAIL 

PKVIYRFNA I PI KLPMTFFTE LE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGGITLPDFKLYYKATVT 

KTA WY WYQNRD VDQ WNRTEP 

SEITPHIYNYLIFDKPDKNKQW 

GKDSLFMKWGWENWLA1CRKL 

KLDPFLTPYTRJNSRWI KDLN V 

RPKTIKTLEENLDITIQDIG MGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCIAKETTIRVNRQPTKW 

EKIFATYSPDKGL1SRJYNELKQI 

YKKKTNNPIKKWAKDMNRHFS 

KEDIYAAKKHMKRCSSSLAIRE 

1QIKTTMRYHLTPVRMAI1KKSG 

NN/R/CF*WQKPGPSG*ALRSWK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14783 


45151 


A 


14869 


1182 


3891 


KMIKGISTTDLTEIQTTIREYYK 

HLYANKLENLEEMDKFLDTYT 

LPRLNQEEVESLNRPJTGAE1VA 

I1NSLPTKRSAGPDGFTAEFYQR 

YKEELVPFLLKLFQSIEKEGILP 

NSFCEASIIL1PKPGRDTTKKENF 

RPISLMNIDAKILNKILAKRJQQ 

HIKKL I H HDQ VG F I PG MQG WFN 

IRKSINVIQHINRAKDKNHMIISI 

DAEKAFDKIQQHFMLKTLNR1. 

G I DGTYFKI I RAI YDKPTAN I ILN 

GQKL 


14784 


45152 


A 


14870 


997 


1161 


CTSTVIMSICTKLQNKEHVIEAL 

RRAKFKFPGHPK\IHISKK*DFT 

KFNADEFED 


14785 


45153 


A 


14871 


1 


1458 




14786 


45154 


B 


14872 


53 


1468 




14787 


45155 


A 


14873 


1819 


2235 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14788 


45156 


A 


14874 


707 


1613 


VRARAGERARVVRENGKAELP 

VALVLPSRALSHTFTCTDLKVQ 

FHQRLRLQEKGSKFIGSNMSQE 

SDNNKRLVALVPMPSDPPFNTR 

RAYTSEDEAWKSYLENPLTAA 

TKAMMS1NGDEDSAAA/HRPAL 

*LLQENQSEPIPREGVGWG*GE 

ERXERMTEEEQEGEGGGGGRGG 

GEGEEEEEEEEDVEEEEEEEEEE 

EKEEEEKGGEKEEENEEKEKQR 

EGRRGKETSNGQMVRPRLLPP 

HQEHSRNYLVFIMDSNMIEICF 

REAS1SPKAQAYVLIPDFKNCIY 

GWEEDSIEILWGLPGSHVL 


14789 


45157 


A 


14875 


3 


346 


QRSKSCKVPGLGKPLTLPPKPE 

K\PQGQKDRRPTGFKP*N*RRRR 

SEKSLRFFPPGS/PQAVPIPVGFS 

FDTNL*HFL*KPLIFIMGGTVSL 

PHPRSPSA PPGTPQRPMTFCHLK 

Q 


14790 


45158 


A 


14876 


1868 


2666 


GLLLSPFQGLQGVAPRKTRSNL 

HPGSLAHLSHQPPAPWPPRGLW 

PPGQETSCHCASGRALGTGSPR 

PPHAPWLHLEPQRAPHSGAPSP 

GSSPSAPLHIPVAPENLQSLGHR 

SPPNPSGPDCYPSPSGP/PPSSLD 

SPGLQTAPGAMFLSPRSGVQSA 

CPTPRSLDLRNSPASTPDQSVCP 

TPLSLAWLWPPPSPTSAKSLLFT 

LTSEVQSFSPTPIPPGSSDPPLSK 

QPXSGSCLSSSGHLTSPSVPRHSP 

WPRSSPQNPHSWTLPSS 


14791 


45159 


A 


14877 


762 


1528 


AIPGGAAWPFRAEGAQGPGKR 

LTFKPLGAQRQSVSGGSEVPPL 

PLHLKMAPEMPVAL*SPGTGV 

HPSLLPPT/GPKVPPGRIDRGPVP 

TLAPQVGTAPIQWHCRGSRCPS 

G/SRPPGGWR/RPCQAPAPPLGQ 

HLPRLLPPPTGPQGPRPLTPSEP 

PPWSCWLPASPPAGPGSRRVGG 

G PG TCQG LLRS*GLLLS PFQGL 

QGVAPRKTRSNLHPGSLAHLSH 

QPPAPWPPRGLWPPGQETSCHC 

ASGRAVGTGSRRPRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14792 


45160 


A 


14878 


1 


963 


MARKDCCSPPGDSSPGRLPLVL 

PAQCLVLLRLQ1TAFSSIHVAAN 

DMMSFFLMAKQDSIAYKYRJFF 

IHSSVDGHARPLSPSLVVENGC 

GKQVFLLCSDNASPEVSTVALA 

SCPGTFPRHCGAAESTHICATG 

LGELTPQGHGHIPNKLCACCAT 

G LEELVPRDHG KLG1S WFGF1 A 

GAYLNLARVVGECQGSYGYLS 

LHH YC YCH YYH YCH YH YH\A A 

TY*NHYYHYYH/HHNNSYHHH 

SYYHYSYHFYHYYYNCYHHH 

YHCRHYYHPHDYYHYHA/RHY 

SLYYCHYLCHYYYRCYHDHSS 

HQHNHHECLP* VRHSAEHLQ Y 


14793 


45161 


A 


14879 


105 


1448 


CHQPPASPFSRREPGGSEKPPER 

GCPAWEPAAQGPVQPLGEDGP 

RLCQPPPPSPDHALGXPYGHQRS 

GRPTLPGPRK\PAKKRGR*PSSS 

TGQ*SHRPTTGTPGGQAGGSG* 

VTAGGQ* PPQNL* AKISCPEMP 

GPSPGMQQGVKHPSLFSHQTV 

AKGFTTRWNCRQVCPHRGERK 

WISSVRPCGGALAPSCA/DGLR 

GRRTLSGSQPLW/PPAAVSAVG 

QLQPPCHTLTPHPLQNSTQHAE 

PQRGSVYSL*EGTSP\LAAVPFA 

PHI EKRPFSTFP AG DA * PSE AH PJ 

PG P ACCH SPGGL EG P VS RAGPG 

TSAGR\PGNGRERAWPPHSGPS 

TPPDTSCG/SPGPQLARAGSRRA 

NGSTLPPTRQGFLPGRKDSAGA 

CGQP\*AEGAAAGPSRSPAAER 

AVLPLPRXGRRKCRGGGPGVET 

GVSGARRGGDRSGCSPAALDA 

EAPASLAGVSIREG 


14794 


45162 


A 


14880 


I 


2421 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14795 


45163 


A 


14881 


1080 


2571 


VHCRFWILALCQMSRLQKSPLL 

FNIVLEVLAKA1KQEKE1KGIQL 

GKEEVKLSLFADDMIVYLENPI 

V/SAQNLLNLISNFSRVSGYKJN 

VQKSQAFLYTNMRQTESQIMSE 

LPFT1ASKRIKYLGIQLTRDVKD 

L F KEN YKPL LNE I KEDTKK WK 

NIPCSWVGGRINIMKMAILPKV! 

YRFN A I PI KLPLTF FTDLERTTL 

NFICNQKRAPTLPQVQSLS\QKN 

KAG\GIT\LPDFKLYLQGLQ*PK 

TA WY WY\QN RDI DQ WN RTEPS 

EIMPHIYNYL1FDKPWEK/HKQ 

WGKDSLFNKWCWE\NWLA1CR 

KLKLDPFLTPYTKINSRWINDL 

NVR\PKTIK\TLEENLGIT\1QD\IG 

MGKDFMSNKTPKA\MA\TKAKI 

DKWDLI\KJLKSF\CTAKETTIRV 

NRXQPTKWKKIFTTYSSDKGLIS 

RIYNELKQIYKKKTNNPIKKWA 

KDMNRHFSKEDIYAAKXHMK 

KCST\SLAIREMQIKTTMRYHLT 

P VRM A 1 1 K KSENSRC WR 


14796 


45164 


A 


14882 


136 


420 


RESRNLSRGEESEDPAEPSVRNG 
* EH PLC YLQ * EFLQ V LTM LQ A E 
GTMHHFRSICQVNRNFLERGH/ 
SPPSPAPPPETHTGSPRPPSGRSR 
IRAYLH 


14797 


45165 


B 


14883 


1 


1197 




14798 


45166 


A 


14884 


3 


538 


GAGTDGGRTPAPRAFPDPLGEA 

RTSAPTGPARPGGSASAARPAA 

VRPAEPAAEETQEQPRAGKRAI 

HEYRYVYVQQRRKTDPQPAVA 

VFGIPADGD*VSRTAYHAHQPL 

AWSGR/E*MCLSMAMWNT*ST 

MKK*ISIRVISRCSGPVHRTN*QI 

PEPVRAWRFLICRCICFSPGRWI 

KT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first < 
codon for peptide 
sequence 


Nucleotide location of last 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( \=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


14799 


45167 


A 


14885 


1208 


2765 


KMAPTWDKMVSSAQMGFNLQ 

ALLEQLSQDELSKFKYL1TTFSL 

AHELQKIPHKEVDKADGKQLV 

EILTTHCDSYWVEMASLQVFEK 

MHRMDLSERAKDEVREAALKS 

FNKJRJCPLSLGITRKERPPLDVDE 

M LERFKTEAQA FTETKGN VIC L 

GKEVFKGKKPDKDNRCRYILK 

TKFREM WKS WPGDSKE V/RG Y 

G*EIQDADPIQQPQGASRAL\PY 

T V VL YGP AG LG KTTL AQK L M L 

DWAEDNLIHKFKYAFYLSCREL 

SRLGPCSFAELVFRDWPELQDD 

IPH1LAQARKILFVIDGFDELGA 

APGALIEDICGDWEKKKPVPVL 

LGSLLNRVPLCIENKLGVGGED 

WGDQLRVYWWNPSKREGGSG 

WSHGSEDANQSLKHLRLSANV 

LLDEGAMLLYKTMTRPKHFLQ 

MLSPWETTLAQIIMLDWAEETS 

SDKLKYAFYCSCRELSRLCPCN 

FEELVFRDWPELQDDIPHILAQ 

ARK1LFVIDGFDPLGGRTLWTL 

TRGHLRJELGNRRKRCPSSWGV 


14800 


45168 


A 


14886 


213 


625 


EPG1DTSCLCAGRCSRPGKGRA 

CGGSSPCSWPGQPPAPPAAAAV 

PACPSGGRGAGPIQSGTCCSRS 

ADSRCTSWTAW/WPPGLGAAT 

VQTVMS*TV/WPMPHVPQAGW 

LALGQGAAAAKHPLTSATTRS 

WCLGVGPGPWM 


14801 


45169 


A 


14887 


1 


375 


MCNAQVLEYMGKSSSLLTSDL 

QLVRDALRSLRNSFSGHDPQHH 

TIDSLEQGISSLMERLHVMETQ 

KKQERKPPLVIPRQT/WVWSGP 

PANSN RPAAEGPDC* KEN* RDA 

LRSLRNSFSGHDPQHHTIDSLEQ 

GISSLMERLHVMETQKKQERKP 

PL V I PRQTGSGV DLQQTPTD LQ 

LRDLTVRRKTNEQKGIASASTK 

RTSTPKPHL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14802 


45170 


A 


14888 


1 


750 


MGELNQGSWRQGHLPLDAAN 

GIAIRVPRRRKDESRKNPTRKPH 

SWKPTKNFEDDVEVMKRSMSI 

RIEDTHSGPSAAGVLEFAGGPL 

QTL FA W V SP A E A A EQQRLLP V P 

/CLWKLCPRGAPARCXRQNSPSK 

LPSGFVYTVRGKLPTQASVVVD 

A PPATKLECP RSTS DCC A G S KN 

FKPVDLSLLASVGPRVNLQQES 

SHYGK1SVTVAGHCPTHATGRJ 

LGKQALRWSPMCSMF1GRALG 

LVPVEGGLLQIA 


14803 


45171 


A 


14889 


81 


164 


VGKQGLEWTPANSSRPAAEGP 
DC* KEN 


14804 


45172 


A 


14890 


1 


674 


MVVYACSPSYLEAEVGGSLSLE 

VEATTSTPKNSSKKFLDLISEFCK 

VSGYKISVHKSVALLYTKNDQ 

AATQIKNLIPFTTAAKQFKYFGI 

YLTKEEERLKPSRKKITKKHTK 

KRTASLILHAMICSQIPKQQQNE 

KYQVPQFDQSTIKNIESAKGLD 

VWDSWPLQNADGTPPLVIPRQ 

T/WV WSG PPANSNRPA A EGPDC 

QKEN*QTERNSINIKKKDIHTKT 

PLCI [ 


14805 


45173 


A 


14891 


619 


931 


YLLMDFPLLHSWLVSLGDKVP 
HEFWRGCPSCSFGPRFWVAGV 
LVL*APKL*LRQVRSAGKRCGQ 
KW* IKVSDRLC VD*NK/WSDSD 
LKPATSCSLIVTCHSLLGF 


14806 


45174 


B 


14892 


1 


658 




14807 


45175 


A 


14893 


48 


288 


LCSIKKPEKSLLCW*YPGNRVW 
SGPPAKSNRPAA EGPDC* KEN* 
QTERNSININKKDIHTKTPSEGH 
QHQRPKTKPGRI 


14808 


45176 


A 


14894 


801 


1157 


QSG PSAAGLLDFAGGPLQTLF A 

RVSPAEAAEQQRLLPFPSSGKL 

RPRG A P ARCQPEL SC M RC\R* SL 

LGGVSQSGYMGVRDPFEEAAC 

PLSELECSAGRSAALLRMVRQG 

HLGLLKLRP 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino ncid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14809 


45177 


A 


14895 


1 


189! 


MPVWVTVVKSWNTQIGRPGH 

VSALGFELTKNPWPLTYESGDG 

RSLGKPGAVSRRGGRHGPHPQ 

QAECDLPAGRIAGPCERGLERQ 

EKLPPAPQGGAWHLRLSRERFK 

SEDAPK1HVALGGSLFLLNLAF 

LVMVGSGSKGSDAACWARGA 

VFHYFLLCAFTWMGLEAFHLY 

LLAVRVFNTYFGHYFLKLSLVG 

WGLPALMVIGTGSANSYGLYTI 

RDREN RTS LELC WFREGTTM Y 

ALYITVHGYFL1TFLFGMVVLA 

LVVWKIFTLSRATAVKERGKN 

RKKVLTLLGLSSLVGVTWGLAI 

FTPLGLSTVYIFALFNSLQAHKQ 

LKDRKVGPHFMQGAVFLEGKF 

WGVDIASFEPQEQFWWTNLGK 

EDEDKSFDMPHSWVEQIEISPEE 

EAMGSAQMVRGVSGPERGSKK 

RPQLT V ST A FETRCPNG K K V I Q 

YKRAKLEKWAPYLNSNGLVSR 

LTTYEDLQCTN 1 LEI KEWYQN R 

EDMLELKHINKTTDLKTDYFKP 

GHPQALRVHSYKSMQPEMDRV 

IEFY ETARVDG L M K REETPRTM 

TEYYQGRPDFLSYRHASFG/RPS 

QEAHSEQCRVKPPAHCAKPAE 

DDV/RKSACFWSRRSASSCATT 

AVRTTSRPPSASSCGAPRWTAK 


14810 


45178 


A 


14897 


1 


425 


HVQQTEISRTVSTGSPULSCSVP 

VTLPNGPV L WFKGN/AG PN RKL 

1YNFKQGNFPRVKE1GDTTKPG 

NTDFSTRJREISLADAGTYYCV 

KFIKGRAIKEYQSGRGTQVFVT 

VSYSSRSQKSEICISGLKSRHQQ 

NCSFWRF 


14811 


45179 


A 


14898 


1 


393 


RQGNFPRAKQIGDTTKPGNTDF 
STRJREISLADVGTYYCVKFI KG 
RAIKEYQNSGRGTQVFVTEQNP 
RPPKN RP AG RAG S R A HH DAHT 
CLSALPERNSTNYFVQPCCCLR 
LLGLTGFAVKIIQTGKERTSK 
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SEQ ID 

NO: 


si:q II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14812 


45180 


A 


14899 




753 


MGSSLSPVLYVALPVRQPLLRS 

VVEERSTKMRVGSPGFQAKFRF 

YSQGLSWSARGEEGLVPAFWL 

QPYPRPLNFKAEMTEQKENQT 

YVDGGFRPYIHRRKNLTEGHK 

AEKEMEPWDGFSDESCRTHCQ 

VHDYAKGHGEVQRERVDEQK 

EHLGGRRQDCQQQHLNRRLHC 

/TVSGEAPSEASGSVRGHGRAH 

GL AGSERHG H DH A APEHQLLQ 

SVDADHVVPVAWYQFWDDEG 

RG1LSPGDHKPDRRGAALY 


14813 


45181 


A 


14900 


6 


726 


VEGISRTGIQAEQAPGFTTMPIP 

VSVMPGDVLTLACNMSALSPE 

GPVLWFKSIGPGQQLIFSCNGS 

HFPRVTP VENTMVDQTDYSI I LS 

CSVPNTLPNGPVLWFKGTGPNR 

KL1YNFKQGNFPRVKEIGDTTK 

PGNTDFSTRI REISL AD AGTY YC 

VKFIKGRAIKEYQSGRGTQVFV 

TGEYVSYTPYPLVYNSVPLWDE 

ASRG RSRQQSLLFCSLH W* YPR 

KQDLEWTSSKLQQTCRRVA 


14814 


45182 


A 


14901 


760 


978 


KKLLLLLLCGIEWHGFSSDSGS 
GGWVPEG*K*GCEHELLPEDVP 
SCFGWAECWLVRRTLPLFHYV 
ELCYSFHG 


14815 


45183 


B 


14902 


772 


1165 




14816 


45184 


A 


14903 




2133 




14817 


45185 


A 


14904 


1 


1311 


MATTPGRALGSLLPTLLLGLTA 

GQPFISLTGPSHRTSPGDSVPFN 

CTAVPFNSQDFSRDFNVTWLK 

DSDEHPASAQRLVPDNGGNDFI 

TSKAWVTLTRQDVSSEITCEVT 

HRA LAEPLKTTMNLSQ ATRN P 

DGTYSLEHTWQAEATLEEREF 

ACWVVHDEQPPLKANVTLQAQ 

VRRQGKGQSVQPYKLQGPLQR 

SEPGTRIRLTYASSGFSTHQVTV 

TWLKNKHELPNPQTSVQYSGH 

TYNVTSSVLVPLMDDDVFSHV 

VCH VEHKLT WFFQKTTG LDQY 

L/QG/DP*QLCGGHLTLPSSPRAP 

PQLPGLQHP/VVFHSQVLLFSCL 

VAVTCLVQRFYPQNVHLAWLE 

DCHTLKGTEQPTLKKNNDRSY 

TLEKLLLVNASVQGPERVLTC 

MMEHEGQPPKRAMLVLSTAAH 

TAYKPIGSTES1MVTMIIT1SQM 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14818 


45186 


A 


14905 




341 


RRATRPGN*GGRHNAGRSSARL 
ETGRPA MA PQG RPRPLGCRTPQ 
HPGHWPSAPGLLPPAPGPVAG 
MTQAQRWCPEPDAHFLQYTLY 
FVRH I PQLPKQTPH H Y I ATRLPC 
ATQ 


14819 


45187 


A 


14906 


154 


679 


GVCCPLLGGVSS*ATWGSGTT* 
GGNTHLI 


14820 


45188 


B 


14907 


1 


2554 




14821 


45189 


A 


14908 


387 


826 


ARAACLPRGSARGTAGAGEEPP 

DPAPLHLRGEGPAP/HRPRSPRG 

MG WPA APSTRSPPST* RRCPLPP 

RPRWSP*SHPGPRASARRLP*LS 

♦RASRSSEAPSPGSLGSVAGQD 

CSRTGTGFSPPAFPSDGQQTPPP 

APSSVPTLNSLG 


14822 


45190 


A 


14909 


86 


2223 


GQEPQVREQKACHHLGSSPPPS 

WEL*EQRPAGP*N**PSTLTTGT 

GSTTT*QlRMK\ r N* MGN/DSPQ 

GKNTPKMYSGEFSPVRVHVPFS 

LSDLKQI1C1DLGKFSDDPDGYID 

VLQGEDILAKAGAIRHLN1GEG 

THVCCPLLEEGINPEVWATEGK 

YGRAKNA H P1Q VKLKDS A SFP Y 

QRQYPLRPEAQQGLQKIVKDL 

K AQGL VKPCSS PCNTPI LG VQK 

PNGQWRLVQDLRirNEAIVPLY 

PAVPNPYTPLSQ1LEEAEWFTVL 

DLRDAFFCIPVHPDSQFLFAFED 

PLN PM SQLT WT V L PQG FRDSP Y 

LFGQALAQDLSQFSYLDTHVL 

WYMDDLLLAARSETLCHQATQ 

ALLNFLATCGYKVSKP1CAQLC 

LQQVKHLRLKLSKGTRALSEER 

IQPISAYPHPKTLKQLRMFLGIT 

GFCQ1 WIN R YG KI A RPL YTL I K E 

TQKANTHLVRRTSLQPVAYLS 

KETGTSLQPVAYLSKEIDVVAK 

RWPHCLRVVAAIAVLVSKAVK 

MIQGRALTVWTSHDVNSILTAK 

GDLWLSDNHNEEKIEHNWQQV 

IAQTYAAQGDLLEVPLTDPDLN 

LYTDGSSFVEKGLRKAAYAVFS 

DNGILESNPLTPGTSTQLAEL1A 

VTQALELEGKREPENPADNASY 

SCEPLEDLRLLFRRQPIEAVKLQ 

MVLQMEPQMQSMTKIYRGPLD 

WPASPCSNVDDIEGTPPKEISTA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=$top codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


14823 


45191 


A 


14910 


929 


1324 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPRA RTPRWA *A*M KG CRRS AT 

A* WCMC * SCR VPCPSCTPM FHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 


14824 


45192 


A 


1491 1 


2 


286 




14825 


45193 


A 


14912 


220 


249 


P*N**PSTLTTGTGSTTT*QIRM 
KVN*MGN/DSPQGKNTPKMYS 
GEFSPVRVHVPFSLSDLKQ1KID 
LGKFSDDPDGYIDVLQ 


14826 


45194 


A 


14913 


1 


163 


EPENPADNASYSCEPLEDLRLL 

FRRQP1EAVKLQMVLQMEPQM 

QSMTKIYRGPLDWPASPCS*DF 

LGRGAFNVmiGAWASRPVQGS 

AVDLSHGLHLGLHLKNHL 


14827 


45195 


A 


14914 


1 


287 




14828 


45196 


A 


14915 


2498 


2788 




14829 


45197 


A 


14916 


112 


333 




14830 


45198 


A 


14917 


329 


1666 




14831 


45199 


A 


14918 


1 


756 




14832 


45200 


A 


14919 


1256 


1651 


RRYQVQRPSEGTLVYLFWPV*/ 

PVVGVDPWLPTGPDWSLLVPIP 

PPRARTPRWA*A*MKGCRRSAT 

A*WCMC*SCRVPCPSCTPMFHS 

PCSAMTAVTPSLARP*THGSPP 

KAQGAPQGVKGPSSGLEAPPW 

A 


14833 


45201 


A 


14920 


1 


987 


MLVLGYNRKNTEGTQKQKGT 

NASDFHFLSQVLEQVVSPKGSK 

EAQCCVLRHLGCESSESAPGIPP 

N LG IQLLTW A VM WDPFPTTL A 

RAPSLALELMTQYFNNWNWV 

YNMITDQGESKMSKLKGKERR 

QREGERRERKREREKRERESQR 

KERKREKKGKKREREKDRSDL 

KQIKIDLGKFSDTPDGYIDVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TD VLEG LRKTRKKPUN * S M I STI 

TQGKEENPTAFLERLREALRKH 


14834 


45202 


A 


14921 


473 


1015 




14835 


45203 


A 


14922 


-> 


937 ! 




14836 


45204 


A | 


14923 


530 


612 


LQAKVFFLLRWPAILRG*NYGP 
RGVPH 


14837 


45205 


A 


14924 j 


101 


430 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


14838 


45206 


A 


14925 


1 


1587 


MAALTLRGVRELLKRVDLATV 

PRRHRYKKKWAATEPKFPAVR 

LALQNFDMTYSVQFGDLWPSIR 

VSLLSEQKYGALVNNFAAWDH 

PGD1VLDLCAAPGGKTLALLQT 

GCCLTWSRKRCAALSMFSRPA 

RCLCRARTTAPRAVRRPDQRR 

ATAAATKQQARATPEAPGSAA 

HSSYCTMIPSACCCLPRQLKPPH 

AQPARSAAKPGLDQPGSHARL 

RGRGGEARQSLEAIRGGPSG1A 

PSDIPLPAKPSRRVIAQTYAARG 

NLLEVPLTDPDLNLY1DGSSFVE 

KRLRKAGIKAVKLQIVLQMEPQ 

MQPMTKIYCGPLDQPASPRSNV 

DDIEGTNASDFPFLSQVLEQVV 

SPKGSKEAQCCVLRPLGCESNL 

KQIKIDLG KFSDTPDG Y I DVLQ 

GLGQPYYLTWRDIMLLLDQTL 

TPNERSAAITAVREFGDLWYLS 

QVNDRKITEEREQFPTGQQAVP 

SVDPHWDTESEHGDWCHRYLL 

TDVLEGLRKTRKKP\IN*SMISTI 

TQGKEENPTAFLERLREALRKH 


14839 


45207 


B 


14926 


1 


939 




14840 


45208 


A 


14927 


1 


4317 


MQSMTKMYCGPLDQPASPCSN 

VDDIEV KLEIM LLTERDDG KE V 

LDVGEERRYEIEEYDSKWTRK 

YNCLAVLRVHSGSQITTMKLIL 

WYLVVALWCFFKDGKIAASRS 

GGFSYGSSSSGDLDRKKPLFSL 

EFGSPGETEDKSRQRQDAGSPK 

SEDTPAGGFFNSSSSSGDSDRTK 

PFFSLGLGAPGKAEDKSGDSQD 

AGGSKSEDTPPGGFFYGSSSSG 

DSDKKKPLFSFEFGATGEDEDK 

SRERWDAGNSRSEDS 


14841 


45209 


B 


14928 


110 


269 




14842 


45210 


A 


14929 


1 


561 


EVFPACSQLVYWGKP1TIYPLCE 

NNVYMLSPNASVCLYSP\LAEQ 

FSHQFPSHDLPSVLAKFSLPVSL 

SEFRNPLAPAVQETQLIQMVV 

WMLQRRLLIQLHTAYVCLMASP 

SEEEPRPREDDVPFTARVGGRS 

LSTPNALSFGSPTSSDDMTLTSP 

SMDNSSAELLPSGDSPLNQRMT 

ENLLASLSEH 
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SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las! 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14843 


4521 1 


A 


14930 


1891 


2522 


GLSNQNQQPGRC1PDAHPVQDL 

VQDLVHTWCRVPCTSYVPCV* 

VPGAYLVHTRCIPGAGPGAYPV 

HTWCRTWCIPGAGFPAL/RPYH 

ALLLLSDEKSLLGELPIDCSPAL 

VRVIKTTSAVKNLQQLAQDAD 

LALLQAMGSAVAXLVMWAWP 

RATGPLKYCLRVGAGGACGWR 

PRLVAVSRALLLVWRCGSPWG 

PALAWQKSPEYSTKVLEKQ 


14844 


45212 


C 


14931 


113 


274 




14845 


45213 


A 


14932 


1 


1634 


ME1PAVILTVAPILHLTSCGFPV 

TGDGLKQA EG KCAPEEWN PTK 

FIKLTDNQACFACGLWPLSEIQ 

RRTSRT VTIISRI SALRJEKGNGR 

KPTSISGSVNEMRQVLVKDQVS 

MPRVLPTI1FVPDEAGFSAGAV 

WPCAA PL WGSS WTPLKVENCS 

FYIRLSFAISVGGDELKIAKLVS 

AFPERAYDLVGHQHQRPKVDK 

TTKMGRNQSRKAENSKNQNMS 

SPPKEHNSSPAREQNWMENEF 

DELREVGFRRSVITNFSELKEH 

VLTHHKEAKNLEKRLDEWLTR 

INSVEKSLNDLMELKTTLRELR 

EAYISFNSQFDQAEERVSVIEDQ 

ISEtfCQEVKFREKRVKRNEQSL 

QEIWDYVKRP\NLRLIGIPESDE 

ENGTKLENTLQDIIQENFPN1AR 

QANIQI/QGKLQRTPTKVASSRT 

ATPRHUSVGSPKLNMKAEKILR 

AAQRERSGLPTKGKPFRLTAAD 

LSAETSTSQKTEWGPIFNILKEK 

NF\QPR\ISYPAK\LSFISEGEIKYF 

TDQ AKCLRDFWTTRAFSCLP* K 

STRPALKELLKGST 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, Y=possible nucleotide insertion) 


14846 


45214 


A 


14933 


1 


1429 


mvlaagdpvekgitwarenag 

iyisctmmkj.smipigdqsyr.nl 

jplkfvaciliegnakcwplpef 

dpsqirjl1vyqdcerrgrnvlf 

dssvkrrnedisvsrjkylgiql 

TRDVKDLFKENYKPLLNEIKJED 

TNKWKNIPCSWIERJNIVKIAILP 

KKLGSDAQVKVFGKCCQLKPG 

GDSSSSLDSSVTSSSDIKDQCLK 

YQRTVDLSAQLSSSGKGQTTSS 

SGSLTPMTPHWEIPPSGGQQTS 

HTGELRLASGRGSSGMKLPEEG 

TDRNLCCSAASSGDTQANRDW 

SGPPANTSRPAAEGPDCDRENG 

TKLENTLKD1IHENFPNIARQAN 

IKIQEIQRTQQRYCSRRATPRHII 

VRFTKVEMKEKMLRAAGEKH 

WVIHKGKSIRLTVDLSAETLQA 

RR£WG\PIFNVLKEKNFQLRISY 

PAKLSFISEGEMKSFPEKQMLR 

DFVTIRLALQELLKEALNMARE 

/N R* QPLQKHM 


14847 


45215 


A 


14934 


2320 


2811 


ESKLTRGVKDLFRENYKPLLNE 
IKRGHKQMEEHSMLMGRKNQ 
YREK WPYLPKVNL* IQCHPHQA 
TNDCFH RIGKKLL* SS YGTKKE 
PALPSQS*DKRTKLEASHYLTS 
NYTTRLQ*PKQHRYWYQNRD1 
DQWNRTEASEIMPHIYTILILWT 
NLRKTSMGERHP 


14848 


45216 


A 


14935 


2 


872 




14849 


45217 


A 


14936 


769 


828 




14850 


45218 


B 


14937 


1 


669 




14851 


45219 


A 


14938 


1 


807 




14852 


45220 


B 


14939 


35 


212 




14853 


45221 


A 


14940 


235 


837 


QQAHKTPQRRHSAFTEYVRNN 

RLPETVIRVKQPALAIFSPDIAPL 

F V H FRADDD VTA RVIHA 1 1 M I F 

WCDRVEKRVSDAVACFTLESEI 

AEVGVLCRTHIRQ*RQVTPARM 

♦ALSRJLHACRSEDVRHNRPPYP 

VIRVKQPA\RRDLAPT*PHCSSIS 

AQTITSLPGCMREVT/ELRPEFF 

K* RKTV LRPTPI M RA RAERRC K 


14854 


45222 


C 


14941 


1 


1755 




14855 


45223 


A 


14942 


I 


747 




14856 


45224 


B 


14943 


1 


2466 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14857 


45225 


A 


14944 


1 


333 


LNLVLFQQRAELMIS*PQ*FSRA 
LLVIFPLLQTELQQLFFLLHVNP 
AAVEAPPSVPIGLYSENVRNNR 
LPETVIRVKQPALARFSPDIAPL 
F VH FRA DDD VT A RRVEKRCK 


14858 


45226 


B 


14945 


1 


1794 




14859 


45227 


A 


14946 


1183 


1899 


LNRRDSYVEYLADfCVADREED 

AEEYLEAIMEARVTVAGMGLV 

MEVQDYFDGEADRLAKAWLA 

EYTPQIKSLKDERKEAYRQIVE 

MSTEPQDVDL V RPANKFEMTR 

VREGEKEADLPVWKHHL/SV*R 

KRELSGSVEPLGNQVFEIETKRE 

NS* EL* * KSLKDERKE A YRQI VE 

MSTEPQDVDLVRPANKFEMTR 

VREGEKEADLPVWKHHLLCDE 

SGN YPALLN H WETRF LRS KPN 

VKIHRSSDKS PT Y F V FFI SQ Y DL 

PAFYPINGHFLVERVVKVRIVFI 

EEF A DHHHL A IFQFNNRLQRH A 

FVVTLANVTNQPFSVVVVVNL 


14860 


45228 


B 


14947 


I 


3099 




14861 


45229 


A 


14948 


1 174 


1545 




14862 


45230 


A 


14949 


1 


945 




14863 


45231 


A 


14950 


62 


576 




14864 


45232 


A 


14951 


1 


1642 


MLANIGFYNSNVIHRSKGAIGE 

GPPDPRGIVEQNLGGD1S1PCYN 

GPRPRRSAQKTTLGPLNQPRIPS 

AQCAGAFPRVAAAGAGGGGG 

GGSGGSGFCLGWRLRRRRQRR 

RRWRRGEGEGDGDAGHMRPR 

PAG RA E A RRRRRLRGNPPPG A R 

LPNREGNGSGVSWAAEVSGDG 

RGARTEAARTRRRPGGADNYP 

GAVPPVQLLTGWCVTAICAPPDI 

SAISALTAVKHGNCSSLTPLLNP 

PGSDVIVCAEMDEQWGYVGAK 

SRQRWLFYAYDSLRKTVVAHV 

FGERTMATLGRLMSLLSPFDVV 

IWMTDGWPLYESRLKGKLHVI 

SKRYTQRJERHNLNLRQHLARL 

GRKSLSFSKSVELHDKEELAAL 

FSELKQEQKKVDELIAKLVKNR 

TRIVNESDVFSWVIRREFQELR 

HPVDEEKARCLEGIGGHTRGLV 

ASLDMQLEQAQGTRERLAQAE\ 

LCWNSSEMRTTMSSSGSSTPWP 

PVSRRRPWTERRLGSVRGDRLR 

ERSRPAVNRTPRMSRVPSGAPR 

GTPSRRWWMMKCWDHQMRG 

LVEEEVG 
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SfcQ ID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( XMJnknnwn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14865 ! 


45233 


A 


14952 


1 


1513 


M1IALQKESLMSLQAQLDKALQ 

KEKHYLQTTITKEAYDALSRKS 

AACQDDLTQALEKRTGRDWNP 

PPFRTQQRGSKSLTAIRPLCLFR 

KLNHVTSETKSLQQSLTQTQEK 

KAQLEEEIIAYEERMKKLNTEL 

RKLRGFHQESELEV1LYEEEMG 

NHNENTGEKLHLAQEQLALAG 

DKITSLERSLNLYRDKYQSSLS 

NIELLECQVKMLQGELGGIMG 

QLSKTSSDLSKM/RCY/TTW*M 

WTKLQFIHSILTSV1FHLLSFSSM 

GSI*KWIMALSGSSFLLDAHY1S 

QFGPRQLPSVCAEPEKEKATDG 

VVRNGKSTAGHQRYLCSHCRK 

TWQLQFTYTASQPAGQ*RHRL 

RG\MDEQWGYVGAKSRQRWLF 

YAYDSLRKTVVAHHREQGSIK 

CKLEEDLQEATKLLEDKREQLK 

KSKEHEKLMEGELEALRQEFK 

KKDKTLKENSRKLEEENENLR 

AELQCCSTQLESSLNKYNTSQQ 

VIQDLNKSPMEIRFQLYIFTPDQ 


14866 


45234 


A 


14953 


125 


363 


INVSVWSQPFPGG*QPEKGLKE 
HPADARPGSCXPPAGRPVQGRA 
EVASAAPPRGSSPAAAPGQSHP 
PSCLRAPLYWSFSR 


14867 


45235 


A 


14954 


306 


583 


TCSTRRRKNDLSVKYVSVWSQ 
PFPGG*QPEKGLKEHPADARPG 
SCVPPAGRPVQGRAEVASAAPP 
RGSSPAAAPGQSHPPSCLRAPL 
YWSFSS 


14868 


45236 


A 


14955 


225 


407 


LRGMVTFSPFSSILNGQFEPNSG 
CPL/CPVCWVCLREPGDPEKLG 
EFLQKDNISVHYFCLVS 


14869 


45237 


A 


14956 


484 


722 


NTCRCGHNRSPEVNSRRGGLRS 
IPRMPDAGSCS/PPAGRPSAGPG 
RRSPPPLLPRGSSPAAAPGQSHP 
PSSSQGAAVLEL 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown» 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


14870 


45238 


A 


14957 


434 


1790 


GNFFRKTISACIISVLSYLVSCLR 

GASPTEASMDFCLKTSKREAAR 

ASRKICFVCKKKGAAINCQKDQ 

CLRNFHLPCGQERGLPFTIFWR 

VQ1IL*QTSP/EHRTSNMGHVGE 

ESCILCCEDLSPTECLRTFQSPC 

CSQAIYHRKCIQ/TNMPTHQSK 

HFFKCPQCNM RKE F PQEM/REN 

GNSYSRQRCCLGTRARGFLRLI 

SALSAL*CPHLVCMNKAETALR 

MKGGGASFCVLHADPTEPTGT 

APLLDLTVRNGSVRSVHL/PAA 

TDYIPENSGDIPCCSSTFHPEEHF 

CRDNTLEENPGLSWTDWPEPSL 

LEKPESSRGRRS/VLLEVQGCQ 

NH*QLQK1QVTPSE* LLVPHNR 

V * TC APPSG LG REH SGTV RQG S 

RASSETMS/LSKEKSQWSMRRE 

QSRCQQGNAFMATRVPLLSPPL 

LPPRILPP*SCFHMPLLTSPMFV 

VMQIKVFSPKKKKK 


14871 


45239 


A 


14958 


146 


484 




14872 


45240 


A 


14959 


228 


353 




14873 


45241 


A 


14960 


214 


722 


TARELPGRVLKEMYIQQK*EGA 

ALGRPTRPGRQGQRVRRAECR 

RLFRGVLRPCNRC 


14874 


45242 


B 


14961 


1 


951 




14875 


45243 


A 


14962 


241 


517 


QSCGQRLPTVLR/PLRTPWILPM 
YPQPL P A G G PTPCL RSRP Y IN ITI 
LKGDKGDPGPMGLPGYMGRE 
GPQGEPGP*GSKGDKGEMGRP 
RRPVP 


14876 


45244 


A 


14963 


748 


1055 


DRKQTSPGDAYHTIPGSLSSSSD 

HVLSEPD*GEGSHL**SVQHDD 

VPPTA**RLQY\RAVVLFPTATL 

PAILIM*GMRCPLVPRNCSRTW 

TAQIRAYIEVQQT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in LfSSN 
(19/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14877 


45245 


A 


14964 


1 


832 


MPHVCAQRRLPVAAVLPPDGA 

QNCILLAGLSAGTFCHHGGVH1 

LLSNPVATSLLVA1DRVGQIP1PP 

PPPPALPYDCCCPPPSRHTEDRE 

HVP1PLHWKLMVNRWFLPVPT 

EW1ATLSNSSRSSRTCSMQGLSF 

LDSQVHLKAMIEDLRGNVSKES 

SPCLADNADVGQFPMEGGQKD 

PKQRIIPFCQGVTNLSGPHGPGA 

VCGGSHYQKQESSEISLSVGQV 

WTSSRRMSQVGGSSHCRGARL 

GPCNVPRRPDGVQDEFSLQPEE 

DAG*QTSVDPMVLEQYVVVA/ 

NYQKQESSEISLSVGQ/VVDIIE 

KNESGWWFV/STAEEQGWVPA 

TCLEGQMGCRMSFLCSLKKML 

DWIQRRVSL 


14878 


45246 


A 


14965 


1 


346 




14879 


45247 


A 


14966 


157 


413 


ALVCS/SSLA1REMQIKTTMRYH 
LTPVRMA1IKKSGNNRCWRGC 
GEIGTLLHCWLDCKLVQPLWK 
SVW*FLRNLELEIPFDPAIPLL 


14880 


45248 


A 


14967 


1930 


5781 


RAKSPAN1IMTGSNSHIT1LTLN 

VMGLNSP1KRHRLASWIKSQDP 

SVCCIQETHLMCRDTHRLKIKG 

WRKIYQANGKQKKAGVAILVS 

DKTDFKPTKI KRDKEGH YMM V 

KGSIQQEELTILNMYAPNTGAP 

RF1KQVLSDLQRDLDSHTLIMG 

DFNTPLSTLDRSTRQKVNKDTQ 

ELNSALHQADLIDIYRTLHPKST 

EYTFFSAPHHSYSKIDHILGSEA 

LLSKCKRTEIITNYLSDHSAIKL 

ELRJKNLTQSR 


14881 


45249 j 


A 


14968 


1 


2235 




14882 


45250 


A 


14969 


1 


2148 




14883 


45251 


A 


14970 


1 


1821 




14884 


45252 


A 


14971 


1 


1248 




14885 


45253 


B 


14972 


4 


2121 




14886 


45254 


A 


14973 


1 


1137 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14887 


45255 


A 


14974 


1 


1240 


MNIDAKILNKILANRJQQHIKKL 

1HHDQVGFIPGMQGWFNICKSI 

NV1QHJNRAKDKNHM1ISIDAEK 

A FDK 1QQPFMLKTLNKLG IDGM 

YFKIIRAIYDKPTANIILNGQKLE 

AFPLKTGTRQGCPLSPLLFSIVL 

EVLARAIRQEKE1KGIQLGKKE 

VKLSLFADDMIVYLENPIVSAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNRQTESQIMSELPFTI 

ASKRLKYLGIQLTRDVKDLFKE 

NYKPLLKE1KEDTNKWKNIPCS 

WVGRJNIMKMAILPKVIYRFNA 

1PIKLPMPFFTELEKTTLKFIWNE 

KRAR1AKSIPSQKNKAGGITLPD 

FKLYYKATVTKTAWYWYQNR 

D1DQWNRTEPSEITPHIYNYLIF 

DKPEKNKQIQKAFILHXKEPWV 

MWNMGTNVR ! 


14888 


45256 


A 


14975 


1 


2241 




14889 


45257 


A 


14976 


1 


2802 


MYGTGYRDVAGKWAIDPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLS1LTQPLRQWGLEGIKKPNS 

WIISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TN KQKGI ASTSTKRTSTPKPHL 

YVTIIKDQSY1KPQRWGKNIAE 

KLKILKIRVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEVI 

ESQMNE1KGEEKFREKRVKRNE 

QSLQEIWDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


14890 


45258 


A 


14977 


1 


2739 




14891 


45259 


A 


14978 


1 


2478 




14892 


45260 


A 


14979 


590 


727 




14893 


45261 


A 


14980 


1 


3255 j 




14894 


45262 


A 


14981 


1 


3810 




14895 ! 


45263 


B 


14982 


1 


3127 




14896 


45264 


A 


14983 


1 


3325 




14897 


45265 


B 


14984 


1 


1734 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14898 


45266 


A 


14985 


1 


2067 


MELKTKARELREECRSLRSRCD 

QLEERVSAMEDEMNEMKREG 

KF REKRI KRNEQS LQEI W D Y V K 

RPNLHLIGVPETDGENGTKLEN 

TLQDIIQENFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

K VEMKEKM LRA AREKE1 QTTI R 

EYYKHLHANKLENLEEMDKFL 

DTYTLPRLNQEKVESLNRPITG 

AEIVA1IN/SLPTKKSPGPDGFTA 

EFYQRGMLPNSFYEASI1LIPKLG 

RDTAKKENFRPISLMN1DAK1LN 

KILAKRIQQHIKKLIHHDQVGFI 

PGMQGWFN1RKSFNVIQHVNRT 

KDKNHMIISIDEEKAFDKIQQPF 

M LKTLNKLG1 DG MYF1IIRAIYD 

KPTAHIILNGKKLEAFPLKTGM 

RQGCPLSPLLFNIVFKVLARAIR 

QEKEIKG1QLGKEEFKLSLFADD 

MIVYLENPIVSAQNLLICUSNFS 

KVSGYKINVQKSQTFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFKENYKPLLKEIK 

EDTNKWKNiPCSWVGRINIVK 

MAILPKVIYRFNAIPIKVPMTFF 

TELEKTTLKFIWNQKRACIAKSI 

LSQKNKAGGITLPDFKLYYKAT 

VTKTAWYWYQNRDIDQWNRT 

EPSE1TPHIYNYL1FDKPEKNKQ 

WGKDSLFNKWCWENWLAICR 

KLKLDPFLTPYTKrNSRWlKD 


14899 


45267 


A 


14986 


1 


1293 




14900 


45268 


A 


14987 


1 


3229 




14901 


45269 


A 


14988 


1 


3352 




14902 


45270 


A 


14989 


1 


1419 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of* last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14903 


45271 


A 


14990 


1 


1716 


M KA EIKMFFETN ENKDTTYQN 

LWDTFKAVCRGKFIALNAHNR 

KQERSKIDTLTSQLKELEKQEQ 

TYSKASRRQEITKIRAELKE1ET 

QKTLQKINESRSWFFERINKIDR 

PL ARLIKKKRQKNQMDTJ KN D 

KGDITTDPTE1QTTVREYYKHL 

YTNKL ENLEEMD KFLDTYTL PR 

LNQEEVESLNRPITGAEIVAI1NS 

LPTKKSPGPDGFTAEFYQRYKE 

ELPGRJDTTKEENFRPISLMNIDA 

KILNKJLANQIQQHIKKUHHDQ 

VGFIPGMQGWFNIRKSINVIQHI 

NRAKDKNHMIMSIDAEKAFDKI 

QQPFMLKTLNKL VLE VL ARA I R 

REKEIKGIQLGKEEVKLSLFAD 

HMIVYLENPIVSAQNLLKLISNF 

SKVSGYKINVQKSQAFLYTNNR 

QTESQIMSELPFTIASKR1KYLGI 

QLTRDVKDLFRENYKPLLKEIK 

EDTNKWKNIPCSWVGRINIVKV 

A I LPKVI YSFN AIPIKIPMPFFTEL 

EKTTLKFI WNQKRARI A KS 1 LSQ 

KNKAGAITLPDFKLYYKPTVTK 

TAWYSYQNRDMDQWNRTEPSE 

ITPH1YNYLIF 


14904 


45272 


A 


14991 


1 


702 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14905 


45273 


A 


14992 


473 


2385 


HSFLSFIVLMYLTMDLTRSQKH 

G WASSPSHGTSP WPVRLRTSL A 

KPCKWQVSLCWWLSASPGSSF 

SLVRSSLLIIVPHAESVSRRPSLL 

SRVGLFPARY*HRVWQRSPSPQ 

TRDHL1KRNPSQDV*RRQQPRG 

TRVSNXKCSLHTSALGIGRQPSC 

DATL*GQQGLP/VK*KRQQPAP/ 

MSQQQTGAALEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENPTVSAQNLLKLISNFSK 

VSGYKINVQKSQAFLYTNNRQ 

TESQIMSELPFTIASKR1TYLGIQ 

LTRDAKDLFKENYKPLLKEIKE 

DTNKWKNIPCSWVGRJNIVKM 

AILPKEPGWARSLVFGARGLQG 

QGRCGQSRGGGGSCLGGGGST 

EN WQHREPS A RKTGSTENRRH 

REP A A PRTG STEN Q H REP A APR 

TGTEN RH REPS ARKTGSTENRR 

HREPAAPRTGSTENQHREPAAP 

RTGTENRHQEPAAPRTGGTENR 

QHREPAAPRTGTENRQHREPAP 

RTG STEN RQH REPA PRTG STEN 

RQHRES A A PRTGSTENRHQEPA 

APRTGTENRHREPSAPRTVGTE 

N RRH REL V A PRTGGTENRPREP 

P AGTRPRHTPM RGGSEGALFH 

QRRFLEPTPDREQLEGIRYPPVA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14906 


45274 


A 


14993 


687 


2274 


LRDCKRINQHPVKTDQSAFCK 

M/API/MQDVVLEVLARAIRQEK 

EIKGIQLGKEEVKLSLFADDMI 

VYLENP1VSAQNLLKLISNFSKV 

SGYKINAQKSQAFLYTKNRQTE 

SQIMSELPFT1ASKRIKYLG1QLT 

RDVKDLFKENYKPLLKEITEDT 

NKWKNIPCSWVGRJNIVKMA1L 

PKVIYRFNAIP1KLPMTFFTELE 

KTTLKFIWNQKRARMAKSILSQ 

KNKAGG1TLPDFKLYYKATVT 

KTAWYWYQNRDVDQWNRTEP 

SEITPHIYNYL1FDKPDKNKQW 

GKDSLFNKWGWENWLAICRKL 

KLDPFLTPYTRINSRWIKDLNV 

RPKT1KTLEENLD1TIQD1GMGK 

DFMSKTPKAMATKAKIDKWDL 

IKLKSFCIAKETT1RVNRQPTKW 

EKIFATYSPDKGLISRIYNELKQI 

YKKKTNNPIKLKWAKDMNRHFS 

KEDIYAAKKHMKRrS^SI A1RF 

IOIKTTMRYHLTPVRMAIIKK^ri 

NN/R/CF*WQKPGPSG*ALRSWK 

EDIAGTSYVGMNQCQMRKNTK 

TLI 


14907 


45275 


A 


14994 


1 


3189 




14908 


45276 


A 


14995 


1 


3351 


MGKKQNRKTGNSKMQSASPPP 

KERSSSPATDQSWMENDFDEL 

REEGFRRSNYSELREDIQTKGK 

EVEN FEKNLE EC 1 TRI TNTEKCL 

KELM ELKTKARELREECRSLRS 

RCDQLEERVSAMEDElVfNEMK 

QEGKIKRDKEGHYIMVKGSIQQ 

EELT1LN1YAPNTGAPRFIKQVL 

SDLQRDLDSHTLIMGDFNTSLL 

TLDRSMROKVNKDTOELNSSI 

HQADLID1YRTLHPKSIEYTFFS 

APHHTYSKIDHIVGS 


14909 


45277 


A 


14996 




3192 




14910 


45278 


A 


14997 




2742 




14911 


45279 | 


B 


14998 




2313 




14912 


45280 


A 


14999 




1542 




14913 


45281 


A 


15000 




3300 




14914 


45282 


A 


15001 | 




1824 j 




14915 


45283 


A 


15002 




2982 
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SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14916 


45284 


A 


15003 


1 


2375 


MSGFLISPKHKHGTNSG1VSWA 

DVQSQLRHIEAAFDQEAAAVL 

MARLGVFRAESEEGPDVLRWL 

DRQLIFvLHSLLTTLDlVPAGKGE 

VVKGPMSISQQAKGCQKFGQY 

NKEDPTSFRLSDSFSLYPQFMF 

HLRRSPFLQVFNNSPDESSYYR 

HHFARQDLTQSLIMIQPILYSYS 

FHGPPEPVLLDSSSILADRJLLM 

DTFFQIVIYLGETIAQWRKAGY 

QDMPEYENFKHLLQAPLDDAQ 

EILQARFPMPRYINTEHGGSQK 

KREKN Q I DA I KN D KG D I TTEPTE 

IQTTIREYYKHLYANKLESLEE 

MNKFLDTYTLPRLNQEEVESLN 

RQ1TGSEIEA1INSLPTKKSPGPD 

RFT A KF YQRTN DQKH MUSI DA 

EKA FDKIQQPFMLKTLNKLGI D 

GTYFKIIRAIYDKPTAN1ILNGQ 

KLEAFPLKTGTRQGCPLSLLLF 

NIMLEVLARAIRQEKEIKGIQFG 

KEEVKLSLFADDM1VYLENPIV 

LAQNLLKLISNFSKVSGYKINV 

QKSQAFLYTSNRQTESQ1MSEL 

PFTIASKRIKYLG1QLTRDVKDL 

FKENYKPLLNEIKEDTNKWKNI 

PCSWVGR1NIVKMAILPKV1YRF 

NAIPIKLSMTFFTELEKTTLEFI 

WNQKRARITKS1 LSQKNKA EG I 

TLPDFKLQYKATVTKTAWYSY 

QNRDIDQWNRTEPSEIVPCIYN 

YLIFDKPDKNKKWGKDSLFNK 


14917 


45285 


A 


15004 


1 


1428 




14918 


45286 


A 


15005 


2 


1975 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possib!c nucleotide insertion) 


14919 


45287 


A 


15006 


1 


3891 


M KPE I KMFFETN ENKDTT YQN L 

WDTFKAVCRGKFIALNAHKRK 

QERSKINTLTSQFKELEKQEQT 

NSKASRRQEITKIRAELKEIETQ 

KPLQKINESRSWFFEKINK1DRP 

LARLIKKKREKNQIDAIKN DKG 

DITTDPTEIQTTIREYYKHLYAN 

KLENLEEMDKFLDMYTLPRLN 

QEEVESLNRPITGSEIEAIFNSLP 

TKKSPGPDGFTAEFYQRYKEEL 

VSFLLKLFQS1KKEGILLNLFYE 

DSIILKPKPGRDTTKKENFRP1SL 

MNIDAKILIKILANRJQQHIKKLI 

HHDQVGFIPGMQGWFNIRKS1N 

VIQH1NRTKDKNHMIISIDAEKA 

FDK I QQPFM LKTLN KLG I H GT Y 

LKII RA I YDKPTANI I LNGQKLK 

AFPLKTGTRQGCPLSPLVFNIVL 

EVL A WA I RQEKEIKG IQLGKEE 

VKLSLFADDMTVYLENPIISAQ 

NLLKLISNFSKVSGYKINVQKS 

QAFLYTNNGQTESLIMSELPFTl 

ASKRJKYLG1QLTRDVKDLFKE 

NYKPLLNEIKEDXTNKWKNIPCS 

WVGRINIVKMAILPKVIYRFNAI 

PIKLPMTFFTDLEKTTLNFIWNO 

KRARITKSILSQKNKAGGITLPD 

FFCL Y YTATVTKTA W Y WYQNS 

MVLVPKQRYRSMEQNRALRN 

NAACLQLSDL 


14920 


45288 


A 


15007 


1 


4215 


MHSCLPDATGEGELYNSLGSLT 

WSFLSMIG VLL WVDFSGDS1 DL 

CSPLWNRTNLEALQKKLEELEL 

DEQQRKRLEAFLTQKQKVGEL 

KDDDFEKISELGAGNGGVVFK 

VSHKPSGLVMARKLIHLEIKPAI 

RNQIIRELQVLHECNSPYIVGFY 

GAFYSDGEISICMEHMVLLQER 

PCPGFLWMENSDYGLLLPLDLL 

LCLSFSFSKVLSDLVSDILIHGM 

KARNRSIHGDVVVVELLPKNE 

WKGRTV A LCENDC 


14921 


45289 


A 


15008 


1 


2823 
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SKQ ll> 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14922 


45290 


A 


15009 


1 


3253 j 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQGDL1DIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIV 

GSKALLSKWKRTEIITNYLSDH 

SAIKLELRIKNLTQSRSTTWKLN 

NLLLNDYWVHNEMKAE1KMFF 

ETNENKDTTYQNLWDAFKAVC 

RGKFIALNAHKRKQERSKIDTL 

TSQLKELEKQEQTHSKASRRQE 

ITKIRAELKEIETQKTLQKINESR 

SWFFERINKIDRPLARLIKKKRE 

KNQ1DTIKNDK 


14923 


45291 


A 


15010 


1 


2816 


M EDEMN E M KREG KFREKR1 KR 

NEQSLQEIWDYVKRPNLHLIGV 

PESDVENGTKLENTLQDIIQENF 

PNLARQANVQIQEIQRTPQRYS 

SRRATPRHI1VRFTKVEMKEKM 

LRA A REKGHCNSG KSHRSL WE 

QNKGIFTTCICDDAEDLQSPSTA 

GPWFGVLYTKGGPYPQED1FSE 

EVHTGPKLRKKIQEYQLTSKWS 

KSDVQVSVERRMAGGNPNQCH 

IGEVLLDGFTAEFYRRYKEELV 

PFLLKLFQS1EKEG 


14924 


45292 


A 


15011 


I 


3347 


MGDFNIPLSTLDRSTRQKVNKD 

TQELNSALHQADLIDSYRTLHP 

KSTEYTFFSAPHHTYSKIDH1LG 

SKALLSKCKRTEIITNYLSDHSA 

IKLELRIKNLTQNCSTTWKLNN 

LLLNDYWVHNEMKAEIKMFFE 

TNENKDTTYHNLWDAFKAVCR 

GKFIALNAHKRKQERSKIDTLT 

SQLKELEKQEQTHSKASRRQEI 

TKIRAELKEIETQKTLQKJNESR 

SWVFERINKIDRPLARLTKKKS 

EKNQIDAIKNDK 


14925 


45293 


A 


15012 


1 


3855 


MG KKQN RKTGN S KTQS A SPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELWEDIQTKGKE 

VENFEKNLEECITRJTNTEKCLK 

ELMELKTKARELHEECRSLRSR 

CDQLEERVSAMEDEMNEMKRJE 

G KFREKRI KRNEQSLQEI WD Y V 

KRPNLRL1GVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQI 

QEIQRMPQRYSSRRATPRHIIVR 

FTKVEMKEKMLRAARQKAPH 

HTYSKIDH1VGSKAL 


14926 


45294 


A 


15013 


1 


2559 




14927 


45295 


A 


15014 


1 


2956 
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SEQID 

NO: 


SEQIDNO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


14928 


45296 


A 


15015 


1 


1853 


MGRNQSRKAENSKNQSASSPP 

KDCSSSPAMEQSWTENDFDELT 

EVGFRRSVITNFSELKEHVETNL 

KEAKHLEKRLDKWLTRIKSVE 

KILNDLMELKTMAQELHDTCR 

SFNSQFNQVEERVSVIEDQFNE 

MNIDGTYLKI1RAIYDKAPPRNII 

LNQQKLEAFPLKTGTRQGCPLS 

PLLFN1VLEVLARA1RQEKEIKGI 

QLGKEEVKLSLFADDMIVYLEN 

PIVSAQNLLKL1SNFSKVSGYKI 

NVQKSQAFLYTNNRQTESQIMS 

ELPFTIASKRIKYLGIQLTRDVK 

DLFKENYKPLLKEIKEDTNKW 

KNIPCSWVGR1NIVKMAILPKVI 

YRFNA1PIKLPMTFFTELEKTTL 

KFIWNQKRARIAKS1LSQKNKS 

GGITLPDFKLYYKATVTKTA/W 

L/YHTPLSCLPP*WNRTEPSEIIP 

HIMAVAQ1QQVKLLLLQGQHA 

SSRLQPTSSTKCGGWTASSASP 

RSMGLSSWKGNLASAIHYFPCK 

PLTLPSRISTSSSSWGCRQAHAV 

LEVLRWPPGLGWPGWHHLTLL 

HVPPVRJTKSNGPRACTRASAS 

HARHHQYNQEPSLSPLHSPLPP 

PEQVLVSTAERTEDRSYHRTLC 

RHSPYFKNEAADLRGEGYSS 


14929 


45297 


B 


15016 


1 


3276 




14930 


45298 


A 


15017 


1 


2274 




14931 


45299 


B 


15018 | 


440 


3383 [ 




14932 


45300 


A 


15019 


1 


2646 J 
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SEQID 
NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14933 


45301 


A 


15020 


1 


2229 


MGKKQNRKTGNSKTQSASPPP 

KERSSSPATEQSWMENDFDELR 

EEGFRRSNYSELRED1QTKGKE 

VQNFEKNLEECITR1TNTEKCLK 

ELMELKTKARELREECRSLRSR 

CDQLEERVSAMEDEMNEMKRE 

GKFREKR1KRNEQSLQEIWDYV 

KRPNLRLIGVPESDVENGTKLE 

NTLQDIIQENFPNLARQANVQ1 

QEIQRTPQRYSSRRATPRH1IVR 

FTKVEMKJEKMLRAAREKJEIQT 

T1REYYKHLYANKLENLEEMD 

TFLDTYTLPRLNQEEVESLNRPI 

TG SE1 V A 1 IN SLPTK K S PG PDG FT 

AEFYQRYKEELVPFLLKLFQS1E 

KEGILPNSFYEASIILIPKPGRDT 

TKKENFRPISLMNIDAK1LNKIL 

ANRIQQH I KK LIHHDQ VG F 1 PG 

MQGWFNIRKSINVIQHINRAKD 

KNHMIISIDAEICAFDK1QQPFML 

KTLN KLG IDGTY F KI I RA I YDKP 

TANIILNGQKLEAFPLKTGTRQ 

GCPLSPLLFNIVLEVLARAIRQE 

KEIKGIQLGKEEVKLSLFADDM 

IVYLENPIVSAQNLLKLISNFSK 

VSGYKIMVQKSQAFLYTNNRQ 

TESQ1MGELPFTIASKRIKYLGIQ 

LIRDVKDLFKENYKPLLKEIKJE 

DTNKWKN1PCSWVGRINIVKM 

AILPKMGKTTLICFIWNKXSRIAK 

SILSQKN/KAGGITLLTQLYYKA 

TVTKTAWYWYQNRD1DQWNR 


14934 


45302 


A 


15021 


I 


960 




14935 


45303 


A 


15022 


1 


2928 


MEDEMNEMKQEEKFREKRJKR 

NEQTLQEIWDYVKRPNLHLIGV 

PESDGENGTKLENTLQDI1QENF 

PNLARQANVQIQEIQRMPQRYS 

SRRATPRHIIVRFTKVEMKEKM 

LRA A RE KDRSM RQKVN KDTQE 

LNSALHQADLID1YRTLHPKSTE 

YTFFSAPHHTYTKIDH1LGSKAL 

LRKCKRTEIITNYLSDHSAIKLE 

LRJKNLTQNRSTTWKLNNLLLN 

DYWVHNKMKAE1KMFFETNEN 

KDTTYQNLWDAF 


14936 


45304 


A 


15023 


1 


1782 




14937 


45305 


A 


15024 


1 


4881 




14938 


45306 


B 


15025 


1 


5962 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14939 


45307 


A 


15026 


1 


2053 


MKAEIKMFFETNKNKDTTYQN 

LWDAFICAVCRGKF1ALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKE1ET 

QKTLQKINESRSWFFERINK1DR 

PLARLLKKKREKNQIDAIKNDK 

GDITTDPTEIQTTIREYYKHLYA 

NKLENLEEMDKFLDTYTLPRLN 

QEEVESLNRPITGAEIVAIFNSLP 

TKKASPGPDGFTAELYQRYKEG 

AVLEVLARAIRQEKEIKGIQLG 

KEEVKLSLFAGDMI V YLENPI V 

SAQNLLKLISNFSKVSGYK1NV 

QKSQAFLYTNNRQTESQIMSEL 

PFTIASKRIKYLGIQLTRDVICDL 

FKENYKPLLNE1KEDTNKWKNI 

PCSNWGRINIVKMAILPKVIYGF 

NAIPIKLPMTFFTELEK\TT*KF! 

WNQKRARIAK*ILSQKNKAGGI 

TLPDFKLLYYKATVTKTAWYW 

YQNRD1DQWSRTEPSEIMPHIY 

NYLIFDKPDKNKKWGKDSLFN 

KWCREN WLAICRKLKLDPFLTP 

YTKINSRW1KDLNVRPKTITTLE 

EKLSNTIQD1GMGKDSMSKTPK 

AMATNVK1QKWDLIKLKSFCT 

AKETTIRVNRQPTTWEK1FATY 

SSDKGLISRI YN ELKQI YKXKTN 

NPIKKWVKDMNRHFSKED1YA 

AKKHMKKCSPSLAIREMQIKTT 

MR Y H LTPVRMA 1 1 KKSGNNRC 


14940 


45308 


A 


15027 


3 


3229 




14941 


45309 


A 


15028 


1 


3907 


MGDFNTPLSTLDRATRQKVNK 

DTQELNSALHQADLIDIYRTLH 

PKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

AIKLELRIKNLTQNRSITWKLSN 

LLLNDYWVHNEMKADIKMFFE 

TNENKDTTYQNLWDTFKAVCR 

GKFLALNAHKKKQERSK1DTLT 

SQLKELEKQEQTHSKASRRQEI 

TKJGAELKEIETQKTLQKINESR 

SWFFERJNKIDKPLARLIKKKRE 

KNQIDAIKNDK 


14942 


45310 


A 


15029 


1 


4005 




14943 


45311 


A 


15030 


287 


2708 




14944 j 


45312 


A 


15031 




4602 




14945 


45313 


A 


15032 




4806 
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SEO ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


14946 


45314 


A 


15033 


965 


5928 


T WKGTTSTSRCK 1 MPKY RSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEY/TFFSAPHHTYSK 

IDH1VGSKALLSKCKRTEIITNY 

LSDHSA1KLELR1KNLNQSRSTT 

WKLNNLLLMDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDA 

FKAVCRGKFIALNAHKRKQERS 

KIDTLTSQLKELEKQEQTHSKA 

SRRQE1TKIRAELKEIETQKTLQ 

KINESRSWFFERINKIDRPLARL1 

KKKREENQ1D 


14947 


45315 


A 


15034 


383 


8708 




14948 


45316 


A 


15035 


2 


3257 


WRK1YQANGKQKKAGVAILV/S 

DKTDFKPTKIKRDKEGHYIMVK 

GS1QQEELT1LNIYAPNTGAPRFI 

KQVLSDLQRDLDSHTLIMGDFN 

TPLSTLDRLMRQKVNKDTQEL 

NSALHQVDL1DIYRTLHPKSTE 

YTFFSAPHHTYSKIDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRIKNLTQSRSTTWKLNNLLLN 

DYWVHMEMKAEIKMFFETNEN 

KDTTYQNLWDAFKAVCRGKFI 

ALNAYKRKQERS 


14949 


45317 


A 


15036 


1 


3508 


MELKTKARELREECRSLRSPCN 

QLEERVSAMEDEMNEMKREG 

KFRDKRIKRNEQSLQEIWDFVK 

RPNLRLIGVPESDGENGTKJLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSSRRATPRHIIVRFTK 

VEM KEKMLRA AREKAPHHT YS 

KIDH I LG SKVLLSKCKRTEIITN 

YLSDHSAIKLELRIKNLTQNHST 

TWKLNSLLLNDYWVHNEMKA 

EIKMFFETNENKDTTYQNLWD 

TFKAVCRGKFIALN 


14950 


45318 


B 


15037 


1 


4760 




14951 


45319 


A 


15038 


1 


3110 




14952 


45320 


A 


15039 


1 


5546 


MELKTKARELREECRSLRSRRN 

QLEERVSAMEDEMNEMKREG 

KFREKRIKRNEQSLQEIWDYVK 

RPNLRLIGVPESDAENGTKLEN 

TLQDIIQEDFPNLARQANVQIQE 

IQRTPQRYSSRRATPRHIIVRFT 

KVEMKQKMLRAAREKDFKPT 

KIKRDKEGHYIMVKGSIQQEEL 

TILNIYAPNTGAPRFIKQVLSDL 

QRDLDSHTLIMGDFNTPLSTLD 

RSTRQKVNKDTQELNSALHQA 

DLIDIYRTLHPKSTE 
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SEQ ID 


SEQ II> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,2 1 7 


Nucleotide 
location of first 

rofliin for npntiilt* 

sequence 


Nucleotide location of las 
codon for last amino acid 
ui |jc|iiiui: aCijiitrncc 


Ammo acid sequence ( X=lJnknown, 
*=Stop codun, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


J 4953 


45321 


B 


15040 


1 


4534 




14954 


45322 


B 


15041 


1 


1826 




14955 


45323 


B 


15042 


1 


1626 




14956 


45324 


A 


15043 


248 


1212 


NSKHYRSGQKKKLPTLPRAAN 

SRWRSLKI/GFTVSFDETLKPFV 

RDVSGSRLKDLPKPNKSDDETR 

ANDAVNRYKLLKKDARTIAAQ 

QVARLESAMCLRRRWSLENFQ 

LFLVEHPLVRHLTRRLIWGVYS 

AENQLLACFRVAEDNSSSTADD 

DLFTLPEGDIS1GTPHVLEISPTD 

AAALLFADYELLPPFRQLDRNS 

Y ALTE AERN ASELTRW AG RKC 

PSGRVMGLANKGWIKGEPQDG 

GWIGWMIKPLGRWSLIME1DEG 

FAVGMSPAELSAEQLLSKLWL 

WEGKAERYGWGSNSTQEAQFS 

VIDA ITASELINDIEALFE 


14957 


45325 


A 


15044 


1 


1788 




14958 


45326 


A 


15045 


1 


3048 




14959 


45327 


A 


15046 


1 


3546 




14960 


45328 


A 


15047 


969 


1205 


SPVRCC1SAVHRTYHRRTSALL 
RLAELHRLLEKCASRQWMYEN 
I*SPFRQIA*CLPYSDHKNQRLH 
GLDSIFLARLLW 


14961 


45329 


A 


15048 


877 


1248 


WPLTVPYCGVGYAS*A*VADN 

HR A VG YLSRWAG RKCPSGRV 

MG/LANKGW1KGEPQDGGWI/G 

WMTKPLGRWSL1MEI/DEGFAV 

GMSPAELSAEQ/LLSKLWLWEG 

KAERYG/WGSNSTQEAQFSVID 


14962 


45330 


A 


15049 


854 


1313 


DHGVASAATCVYTNEGHRQSY 

VRVCEYASRTRVSHHCSV*RVL 

RCEAIRIVSPDRSC*RDPEFSYL\ 

ALPENYNRLFLPNSTNQTNNRI 

KTLNSIA1GKLLAAGGVYNGNI 

EGFRDTAEKLDGRTIDGYDQIL 

NEKTA V 1 A KATAXSILLTICRS 


14963 


45331 


A 


15050 


1010 


1396 


KPFGKLTYKLFEGHAWLVKAE 

KVRVGYRILGRLTYPFDIRFPAL 

PFGLVL*KGAHFTVPR1WAGHA 

C* LMPM A LPMFRWK VTGLLFIP 

ICLVKPSFLTLT1IIAIRRISTSTN 

CRKTPKQPSRWCKPR 
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SKQ 11) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14964 


45332 


A ! 


15051 


361 


837 


DGQQLIALHRLALRELQQAVH 

AGLPQQAKILFDGGSE1GKIPSEI 

YFCQLVKL1LCPVLFPCWRRVA 

1LWRRRDVLFFGSFSFSALVSPH 

LCG/SYLPFVFDVGDRL*LSVG 

WS\KE1WPCK*GFGHLMSVLNT 

PMKSLVEGFKHFPLAGFGYEYL 

SFFCR 


14965 


45333 | 


A 


15052 


1563 


1652 




14966 


45334 


A 


15053 


2756 


2995 


AMRSAH RCTVFSALLNC WQITP 
HLTPSVM1CGQLLTLVNRC*PSS 
TIFSIIPLSKQVARMFRSAMSPL 
NRARCWKVPCN 


14967 


45335 


A 


15054 


762 


2184 


WRAVPSEPISFILKADTEKYVY 

L*NSSSAQYSGSCTRAYYLDTQ 

HPTPRLCLIF\GGKDSGLMLHLT 

AELARQMGKKICVLFIDWEAQ 

FSCTINYVQSLRELYTDVIEEFY 

WDALPLTTQNSLSQYQPEWQC 

WEPDVEWVRQPPQDAITDPDFF 

CFYQPGMTFEQFVREFAEWFSQ 

KRPAAMMIG1RADESYNRFVAI 

ASLNKQRFADDKPWTTAAPGG 

HSWYIYPIYDWKVADIWTWYA 

NHQSLCNPLYNLMYQAGVPLR 

HMRICEPFGPEQRQGLWLYHV1 

EPDRWAAIGSPADREEDAEEYL 

EA1MEARVTVAGMGLVMEVQ 

D YFDG E ADRL A KA W L A E YTPQ 

IKSLKDERKEAYRQIVEMSTEP 

QDVDLVRPANKFEMTRVREGE 

KEADLPVWKHHLLCDESGNYP 

ALLNH WETK VFEI ETKREG FA F 

WYRNPQYTGQSSLGIAYVEAE 

QYK1VRPDFLFFAEQDGKMVV 


14968 


45336 


A 


15055 


2069 


2586 


PWLENLPVGICWSAVKKMGGT 

RSLVSCL/AVTLVSPQLMNAYL 

LGQQLPEVWDFGMFSIAKVGY 

QAQV1PALYLVVVPVCSLILAV 

FLAHALIGPFGRMIGDGVAFAV 

RHLMTGSFAPIGAALFGFLYAP 

L V ITG V HQTTL A I DLQM 1 QS I G C 

TPVLPVNALSNIDLWHISILV 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possibte nucleotide 
deletion, V=possib!e nucleotide insertion) 


14969 


45337 


A 


15056 


356 


1205 


APASMTFEQFVREFA/VMVFTrC 

RPAAMMIGIRADESYTVLSPSP 

V*INNVLPTITWTFPQTIYDFLW 

L1GEAIFF/YLPVG1CWSAVKKM 

GGTRSLVSCL/AVTLVSPQL/MN 

AYLLGQQLPEVWDFGWCSLIL/ 

AVFLAHALIGPFGRMI/GDGVA 

FAVRHLMTGSFA/PIGAALFGFL 

YAPLVIT/GVHQTTLAIDLLMM 

QSMGGTPVWPLIALSN1AQGSA 

VIGIIISSRKHNEREIPGEVFPRT 

GVGKGKSLG*PLH*LQPYRQHL 

GAGSYSQTLKKQIAESAVRLSIP 


14970 


45338 


B 


15057 


1 


435 




14971 


45339 


A 


15058 


2 


1785 


WLLYRAHVKGE/STEALLPNM 

VATSLAKLPIPKLMRWGATYV 

HFVRPVHTVTLLLGDKV1PATIL 

G1QSDRVIRGHRFMGEPEFT1DN 

ADQYPEILRDSGKVIADYEERK 

AK1KADAEEAARKIGGNADLSE 

TLLEEVASLVEWPVVL/TAKF/E 

EKF/L A I SRTA L V P Y S ADN M YQ 

LVNDVQSYPQFLPGCTGSRJLES 

TPGQMTAAVDVSKAGISKTFTT 

RNQLTSNQSILMNLVDGPFKKL 

IGGWKFTPLSQEACRIEFHLDFE 

FTNKLIELAFGRVFKELAANMV 

QAFTVRAKEVYSASMRYIYVIV 

YISYRPPNLLDSHIIGFSSITTHC 

AVTSHHYNSCDMTMTIHSYVT 

PYISVRVSLTQTYAPSPSRNLRI 

TDLT1YRAISSEKSIDDTRHIHT1 

ESRCRVCGAHDSRDAERLDRF 

AQTADE I RIADRG FS SRPECIRS 

LAFGEADYIVRVHWRGLRWLT 

AEGMRFDMMGFLRGLDCALIS 

KTRLLSENRRKGRVVQAETLE 

AAGHVLLLTSLPEDEYSAEQVA 

DCYRLRWQIELAFICRLKSLLHL 

DA LRAKEPELAK VG I FANLLA A 

FL1DDIIQPSLDFPPRSAGSEKKN 


14972 


45340 


A 


15059 


1 


993 
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SEQ ID 

NO: 


SEQ ID NO: 
Of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


14973 


45341 


A 


15060 


1 


5621 


MSEKTFLVE1GTEELPPKALRSL 

AESFAANFTAELDNAGLAHGT 

VQWFAAPRRLALKVANLAEAQ 

PDREIEKRGPAIAQAFDAEGKPS 

KAAEGWARGCGITVDQAERLT 

TDKGEWLLYRAHVKGVEGTEA 

LLPNMVASSVAKLP1PKLMRW 

GASDVHFVRPVHTVTLLLGDK 

V1PATILGIQSDRVIRGHRFMGE 

PEFTI DN ADQ YPEILRERG K VI A 

DYEERKAKIKADAEEAARKIGA 

KAWGTNVEFHVQNQP 


14974 


45342 


A 


15061 


82 


732 




14975 


45343 


A 


15062 


1 


3849 


MDLGANGWQTFRYVVLPNLSS 

ALLAGGMLAFALSFDEIIVTTFT 

AEQVDAAVRAADAAFAEWGQ 

TTPKVRAECLLKLADVIEENGQ 

VFAELESSNNTAFARASSNGDL 

PTKADLQAQLDSLNKQKDLSA 

QDKLVQQDLTDTLATLDKIDRJ 

KEETVQLRQKVAEAPEKMRQA 

TAALTALSDVDNDEETRK1LST 

LSLRQLETRVAQALDDLQNAQ 

NDLASYNSQLVSLQTQPERVQ 

NAMYNASQQLQQIRSRLDG 


14976 


45344 


A 


15063 


219 


1186 


PPKLGRKRGIFLPSHSNPNTNRI 

CPNCCMNGVSTANTTSKSSLVI 

C A WTKH ALLN A 1 LQPEQL WKS 

GSRWRINLALPRGYRESLLQPW 

QAERLTTDKGEWLLY/RAHVK 

GESTEALLPNMV/ATSLAKLPIP 

KLMR WG/A SD VHF V RP V HTVT 

LL/LGDKVIPATILGIQSDRVIAA 

TGKAKIKADAEEAAR/KIGGNA 

DLSESLLEEV/ASLVEWPVVLM 

AKFDEK/FLAVPAEALVYTMKG 

DQ/KYFPVYANDGK/LLPNFI/F/ 

VANIESKDP/Q/QIISGNEKSFVR 

LADAEFFF/NTT*KRLFLPHQKL 

PPSQILHQQTRNYASFCHRHRD 

NWTSA 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=posj»ible nucleotide 
deletion, V=possibIe nucleotide insertion) 


14977 


45345 


A 


15064 


1 


1496 


SGGCAGLHGGLCSKEPFQASV 

QQGVAGHACAPAALQVPVCGT 

LSDCGSRAASLCENPSFISLYGR 

LVATSLAKLPIPKLMRWGASD 

VHFVRPVHTVTLL\LGDKVIPAT 

1LGIQSDRVIRGHRFMGEPEFT1 

DNADQYPEILRERGKVIADYEE 

RKAKI KADAEEAARKIGGNAD 

AKFEEKFLAVPAEALVYTMKG 

DQKYFPVYANDGKLLPNFIFVA 

N1ESKDPQQI/DRIQALAGW1AE 

QMGADVNHATRAGLLSKCDLM 

TNMVFEFTDTQGVMGMHYAR 

HDGEAEDVAVALNEQYQPRFA 

GDDLPSNPVACALAIADKMDT 

LAGIFGIGQHPKGDKDPFALRR 

AALGVLR1IVEKNLNLDLQTLT 

EEAVRLYGDICLTNANVVDDVI 

DFMLGRFRAWYQDEGYTVDTI 

QA VLARRPTRPA DFDD WH ALG 

RAGTGD V V VG VRG RL A I VPLT 

DGLDEAGHSTGVLQGEVPQRL 

ERA AT V PG VTLQPQ A LQ A RG L 


14978 


45346 


A 


15065 


134 


384 


VTPTG WRKRRIRQ WCSDAGCG 
VN A LSGLRJFSHSLALFSAAMF1 
LGVVSGITMS1SP*ILSCVRSKNP 
LLVSGSGPLSCNSTIH 


14979 


45347 


A 


15066 


1 


723 


TKSPKI A RSRHIPLCHFIFERRPI 

MTNSNRIKLTWISFLSYALTGA 

LVIVPGMVMENIADYFNLPVSS 

MSNTFTFLNAGIL1S1FLNAWLM 

E1VPLKTQLRFGFLLMVLPVAG 

LMFSHSLALFSAAMFILGVVSG1 

TMSIGTFLVTQMYEGRQRGYR 

LFLAASLFSMAG\MIFPMIAAFL 

L APS S* W* W V YA CLG LAYVTIF 

IMTFGCEFPALGKHAPKSYAPV 

EKVKWGILGGASSFRAV 


14980 


45348 


A 


15067 


422 


1045 


LLEGKLTNRKQ*HQH*QKARPC 

KKP1QSAQN/WNREEYDELTEV 

GRRWVIITNSFELKEHVLTQWK 

EAKNLDKRLQEGLTRITSLEKKI 

NDLMVLKNTARELHEAYTSINS 

RJDQAEERISEIEDQLNEIKLED 

KIRGKRJK/RQTNKQSL*KMWD 

YVKRPNLRJLIGVPESDEENVTE 

L EN TLQD 1 1 QENFPN LA RQ AN 1 Q 

1QEIQTLLR 


14981 


45349 


A 


15068 




1131 





1901 



BNSDCX^ID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


14982 


45350 


A 


15069 


383 


756 


LNPSNKLALINPAASPIJKGVDL 

TANQI/PC1ADIPLYDADVQQE* 

CFPATV EALG EQI RQADGVVIV 

TPEYNYSVPGGLKNAIYWLSRL 

RQILVFLDAMVM>JKPEFMGGV 

IQNKVDPQTGKVIDH 


14983 


45351 


A 


15070 


343 


924 




14984 


45352 


A 


15071 


223 


308 




14985 


45353 


A 


15072 


57 


5546 


NKMARKKFSGLE1SLIVLFVIVT 

IIAIALIVVLATKTPAVDE1SDST 

STPATTRVTTN PS DSG KCPN VL 

NDPVNVRJNCIPEQFPTEG1CAQ 

RGCCWRPWNDSLIPWCFFVDN 

HGYNVQDMTTTSIGVEAKLNRJ 

PSPTLFGND1NSVLFTTQNQTPN 

RFRFK1TDPNNRRYEVPHQYVK 

EFTGPTVSDTLYDVKVAQNPFS 

IQVIRXSNGKTLFDTSIGPLVYS 

DQYLQISARLPSDYIYGIGEQVH 

KRFRHDL 


14986 


45354 


C 


15073 


I 


1818 




14987 


45355 


A 


15074 


493 


576 




14988 


45356 


A 


15075 


381 


498 




14989 


45357 


A 


15076 


48 


514 


LLLFLLLQSYDWSESGKRQSAL 

HGRQKGLPKSPTAARGGSDPW 

PSCRHP* GPNRKRRXS/R* PM ET 

APRJtPSVSPALTPARPPGLTATP 

RLHPRPP/RSPNPSANLLRJIPTP 

DT*AHATFGPGRSRHHFPGQLS 

TE/RRRSAEGGRSRRNEASRRE 

GGE 


14990 


45358 


B 


15077 


1 


1116 




14991 


45359 


C 


15078 


249 


332 




14992 


45360 


A 


15079 


710 


1326 


RAAGNCFPEPGFVKQLSAAAA 

VVAPAAAATEGSIPDTGKSPSS1 

SHWPNPQKMVICKRRGRVEQE 

Q A WEKGR* RV V FG L * KSMRCP 

VDLLPQSCLCQRFLHQ/GKW1L 

TKDYHHSAKSGRWLDATTYE 

WGYKIEKDSRYSPQMQSAPKR 

WREELKRTGAPGAFHRWKVVL 

L VRTDKRSDS L I RFS DN FG DCDI 

RMEEKTFRTLMES 



1902 

BNSDOCID: <WO 0175067A3 IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


14993 


45361 


A 


15080 


602 


1257 


FGKRGRTITLCILAVGMLCCRK 

GHTKPRRRPGASPISTHLHSSPPI 

STHLHTSPPPHRREEAR\SGQ*R 

QSCGAAAAR*PWWWNCDGWG 

PKCQRFSKH* DIAQPDEVS WGQ 

*PWAVGALAGPHP\PQASEGPL 

GCTPASICGSTRKPSKPLSKKPP 

Q A A RTSSSRI VIFTPI STRPPTQG 

QPEKAKSATPTNDLEGPSAKVK 

FVNFLM DETFPEPSFFFI 


14994 


45362 


C 


15081 


140 


175 




14995 


45363 


A 


15082 


2295 


3089 


NLLGYQEIMPPLQIFWDKLLAV 

SERDSSVKEESGDVESDDTML* 

MLPCP*ETTEFSS*PFRISS*LSS* 

STAQIVPAETCFAGGWYSIFCPQ 

RIEQETMCLL*SWQSEVAVSCE 

SPWPTALHHSHPNSRAPPPCY/S 

KSTSSS LSSPLENSG * QN RPPSLL 

1TSVLPLRITCLP*VSFIPPIMQLG 

GSFLSNDRL*QSFILPKNVSLEF 

VSFPLI*GAVSKPAISFNTSVSPL 

LVSDIFFALSLLP*GLGTWLIPSS 

SSLLLVRGF 


14996 


45364 


B 


15083 


143 


1727 




14997 


45365 


B 


15084 


307 


1017 




14998 


45366 


A 


15085 


1 


959 


MSRMGLLGFGERKELPNHPAV 

SEWPLTLVTGCSSGTVAEGEGN 

LTTSGLFSIVPLHPDGVAAGQR 

HSSLPRWGSQAEALLTSQTVDG 

QAEMLLTPQTMGGQEEMLLTS 

QTTGEDFITRSTESGTHSKSHKG 

DEGEPRWMLGWMLWVCDIAE 

PLVKAKLLDCKHTCCSVCLQQ 

TRTSQKDVRCPWCSGVTKLPPD 

FSVSQLLDDPEVLAVITIPHASE 

HMPVFIRLPGSGCYXSCPCPSPRS 

TRCCPE I * AATCC PGTG RS PS1AC 

DHPCWTAASARQGSPGGGGGG 

AGQAGHGEKLHVVEGVHCHL 

GGLRLGLPPQHRAP 


14999 


45367 


B 


15086 


112 


672 




15000 


45368 


A 


15087 


2 


530 


SGRSAALLSARVNRSQSFAGVL 

GSHERGPRSFPVFSPPGPPRKPP 

ALSRVSRMFSVAHPAAKVPQPE 

RLDLWYTALKRGPDGLLGAVH 

QQEQEKLQGQIRESKRNS/RLG 

EWREGFLYDLDKQVKS1ERFLR 

RLEFHASKIDELYE\AYCVQ\RR 

LR\DGALHMG\RAYTTGSPGSR 



1903 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15001 


45369 


A 


15088 


216 


1369 


EPVLRRRPRQPRAGAQGFPVFS 

PPGPPRKPPALSRVSRMFSVAH 

PAAKVPQPERLDLVYTALKRG 

L/QAYLEVHQQEQ/DKLQGQ1R 

ESKRNSRLVMAGGVLWTVV*E 

RGAVTSLSASAGVLLIPPKYLPL 

LPTPAGLXLYDLDKQVKSIERFL/ 

RRLEFHASKVRVQHVCRWD\D 

ELYEAYCVQRRLRDGAYNMV 

RAYTTGSPGSREARDSLAEATR 

G HRE YTE/DEG WG PMRQRHRS 

MCLLES/ELEAQLGEFHLRMKG 

CAVDINDLGTIKLSLEVTGAAS 

SVNKASTVT1CRSPPIARAHRTH 

PHFGNSFLSTRKPNTYTANHRR 

RPIEQHPDMRTPPPPHRARTNT 

GRKDKVRAHEGEKATPTRTRG 

APHGKAQRLRPLYQYVTIATLS 


15002 


45370 


A 


15089 


1 


940 


MSYNSKNYVET1TTMNSVKFG 

ETTPRNRTHYLSTNEKKIFLSGV 

FSN A YPAGLSRG WDSP WG STP 

WVRHFCYLSSTQLCDQNCSLLS 

SLLPAGPSVCNRLLASAWQKSS 

SSASSEASETCQSVSECSSPTSD 

WSKVGSHEQPSGATLQRRKDR 

VE\PCETQSPGPASGGTLGPSGE 

EAPRPRMSPATIAAKHGEEVSP 

AASDLAMVLTVRGMSL*HQKSS 

RDSLQYSSGYSTQTTTPSCSEDT 

1PSQGRPAGLGPTKPVSIESTYL 

QSPQRLKQEWATEGKIQKLPPQ 

IQVVNFQVDSSPSLPLIMVPEH 

MHVS 


15003 


45371 


B 


15090 


I 


111 




15004 


45372 


A 


15091 


26 


336 


KISPMINVFCSESSPSGERRGA* 
TPPSPQSPPCGPKPSS\PPSCSPSR 
NYFLLFQGLCAEHPALAAPAAS 
VGTCPSP ASGTH A A APSG PWRG 
RCVHSGPGGRLW 


15005 


45373 


C 


15092 


46 


423 




15006 


45374 


A 


15093 


1773 


2219 


ELDYLYCSNSSAQCPGALLPSL 

ALPG PAG S A RQ AG SP A RRLC A P 

VQPSGRWPAPGGPGFPGSSCPA 

SPTRQ*LLTSGSGCPRPCHHPSG 

PPQ*QSTQAWDWVILGPGAHG 

PSGQRCERCLPSRPSG PQTHSG 

VGSEPRAVRGPGVSFV 


15007 


45375 


B 


15094 


1 


7916 





1904 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15008 


45376 


A 


15095 


16 


545 


GLPWRQHVRVEECGRS/PLRPC 

SPGTPSPS*PLPAATRGPATCQS 

LSGLQPEKTT/SPS/CAAVAHER 

PPGPVPQCPAQGTGLIF*EGWT 

QPQQ1 RQGPHPV AHE\CAHDLQ 

QAAPGPGGAHQG/PSQPG*PDR 

QPDAERAVVHPGAQ*DAEIQPG 

LPG EG G PL A TRTERSPA Q R PS P 

QARG 


15009 


45377 


A 


15096 


320 


1167 


MDLKTAVFNPARDGKLRJLLTK 

*\MASKSKEEVSSLISEKTNGAT 

PLLMAARYGHLDMVEFLLEQC 

S A SI E VGG S VNFDG ET1 EG APPL 

WAASAAGHLKVVQSLLNHGAS 

VNNTTLTNSTPLRA ACFDG HLE 

1VKYLVEHFCADLEVSNRHGHT 

C L M I S C YKG H KE 1 AQ YLLE\ KG 

ADVNRKSVKGNTALHDCAESG 

SLD1MKMLLMYCAKMEKDGY 

GMTPLLSASVTGHTNIVDFLTH 

HAQTSKTERJNALELLGATLFT 

QKEISCDESGRTRDLSPRRKPPH 


15010 


45378 


A 


15097 


187 


623 


KLKTQKNNICPQACNSQLASVS 

TRSPPPTLSVPIIMTDDSQASQL 

LLAAVTIRKLWSRMAPMLALP 

TGQSGQTGAEGQGKEGERGQS 

PCWKPRLDPKLC/EPRQPAQLL* 

ADVCTGP/CGVRGCPADCRLPC 

LSPSSAQQPKEASRSA 


15011 


45379 


A 


15098 


789 


1041 




15012 


45380 


A 


15099 


707 


1373 


SAWPSCHCCHLDILSR/PGDDA 

CSVQILVPGLKGDAGEKGDKG 

APGRPGRVGPTGEKGEKGDSG 

DIGPPGP1MGEPGLPCECSQLRK 

AIGEMDNQVSQLTSELKFIKNA 

VAGVRETESKIYLLVKEEKPYA 

DPPLSWQGRGGTLSMAQDEAV 

HGLKGAYLGQARLGRGFIGIHR 

PWKRRAPLLLF*TLSPLRSF*KG 

DGGGNTQKGSRKKRELAGQIW 

GPCIRR 


15013 


45381 


A 


15100 


79 


420 


WRRLFLLGVLFRGYLGCLRSRS 
VLGRLKVSDMRIFFFACGCGHL 
STLPS WPLRPSL WLRL* EEQELP 
SLSVPSSGRSASRLL*LGWRGF 
GPSPSPRLTVQFSGGRRAQGPS 


15014 


45382 


A 


15101 


3 


284 




15015 


45383 


C 


15102 


83 


112 





1905 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15016 


45384 


A 


15103 ; 


84 


303 


EEQELPSLSVPSCLWGPCPRAG 
WLHSLHWPVSHSFSATSTFGM 
A I WT* SLASG1KPQSSSKVSSRIQ 
VPPTM 


15017 


45385 


B 


15104 


112 


462 




15018 


45386 


A 


15105 


326 


1323 


DRKAINLQVKLEGAVAL*KP\G 

E AQLEFG KA LG L FQ\STLG H HF 

VNNKEKILGDFXQEATLQAATK 

LTRG RSL VMENM EQLLSMRME 

DQSQRNMPLSVVLIREKAHSPF 

ENRKQEQGEGASPENFRARVQG 

* FL AFKA APPA* A A SG PA AQER 

S VQEPSVN APG * IPEGGLHTLA 

GVHHE*ALAWCSPLNKPRFLW 

KRLP/SRTFHFPVEDESAPGSKP 

SGDLLTLLLGGN A AG DFKLKVP 

CLVYPSENPCFLKGSFKPNLPL 

VWCSHKKAWVQPG*QSETPFQ 

KKKKKKKKAWVTMSLFQEWF 

LHFCSTVE/ARCTQYDLPYKGL 

PILDSTPGHPGC 


15019 


45387 


A 


15106 


3 


375 


HASAHASGLQQSYQAVKEKSS 
EALEFMKRDLTEFTQVVQHDT 
ACTIAATASVVKEKLATEGSSG 
ATEKMKKGLSDFLGVISDTFAP 
SPDKTvSTAMSSPYDGTKARLY 
SLQSDPATYCNEPDGPP 


15020 


45388 


A 


15107 


184 


377 


YCTNNQKV r N*TKEIlTKRKTPSR 

QKKDSAFSPSHPLTEGLKWXND 

LTLSVSLTHDGFVWRRGKGV 


15021 


45389 


A 


15108 


3 


816 


SWEDVGWWRSWLQQSYQAVK 

EKSSEALEFMKRDLTEFTQVVQ 

HDTACTIAATASVVKEKLAIAA 

CSRGACFLCPFSIQTEGSSGATE 

KM KKG LSDFLGV1 SDTF APS PD 

KTIDCDVITLMGTPSGPAEPYD 

GTKARLYSLQSDPATYCNEPDG 

PPELFDAWLSQFCLEEKKGEISE 

LLVGSPSIRALYTKMVPAAVSH 

SE/TFWHR\YFYKVHQLEQEQA 

RRD A L KQRA /VSG DSCT* SG VL 

TNE*KGSWVRDTERVRSLPLQT 

FSEGVGWREC 


15022 


45390 


A 


15109 


1 


281 





1906 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/086J1 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mce 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codou for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15023 


45391 


A 


151 10 


1 


1194 


MGFLH LGQAG LEFLTSGSSTDI 

SEDWEKDFDLDMTEEEVQMAL 

SKVDASGEPFCFWKGYPGGEL 

ETLIRLLQKLFFLKTDPAFVLSP 

STL V KLHL WGN EG LQESLESL V 

LHDAALV1LVPNLEKXGEISELL 

VGSPSIRALYTKMVPAAVSHSE 

FWHRYFYKVHOLFOFOARR\A 

RLKQRAEQS1SEEPGWEEEEEE 

LMG1SPISPKEAKVPVAKJSTFPE 

GRTLAPQSPCEENLVTSVEPPA 

EVTPSESSESIPKSPLPTRALGTD 


15024 


45392 


A 


15111 


213 


1031 


AGN KPDPWAGRN RTA VLPD V S 

VFHREDVGWWRSWLQQSYQA 

VKEKSSEALEFMKRDLTEFTQV 

VQHDTVCTIAATASVVKEKLA 

TEGSSGATEKMKKGLSDFLGV1 

SDTFAPSPDKTI*\RDVITLMGTP 

SGTAEPYDGTKARLYSLQADP 

ATLLY*P\DGPPELFDAWLSQFC 

LEEKKGEISELLVGSPSIRAI YT 

KMVPAAVSHSEFWHRYFYKVH 

OI FOFOAP\RDAI KORAFOWF 

EPGWEEEEEEL MGH PIFPKFAK" 

FPLAKISY1P 


15025 


45393 


c 


151 12 


414 


557 




15026 


45394 


A 


151 13 


98 


467 




15027 


45395 


A 


151 14 


I 


155 




15028 


45396 


A 


151 15 


16 


94 


RCP1ASEASWT1TD*RCPIASEAS 
WTITDALGNSYSGGMAF 


15029 


45397 


A 


15116 


95 


115 


IIRHLCND*TPREGCLPSP*PAW 


15030 


45398 ; 


A 


15117 


3 


282 


LKPVJTCLLQLGLLKPINSPYNS 
PTLPVQKPDRPYSKPNSLP*LNP 
SLLQRNYTS1FLLTLNMPSISCT 
TMLLYGQKEISSLHKGPPSLMP 


15031 


45399 


A 


151 18 


548 


1401 


SCTPCWHLTGRLWGITAVRQK 

RHVLSVDPKLRHQSRTGKAAFP 

WCLIIAGTPL*LYTHVSRVSDH 

AGMPALVLHPLQQVPLFWGRG 

NTL*KD*SLLSLACA^QHGLLKP 

INSPYNSPILPVVKPDKPYKLVQ 

NLRIJNQ1VLPIHPVGEAPVPLE 

TGGKSGKDCILWFECHLSHNTI 

EHQVSSSTFRIVVATGVLVSLH 

PQLYMAQNRERHAECLGESKG 

REQESLSGNPENSRFSLLTSRRY 

LYKSTRTIVLLGLAGPLKQKKL 

RSQHPSLYKYLQSFRNKDSYR 



1907 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO.1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15032 


45400 


A 


15119 


144 


298 


WQVPLFWQPFPEPLELWPKA/H 
LTDSFPDLLGLAAED*RCPIASE 
APCTQV1 


15033 


45401 


A 


15120 


449 


667 




15034 


45402 


A 


15121 


2 


111 




15035 


45403 


A 


15122 


323 


401 


LLLGLAAED*RCWIASEAL*TIT 
DAK 


15036 


45404 


A 


15123 


2 


593 


CTLPSH*NLITLTPLNANIPSHG 

ML*KD*SLLSLACYSTAF*GL*T 

PLTIPPFYLFKNQTRJLTG*FRJCP 

LSTKLFCLSTPWCQTHILSYPQY 

LPPQP1FLFWISNMLSLLFLCTL 

YPSLSSLSLGLTLTPIRLSKLPGP 

YCRKPSQTAPTSNHPSSFSGSW 

YSVETSYPLSSSIFRKGRTDSWS 

LKDTPHQAQPPT 


15037 


45405 


A 


15124 


354 


630 




15038 


45406 


A 


15125 


29 


354 


RFLVSLMLPPAVVMLNHCYSLI 
FTNALVKRLFAWNMLSELATC 
AGNLATGPRNARSPGFLLSCVP 
SVRDPTGNQTVQLTWQPLPEPL 
ELWPKA/HLTDSFPDLLGLAAE 


15039 


45407 


C 


15126 


1 


576 




15040 


45408 


A 


15127 


377 


624 


RDQLQCLQLWDAGACYTCWK 
SATGPRNAHSTVFLLSHVPSVW 
DPTENRTVHLTWQPLPEPLELW 
PKA/HLTDSFPDLLGLAAED 


15041 


45409 


C 


15128 


1 


462 




15042 


45410 


A 


15129 


44 


340 


PCQTTQGRLLTAGTPL*SFTHVS 

RVSDHAGTPALVLHP*RQVPLF 

WGRGNHISGTQELPNT*TAV/V 

QAF/LPEPPPTG/CLLHVPEIWPL 

GQGMPAGQDSS 


15043 


45411 


A 


15130 


242 


522 


RLVWPTATQRAWSQSEAAAAK 
TVDLALSARNSATGPRNACSPG 
FLLSCAPSVWDFTGNRTVQLTR 
QPLPEPLELWPKA/HLTDSFPDL 
LGLVTED 


15044 


45412 


B 


15131 


1 


1080 




15045 


45413 


A 


15132 


1 


642 





1908 

BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide j 
deletion, \=possible nucleotide insertion) 


15046 


45414 


A 


15133 


245 


1033 


TALLLTQSLFGGLFTQTRMKFG 

AVTRIGGPPLGDQSPVLLFFVPR 

ERSTYDLGPQTDQPKJCHLTNFK 

STSFVFSSCIPPP*PSS1SLLPPW/T 

TDHAPLT1SL/TT*SPLPCSMP1S/ 

ASHSML*KD*SLLSLACYSMAF 

*SL*TLLTIPPFYLS*NQRRFTG* 

FRJCALSTKLFCLSTPWCQTHIL 

SYPQYLPPQSIILFWISNVLSLLF 

LCTLHPSLSSLSLGLTLTPFRJLS 

KLPGLYCRKASQTAPITSVKPK 

FLPYLLPISA 


15047 


45415 


B 


15134 


146 


556 




15048 


45416 


A 


15135 


1 


555 


LTSFLHCCLSHHYHGAQIHPRH 

FLHLICRCHCHQYCHHAYLDPC 

PQDSHHLHWCWQPLPEPLELRP 

KA/HLTDSFPDLLGLAAED*HCP 

IASEAALPPCFPRPDM1TSRLQL 

ORRROT A LG VR Y RN A T Y R TR T 

ASTNSLRPRGSPFPLALVTNDR 

QVRSQLALWKRDRLLQLSPINR 

AISESSFT 


15049 


45417 


B 


15136 


1 


555 




15050 


45418 


B 


15137 


499 


769 




15051 


45419 


A 


15138 


752 


1111 


MQPTIGNSQSVSRPTA*MPLAE 
SHPITOLVGTVTTPRVTPLSIRH 
PWRCRSANAGAMILTMKQLAI 
V MR V YQHQ V RRSMRPGRNG A 
RSGMSAVGAYYSSCIRVMTAL 
QSCTGDDEAVLL 


15052 


45420 


C 


15139 


1 


632 




15053 


45421 


A 


15140 


1 


375 


PGVRGAQGGPSIPRQCEESAIGP 
KFAWIISSFHWKQGMFNMEAP 
SSLFFVNMCAVKKQTTWGRPD 
RG FI WQPLPEPLEL WPKA/HLTD 
SFPDLLGLAAED* HCPI ASEAPA 
LVYTAGLHCFSKPSQ 



BNSDOCID: <WO 0175067A3_IA> 



1909 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of firsf 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


15054 


45422 


A 


15141 


1 


1340 


CSEYEDSSPAPVPATDLSSTLSS 

SVPQPQDTGTSQQLHPLDPWHE 

LLRAQELQGATNHKGYSHAEH 

EHAGLGVQGGNGALAFSNSGH 

RHAVPTISSGTGRRRTPSSSAFG 

LLNLHQ WF VSG FQ A FSDRLKA 

ALSASLLLRFGDSDWLPSSSAC 

KCLMLGLHFVIVGNICATLKEK 

YSSMLHLDVTMKKNGEKRTRL 

QKRKKGMPPHPAYEDLNJAAIT 

LPANVVLHQPSGFRTSGQLDPV 

WWSLDTDAHEIWCQDPGLGSG 

DFPWEITPLSSYSLLHEKDPPTT 

SG PQTDQPKKHLTN FKSKTKET 

GFIHGPKTPAPVTDWEGSLPLV 

FNH\SGTPL*LFTHVSRVSDHAG 

MPAL VL H P* RQ VPLFWRRG KI * 

LTSPSRCTIIEKSCNSLPPL*DKP 

QPHLQHTRTSKCLNRSGQAF/L 

PEPPPTG/CLLHVPEIWPLGQGM 

PAARDSS 



BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15055 


45423 


A 


15142 


2 


2107 


1DMIFTPGPPSTPKHKKSQKGSA 

FTFPSQQSPRNEPYVARPSTSEI 

EDQSMMGKFVKVERQVQDMG 

KKLDFL VDM H MQHMERLQVQ 

VTEYYPTKGTSSPAEAEKKEDN 

RYSDLKT1ICNYSETGPPEPPYSF 

HQVT1DKVSPYGFFAHDPVNLP 

RGGPSSG K VQATPPSS ATTY VE 

RPTVLPI LTLLDSRVSCHSQA DL 

QGPYSDRISPRQRRSITRDSDTP 

LSLMSVNHEELERSPSGFSISQD 

RDDYVFGPNGGSSWMREKRYL 

AEGETDTDTDPFTPSGSMPLSST 

GDGISDSTVPLFLSSEILQKQVG 

QS1TSMLGFLSRGPSMKLCMGL 

ACVLSLWNTVSGIKGEAKKEK 

GMTFLPTTDSKKFFSLLSVTSYS 

SFAFHKFSVAVYNISNLKTVDP 

AKFPTRYCYCLNNRTNDLSDFT 

ALLVDIIGNSTSYLTEIFKSTS1L 

SVNQSNESDCIFiCVMTGKSGR 

NLSDFWEIEEKYPUNYTFTSGL 

SGVLALLLTQSLFGGLFTRTRM 

KFGAVTR1GGPPLGNQSPSSCSL 

LHEKDPPTTSGPQTDQPKJCHLT 

NFKSAARPTFLGQGQVPLNPFS 

FTLS/EQVLLS*AARTPQSLISTP 

OPLISVPOSL1SVPOPLLYFSGG 

QEPPPPPLLCVSSLFSRLASFTM 

GAFTHGTOTPSPTJCATAPRYPO 

TGDLSAEWPFTAGEEPVLVPRP 


15056 


45424 


B 


15143 


1 


930 




15057 


45425 


B 


15144 


401 


1093 




15058 


45426 


C 


15145 


1 


843 




15059 ; 


45427 


A 


15146 


1 


498 




15060 S 


45428 


A 


15147 


112 


669 


SLQGRLSDYTPTFQGCQTTQGC 

LPWSFTLCSKSRFSGEGETRFKR 

IKACYHSPATAWPFKAYKLSLQ 

FPHFTCRKTRQALQVSSESAPY 

QPNCFAYPPRGAEP1HSPILNTS 

LHNPLFCSGSQTCFLY/SFLCTL 

HPSLSSLSLGLTLTPIRLSKLPGL 

YCLKSSQTAPITSVKPKFLPHLL 

PISA 


15061 


45429 


A 


15148 j 


957 


1100 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkm»vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15062 


45430 : 


A 


15149 


303 


2028 


LGSGDLPWEINPLSSCSLLREKD 

PPTTSG PQTHQPK E H LTNFKSD 

KGDMFYPWTQN/YQCRSRTGK 

AAFPWCLITAGTPL*LYTHVSR 

VSDHAGMPALVLHP*RQVPLF 

WGRGKLLLARPS*VPILPQPLLL 

HPIIFLSPPLLTPGPAYSFVL*LA 

LPHLPSNLLLKRWLEPKA*SSM/ 

TLKGLKPVITRLLQHGLLKPTN 

SPYMSPILPVLKJPDKPYKLVQD 

LRL1NQIVLPIHPVLG1IGLTSSV 

RRDAGQDLKRDRAEFLLGDEV 

HHPHRRRIAEARRLLLGQHFDP 

LHRLIGQVLELGEARYAPPVEQ 

HHRLAPARRTGQRLHPLEQFG 

QAGRAQRRNRLGIEHRDRLDRP 

DDGAGNALAGDGDFRRGCLFA 

GIGIRPRYCRYRQSQDDRRPSH 

AAPRPRALP1PHRPATPIADVM 

VMFSVAIMSQLRLVLRHIDGIS 

RWPPAVVFITDVKIWLVYPSDD 

CRI RSNDRDDMQGEAPAMSMN 

AAARVGDPIGHSFSQGLFGEAL 

DGLFFARRSEVDMRAGNLGRLI 

ARG LSG G RWTPA DGQLTLG SR 

DVFINGPPATMTIRSTGQCRQH 


15063 


45431 


A 


15150 


653 


1076 


RSK YPN L VSLCPSPLFPRPDLLS 

LWPNPLFLHPNLLYLCAPIPYFH 

APTS YLCTPTPYFHDPTPF PLF W 

KELATSARNLATRPRNACSPGF 

LLSCVPSVRDPTGNRTVQLTW 

QPLPEPLELWPKA/HLTDSFPDL 

LGLAAED*CCPIASESP*TSDILG 

RDTLLLALKVQTVVLQTACGE 

GHVAGNCGRPLETEGSLQLTAT 

KKLRDSVLQPKSPEFCQQFTRA 

WNRTQVPDETEAPAGTYAAQS 

GDLPWEINPLSSCSLLHEKDPPT 

A SG PQTDQPKEH LTN FKSG FRG 

VRPRRDACLGPSPLAASPAFLG 

KGQVPQPLLSVSLPLLRLSGGQ 

ETPNPFSFTLSGKSAFLEEQVPQ 

PRJSVPQSLISTPRPLISVAQSLIS 

APQPLISLCPNPLFPCPDLLSLHP 

NPLFPRPNPFPAFLEGACYKCQ 

KSGHQAKECLQPGIPPKLRPICA 

G PH WKSDCPTH L A ATPRAPGT 

LAQGSLTDSFPDLLGLAAED 


15064 


45432 


C 


15151 


234 


449 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15065 


45433 


A 


15152 


2095 


2663 


LGLGDLPWEINPPSSCSLLREKD 

PPTTSGPQTYQPKKHLTNFKSA 

CFERJKACYHSPAKAWPFKAYK 

LSLQFPHFTCLKTRHA1/PS*FSD 

LCLINQIVLPIHPMVPNPYTLLC 

SIPPYTMHYSVLQLIRAFFTIPLH 

P*\PSLY*VSLGLTLTPIRLSKLP 

GLHCRKASQTTPITSVKPKFHP 

HLLPIST 


15066 


45434 


A 


15153 


678 


1189 


LGSGDLPWEINPLSSCSLLCEKH 

PPTTSGPQTDQPKKHLTNFKSE 

TKJETCF1HEPKTLAPVTD*GRQP 

SLGV*SLQGRPL*SFSHISRVSD 

HAGMPALVLHP*RQVPLFWGR 

GKYPNPFSPCLLPLLCFSGDRG 

KYPNPFSPCLYSFSAFLGTGQVP 

QPLLSLSLPLLCF 


15067 


45435 


A 


15154 


649 


1428 


QCISELQFLLASTVRQTPATSPA 

HKNFQTPELQRPGVPPEPPPTG 

ACYTCRKSGHWAKECPQPGIPP 

KA/HLTDSFPDLLSLAA\ED*HC 

PIASEAPETITDAELPVTLTVEA 

HLHPGEINSHVAHTKPVWWSL 

HRDAHEI WCCDSDRGTSLRRPI 

PCPPALCSVTKJHLRPQVLRPTS 

PRNISPISNPAAPHQAELG PNPS/ 

SSLCSSTL*SFYHLPSSHLVWLT 

VSFRD 


15068 


45436 


A 


15155 


240 


1208 


LRSGDLPWEINPLSSCSLLREKD 

PPTTSGPQTHQPKEHLTNFKSC 

KQ/DLFLLSSPTSLT1PQPLSPFN 

LGATLQSLPSLNFNSFHFLVETK 

ETRFIRGPKTPAPVT/VLGRQPS 

LGV*SLQRCLSDYTPTFQGCQT 

TQGRLPWSFTLSGK/CPLFWGR 

GNTL*KD*SLLSLACYSMGLLN 

PINSPFPSSHFTCPKTRQAVTS* 

VQDLRLLNHIVLLPIHPGGAQPH 

TLFCPQYRPVVLPIILFVYVKHA 

FFTIPLQPLIPSLSLPSLRLTLTPI 

RLNKLPGLCCCFCAFRDSPHYLN 

QAQISSSSVTYLGI1LIKAHVLSL 

P1VSDW 


15069 


45437 


A 


15156 


1174 


1623 


KFGLVQLTLGKPLPEPLELWPK 

A/HLTDSFPDLLGLAAED*HCPI 

ASEAPYTI\TDAELRVTLTVEGK 

SVPFL1NTEATHSTLPSFQGPLSL 

ASITVVGIDGQASKLPLKTPQLW 

CQLRQYSFKHSFLVIPTCPVPLL 

G*DTLTKLSASLTIP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide locution of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15070 


45438 


A 


15157 


1 


1610 


MGLGKSLCILKDAVLALREIKG 

1SFQYAPNTNRLWGYRQAKQT 

QHLSGISTLDCPQRYNGDDTGS 

VWALEPSCMLWACPLVFPSEIY 

YFISEDVWKHLDAQEKFAAVM 

GPSRRTSVRAVWKGNVGLEPP 

HRVPTGALPRVAVKRGPLSSRP 

QNGRSTYGLHCLKDTPTQEDW 

LVSVLPEGSRVGVDPL1IPTALG 

HGRTTFLKVLDFQGPAPCPAA 

MGVRLMAGPQCVSSDYWKKM 

AKVLRSAGHHLIPVKENLVDKI 

WTDRPERPCK PL LTLGLD YTG I 

SW\KDKVAD\LRLKM\AERNVM 

W\FV\VTALDEIAWLFN\LRGSD 

VEHNPVFFSYAIIRD* ETFMLFM 

DGD\R1DAPSV\KEHLLLDLGLE 

AEYR1QVHPYKSILSELKALCA 

DLSPREKVWVSDKASYA/V*SE 

TIPKDHRCCMPYTPICIAKAWK 

NSA\ESEGMRISDEKSAGNLTED 

PFYVIDRTLITTGVVCNSTEKSS 

LMSVASADTAENLWHLFFHILP 

SERALTRKLRVLKLGPVNYSVQ 

NPTAQLHQQGPHLGVA 


15071 


45439 


A 


15158 




756 




15072 


45440 


A 


15159 


1 


1677 




15073 


45441 


A 


15160 


1220 


2620 


GPTEPHTGELWLESGGCPSGTK 

LPEEGTGSNLCCSTASAGDTQA 

NRVCSGPPTNHSRPAADRPVRR 

KINKQKTATSTSTKRTSTQRPH 

PKVTNDHSSSPAREQNWMENXE 

FDELTEVGFRRWVITNSSELKK 

HVLTQCKEAKNLEKRHSLGTK 

EPAALKGRTQYWQDSSPADLR 

PWLCATLLKQYKPTVFSHSTVA 

VHPRAGFLNLSTVDQHPVLDEP 

IAEAVCIIADTNKWSVQVATSQ 

RKVPHNLKLGQDVLVSSQVSSL 

LQSILQLYKLHLPADFVGDILLD 

NNLKCVFQLGSILPVTFRSHDP 

YDGEGTDELRTAACSPDTEQLA 

RQSGTYPVSLGQATVLEDSKA 

ALPG LG PTLMA VTV VTTEAA V 

DMVVGDRGEERGGTLVAPGTR 

GLTEEIWFPVPSPSRWWSSHPV 

VAFITLAKYGPTSSPPVFHHGPN 

1 1 RHG AQG A ASAGDSGSSSRCD 

RLPCRQNA 



1914 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO.1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possihle nucleotide 
deletion, \=possible nucleotide insertion) 


15074 


45442 


A 


15161 


666 


1536 


FSSAGDTQANRVCSVPPTNHSR 

PA A DRPVRRK VN KQKTATSTS 

TKRTSTQRPHPKVTNDHSSSPA 

REQNWMEMEFDELTEVGFRR 

\AWTNSSELKKHVLTQCKEAK 

NLEKRVR VNCLT\R1T* P* RRTI\ 

KTLMELKNTARE\LHEAYTSINS 

WINQAEERLSEIEDQLNEIKRED 

KITEKMKNSTTVRVAASMQSK 

LLQGVAEEGPLRLTRSASFSAEI 

SMCHQWLFSTFGNGKSRNRYH 

CEKAH1EGNQLVEETGRAFKSR 

HRYGTGPLHKFEIHEYTELHHV 

LMLQGKC 


15075 


45443 


C 


15162 


104 


364 




15076 


45444 


A 


15163 


162 


467 




15077 


45445 


B 


15164 


1 


1122 




15078 


45446 


A 


15165 


188 


456 




15079 


45447 


A 


15166 


485 


1580 


GEGYKADLAAATVECP1CQQQ 

RLTLSPQYSHIPQGDQPTTW*Q 

VDCIGPLLKGQRFVLTGIDTYS 

GYVFAYPVCNASAKTIISGLTE 

CLIHCHG1PHSIASDQGTHFMA 

KEVWQWAHVHGIH*SYHVAD 

Y PE A AGLIEG WNGLLKSQLQC 

QLG DNTLQG WG IC VLQKPM Y A 

LNQHL1YGTVSPIATIHGSRNQD 

WNGSSLRGWTFTILFTAPRREP 

GTYIASDQRTHFMAKEVWQW 

AHAHGIHWSYHVADYPEAAGL 

IEGWNGLLKSQLQCQLGDNTL 

QGWGKVLQKPMYALNQHL1Y 

GTVSPIATIHGSRNQGMEVEVA 

PLTITPGDPQAKFLLPVPMTLCS 

AGLEVLVPEGGTLPPGHTTIPLN 


15080 


45448 


B 


15167 


10 


2352 




15081 


45449 


A 


15168 


2 


497 


WKPIA M RKSRRRQEKLLPVQK 

EGQPKEGEREEGGPVQAQKVP 

NRLHLHWTT/HLPSFFQLPLLLD 

SLWRALKFVVLEAIVKMIRFNG 

VLGKCEAIRAQALHEGGPPLPL 

AVFHNRRLQIVACSRJSARLRGS 

PP PKSNNEQS S L STDLRTDSQ RL 

PPLSRNAQQKG 


15082 


45450 


B 


15169 


1 


1911 
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SEQ ID 

NO: 


SKQ ll> NO: 
of peptide | 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15083 


45451 


A 


15170 


1 


1569 


MPIGKVGEYYIKGTLRATKESE 

QQSSALELSSDRVYLNEKEPGD 

QPWNAAFVFRGCGVALALRPP 

HLG WGEPRWAGFRGAFGFPFS 

TLNPSNWSLTLHQGCKQEGFYS 

PSMRPRVVPKRGSAPKVRAEEN 

AALPSRCPPGPLPVAQPRGLLM 

GAHVSSAPAVGVGAASCHRLC 

PGFPDRPRPTLRSCIMNAVVGG 

CDLRGQ V Y DPTGG WANEGTR 

DLSAVQGVPNHPGGRPCPTPQS 

SRQLPVVSRRPVVRPGGEAPPP 

LDILPAALALHQSLLTPQDPRE 

DRPSPADLWAQDSWVGQPQEL 

PVGSRVRTGTEPDTHSGSVCTS 

RQGKDGSGPLARESSVRVILQG 

PSS A WMMFPEYTPGPRARAGT 

AVVGAMARQTVNVCLTKVRL 

QHPEG1PGGGRGPLVPKPVCTC/ 

IVDVKGSRV\WHVHICMSMGC 

RHVCLCGRSVGSWRMCTAGQT 

PKLARQASIELPSMAASSTKSW 

WETGEVQAQSAAKTPSCKDIV 

AGDMSKJCSLWEQKGGSKTSST 

IKMDSVTT 


15084 


45452 


A 


15171 


328 


641 


LLMRSWSLPSAPRGFSCSCLQP 
QYPCRTESWPQTEPVPSPVSHR 
LLVLATAMLGSSME/RLAG*LG 
GPASGLDGLGVLFQPLINLGDG 
QVWLGFLHTVTLLYGAV 


15085 


45453 


B 


15172 


120 


1458 




15086 


45454 


A 


15173 


1 


440 


1QQDSQAPLYSMKETQRANTYL 

VEWEPGAETAFKTLKQALVQA 

PALSLPTGQN FSL Y1TERAG I AF 

GVLTQTRGTTPQPVVYLKDGEP 

IEHDYQQI1AQTYATQDDLLEV 

PLANPDLNLYTDGSSFVVNG1R 

RAGYAIVSNVTVLE 


15087 


45455 


A 


15174 


288 


376 


NHWLLLTMDPRJQQDSQAPLY 
SMKETQRA 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15088 


45456 


A 


15175 


777 


1548 


SKIQRDSQAPLYSUEETQRANT 

HLVEGEPEAEIAFKTLKQALVQ 

APALSLPTGQNFFLYITERAGIA 

LGILTQTRETTPQPVAYLSKEV 

DVVAKVWLHCLRDGEPIKHDC 

QQIIVQ1YAARDDLLEVPLANP 

DLNLYIDGSSFVENG1RRAGYA1 

VSDVTVLENSLAAVTLQNRQG 

LDLLTAEKGGLCTFSGKECCFY 

TNQSGISSPLEDTTTAGPFLHPI 

QQEVA RA IIGQFPTA FGVSCLE 

GRLRGEASWTSWVE 


15089 


45457 


A 


15176 


1 


1359 


MGPEPKNTHPGSCTCPLACSSS 

HKGFECLAVEQGSYTPVASPIV 

GVKENQEILDLLELKYNQTRSA 

VTRCVLGAASTAR1KQAEEGGR 

SRLAESSGLRLPFVLELPALEHQ 

TPSSSGFELLDLHQRLATWSQA 

FNYRLKDTLLASLLLRFWDSD 

WLPCSSVCSWPIVGLHLVIIERN 

YSYQQGTETVVSSWATGVSAA 

ASVSATIPINRVQGHCGFLGKR 

CFYCC1GECNHSDHQGPGTVAG 

SWARGVSATASQIQVDLGKFS 

DDPDRYIDVLHLTWRDVMLLL 

DQTLAFNENNVALAAAQEFGD 

TWYHRPVNDRMTAEQRDKFPT 

Dl KTAAGIPWN H WLLLTMDPQ 

TORDSOAPL YS\I * ETORANTYI 

VEWEPEAE/TSFKTLKQALVQA 

PALSILTGQNFSLYVTERARLAL 

GVLTQTCGTTPLYQDELRKKTL 

RHRDSEGSGFNQLEASAD 


15090 


45458 


A 


15177 


368 


5192 


AAPAPQLGLGPCKLASHLLSQS 

HLSQSVRSEAEQKAGASPASSI 

QREPLFKDQLKA PLPEQKRRSL 

LTV PLLTFRAQKCG PG S PL V AR 

GGATDSWLVSEEFRLSDSTAPP 

TELRGQEATGITKPPASLHPQPH 

AWDWARGRDPRRHLLGTPELQ 

EH SE KTTTETLP A DMG KLRTW 

ERKEATAGQAAEGAAGGIHFE 

ATSLLRPSSYVPQTQGALSTTY 

KEAKMDRDLHLTPILAAQRAR 

GPRIHSFPSDEMIEPS 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possibte nucleotide 
deletion, \=possible nucleotide insertion) 


15091 


45459 


A 


15178 


76 


969 


KKSTALVIDNGSCMCKAGFAG 

DDAPQAMFPSTVGFPGHQGVM 

VDMGQKDSYVGNEAQSKRSIL 

TLKYPIKHGIITNWDNMEKIWH 

HFYMELHGAPE*QPVLLTEDPL 

NPKDNREKMTQIMFETFNTPA 

MYVAIRDVLSLYAFGRTTGIVM 

DCGHRVTHTVP1YEGYSLPHAI 

LHLDLTG WD LTE YPC1 L L FS E K 

SYELPDGQV1TIGNEWFWCPEV 

LFQPSFPCMESCRIHQTTINSI KK 

CDVDIRKDXNTVLSGGTTMYPG 

IADRMQKJEITALAPSTMKIKI1A 

PPERKFSVWIGCS 


15092 


45460 


A 


15179 


1 


451 




15093 


45461 


A 


15180 


130 


227 


LMKMKXVM*RA*ICEEERRTPP 
AEDDFEKDLEWLINENEKSDAS 
IlEVYIANSIRNlNJYITKCFAlL 


15094 


45462 


A 


15181 


104 


1715 


KEEERRTPPAISV1PAAAFYTAY 

FL HKQKMNEN K DTDSKKSEE Y 

EDDFEKDLEWLINENEKSDASII 

EMACEKEENINQDL1CENETVM 

EHTKRHSDPDKSLQDEVSPRRN 

DIISVPGIQPLDPISDSDSENSFQ 

ESKLESQKDLEEEEDEEVRRYI 

MEKIVQANKLLQNQEPVNDKR 

ERLLKFKDQLVDLEVPPLEDTT 

TSKNYFENERNMFGKLSQLCIS 

NDFGQEDVLLSLTNGSCEENKD 

RTILVERDGKFELLNLQDIASQ 

G FLPPINN ANSTENDPQQLLPRS 

SN SS V SGTKKE DSTAKIH A VTH 

SSTGEPLAYIAQPPLNRKTCPSS 

AVNSDRSKGNGKSMHRTQSAH 

ISPVTSTYCLSPRQKELQKQLEE 

KREKLKREEERRKIEEEKEKKR 

ENDIVFKAWLQKKREQVLEMR 

RIQRAKEIEDNfNSRENRDPQQA 

FRLWLKKKHXEEQMKERQTEEL 

RKQEECLFFLKGTEGRERAFKQ 

WLRRKRMEKMAEQQAVRERT 

RQLRLEAKRSKQLQHHLYMSE 

AKPFRFTDHYN 



1918 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15095 


45463 


A 


15182 


881 


2040 


MKAGWRQTQHLHDAGQLLHLI 

LPGEQGVARVQLRRDAAQAPH 

VNGHVVGVAQDHFWGSVEPA 

LDVRVYCGGKTGGKQRERREG 

RCGVEILMVGERKJVTN EN KETD 

SKESEEYKDESEKDLEGLTNEN 

EKSDASIIEMACEKEENINQDLK 

ENETVIEHSKQLSDPDKSLQDE 

VSPRRNDFISVPS1QPLDPISDSD 

SENSFQESKLESQKDLEEEEDEE 

VLPRSSNSCVSGIKKEDSAAKID 

VVTHSSTGEPLAYI/ASTYKLAY 

IPPLNRKTCPSSAAISDRSKGNG 

KSN/HGQSAHISSVTSTYCLSP* 

QKEL/QKREQ K R E KLKREEEQQ 

KIEEEEEKKRENGIVFKAWLQK 

KREQVLEMRRIQRAKEIEDMNS 

RVSKTSLKNXFIQI 


15096 


45464 


A 


15183 


873 


4292 


MVVSLGRVSSLSEDSDPTGRVG 

R*VDCKVDRSIWAGVWISEDAP 

SEA*EIGGLGRK*MLSGGPQSPS 

KHVHIL*DQDSSSIPEPMGPCCP\ 

PHAPGKEPGTSCSIDTDGKLSG 

VSGDDS*T/GTDGGESEEILLPQ 

*QLPVTLPSLPLPG*VRYTSRSR 

S RSRSTRDPGRKS RPI SG LRG LC 

GDGATS/PLTPRHAPARDVQ/PG 

VSMAFAGDR\GDGGRRGGASQ/ 

PAPPGPAVPRPCAQYSARAMPA 

SGRHES 


15097 


45465 


B 


15184 


1 


2214 




15098 


45466 


A 


15185 


3 


361 




15099 


45467 


A 


15186 


1 


1035 


MKI HKSGGLKATPQL YASQFSG 

VAILATWGPHRPRNSSTSFSTQS 

KLRRPDESSVDFQKLMLCKEAT 

KKSKEKEPGMAFPQGHLIFSDV 

AIKFSVEEWKCLNPEQRALYRE 

MMLENYRNLES/VG*LFKIHDG 

VLrNRARQYRSVPHRDIGKT*FL 

LPRMQERYSGL*VSVARN*KK 

WP* STHDRNQR VN * V HTG EKP 

QKCNECGKTFSQKSYLQCHHR 

LHTGQKPYK* E*CDKVYSCRSQ 

LKTH RR 1 HTG\EKA YKCK VCEK 

AFWDNSCLSCQKRVHIGEKPYT 

ALVMHKAIHTGEKPYTCNECG 

KAFSRKANLALYHRLHTGEKP 

YKCEECDKVYSRRSHLERHK 


15100 


45468 


B 


15187 


1 j 


1347 
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SEQ 113 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*— Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15101 


45469 


A 


15188 




1446 


MWRETKRYAAVLLLTPHYSAS 

LLPDW/PNLYLHQSGHHVPGVY 

LKFG\SSNPIYPCVDSAKTVFPN 

APLJHDRVQSVRRMGPFKGVFR 

KVFSNLGFEYSLSTWATMGSPG 

SLGVSPFGKTLFVESASGSLDA 

LWPTVEKEISSHKNYQKHSEKQ 

IYDVRIELTGLNALPNISLNFYK 

NSVSKLLNRXKGLIHLLQPF1LR 

LCVSLHKNREENLGITIQDVAM 

RLSALPN I VCRLYKKTASEVLK 

EWSTRWDEYTHHKEVSQKALP 

TLSVKIYKKNICQLLNQNNGPN 

SEMNALJTKKSVKSASGYLESI 

AALVEKE1SSYKNYTEAFYNLL 

CDVYSHVTEMKLSSIEQIGNTL 

FVESASGVWRALRPRGKEVNDI 

FIDQIANSVLVDSSKDICKRPEA 

CGAMVKKENLHIKTRQKISEKL 

H WPFG A PRLTSLTG PEKTG KGE 

HPGAKARGELSGAPPLIHTRICL 

SLMSNVETLLLEKJLQGYTGAH 


15102 


45470 


A 


15189 


1 


966 




15103 


45471 


A 


15190 


157 


531 


GDHTTFLCLLMVNAEFKYNFK 

TIIS+DLLKKDSGQYGHFTIFFRS 

MSIGCFSIYLCIFNFFHQCFAVF 

LVEIFTFLVKCIPQVDSIEDTTFG 

HPEEATPHPFSFFMRLEQFSHIF 

SSWPVSFTAH 


15104 


45472 


A 


15191 


9 


494 


PTDRPRPRALAGARGPPGRAPR 
VPPPAGGPRPSQYGHGGRPNPR 
H G WH DA FC PNNTP Y R\E RPLD S 
RYLTPGPLDMRGDSGFRTGRGS 
DVGSLKPTDTRRNGKIYLNGS/ 
NVFYYQQRLHPVHRGDGARRG 
FSGRTCLHRMVC*YEQTGHQS 
DQT* KARSA YG 


15105 


45473 


A 


15192 


1361 


2038 




15106 


45474 


A 


15193 


1376 


1906 


LAFPDGMASL1MMSLPAMRTL 

AWAMAVSGNCIPEGQFSALSC 

ADFG)SPKLIL*SSSAPN\YLAMG 

ISCPRADDLPEAGTAETDRACR 

SIPQYGTDLGWYPATAAGPQSE 

SVQGAV*PHRYEAG*ST/VWKP 

LKKK*KPLPRR*LARWQMIRFR 

KPSPLTTSLKLTCAWRFLDFRW 

LE 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15107 


45475 


A 


15194 


! 


1388 


MIEHPRRRDNYRQSGPPVADKP 

TTKGEPLISDIVSDAQQANLLIP 

VDETPPVINDEQSTSTPLTTAQT 

MALAA V ADKNTTKDE1CA DDL 

NEDVTASLSALFAMLPGFDNTP 

KVTDAPSTVLPTEKPTLFTKLTS 

EQLTTAQPDDAPGTPAQPLTPL 

VAEAQSKAEVISTPSPPSISGVT 

RSKMRQREWLVLPPEDSLV1RR 

SNKTSQL PA FN VPLS A A K A A AS 

KPWRASNTACRNSRPSKVCSAE 

GEQWFSASGRGEIHSQSPARDM 

AQMCKLAAEGHFAEARVINQR 

LMPLHNKLFVEPNPIPVKWACK 

ELGLVATDTLRLPMTP1TDSGR 

ETVSGDETYLEAAPLAELHAPA 

GMILPVTSG DY AIP VTNGSG A V 

GSYSAITEPGAGSDVGSLKTTY 

TRRNGKIYLNGS/NVFYYOORI 

HPVHRGDGARRGFSGQTCLHR 

MVC*YEQTGHQSDQT*KARSA 

YG 


15108 


45476 


C 


15195 


1 


1905 




15109 


45477 


A 


15196 


285 


1706 


YARVHSGRSSIRRS1PVS1C1RSSI 

RGCVPVVHCIRSSIRRSIPVDHL 

YQI IHTKKHTRCPF VS DH PYEE 

APDYSASLLPDWLPVPSSKVVI 

TYPGFTSICGYYTTSSKACFSVF 

AWCFVTSDVPGRFSDEDEDDSE 

MWSLTALMGVMGGWKTSARS 

EVSILCSTSSKVIHSSYPYADRA 

FQVWSLDARFAHINKPFGVDRF 

SG E APSRAITTM YG VK VLNRP A 

TGTAHRLVPPDVPVHPHGGESN 

KPRVQTTVSSGISRLS1PISASAL 

QNVPDKTHDISNITDTVYHCPL 

SQSSRWYWRFVPVRSPPLSNGQ 

TAVRPGGSRAGAAGGPLSEYS 

GSGFGVMKWTKDQLTVTVKV 

HHLPEVVEFLYYKQGGWLSVL 

FGNDERKLNGHYAVYYVLSRE 

KGTKCW1/TDSMDYRQR/PAPT 

NDA ETYEFINELG A RKTTV VP1 

GPLHVTS/DEPGHLRLFVDGENI 

I E ANNE * I H RTQC 


15110 


45478 


A 


15197 


-> 


1396 




15111 


45479 


B 


15198 


1 


1399 





BNSDOCID: <WO 0175067A3JA> 



1921 



WO 01/075067 



PCT/US01/08631 



SEQ ll> 

NO: 


SEQ ID NO: 
or peptide 
sequence j 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for hist amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, ^possible nucleotide insertion) 


151 12 


45480 


A 


15199 


283 


796 


FVGVKSAGNRLKTIDELANESR 

SSVGLTQ A ALKTLESSG AIRIER 

RGRNGSYLVEMDNKALLTHVD 

INNVVCAMPLPYTRLYEGLASG 

LKAQFDGIPFYYAHMRGADIRV 

ECLLNGVYDMAVVSRLAAESY 

LPQKGLCLAL*LGPPPYVGE\YQ 

L*QVKAKSEYVKRVGHV 


15113 


45481 


A 


15200 


48 


3376 




15114 


45482 


A 


15201 


49 


681 


DPGADRRGSVWGLSDLRNTYN 

ALYLTHSGRLSECPTPANEEKE 

PTN HNRTLTNQTQKJEKKKTRT 

KDCTTRNKNSTRPGSGIIAGPSY 

YTVAGPPSAIDPRWLRPTPPAL 

DPQ*MPHTSKRGKRADQSQPN 

ANKPNTEREKKDKNEGLHHKE 

QEQVQRPGSGIIAGPSYYTVAGP 

PSAIDPRWLRPTPPALDPQTEPL 

IFQQLEIDHYVAGLTHEVMSLS 

HLTLVMRWGSVSAAHLAHWA 

RCRW1STELTPNSITSTSSPLKD 

CSSSPAMEQSWLENDFDELTED 

KKTCLCDH 


15115 


45483 


A 


15202 


3 


587 




15116 


45484 


A 


15203 


3 


774 


MVLMAGFTAGNEKGELVVLG 

RNGSDYSAAVLAACLRADCCE1 

WTDVDG V YTCDPRQ VPDARLL 

KSMSYQEAMELSYFGAKVLHP 

RTITPIAQFQ1PCLIKNTGNPQAP 

GTLIGASRDEDELPVKGISNLN 

NMAMFSVSGPGMKGMVGMA 

ARVFAAMSRARJSVVLITQSSSE 

YSISFCVPQSDCVRAERAMREE 

FYLELEESLLEPLAVT\ERLPII\S 

VGSDGN PPPCGG ISPKFFVA AL A 

PRPISKFVALCSGIPF 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15117 


45485 


A 


15204 


1474 


151 1 


HS*VPANLYMELKACFTGA/NE 

KGELVVLGHNLAVSYF1ALAAS 

LRADCCEIWTDVDGVYTCDPR 

QVPDARLLKSMSYQEAMELSY 

FGAKVLHPRTITPIAQFQIPCLIK 

NTGNPQAPGTLIGASRDEDELP 

VKG1SNLKNMAMFSVSGPGMK 

GMVGMAARVFAAMSRARISV 

GLITQSSSEYSISFCVPQSDCVR 

A ERA MQEEFYLAELKEGLLEPL 

AVTERLAIISVVGDGIVIRTLRGIS 

AKFFAALARANINIVAIAQGSSE 

RSISVVVNNDDATTGVRVTHQ 

MLFNTDQVIEVFVIGVGGVGG 

ALLEQLKRQQSWLKNKHIDLR 

VCGVANSKALLTNVHGLNLEN 

WQEELAQAKEPFNLGRLIRLVK 

EYHLLNPVIVDCTSSQAVADQY 

ADFLREGFHVVTPNKKANTSS 

MDYYHQLRYAAEKSRRKFLYE 

HNTFVSPH1RPLIERRGRSSTRD 

KWCARPSTERQQDNSAARILSC 

QQGNTSFEHTSSIRVGTTNSLN 


15118 


45486 


A 


15205 


198 


462 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


151 19 


45487 


A 


15206 


31 


1981 


RWLMRGMGIALPAAMASTVSP 

ST1AETPEPPPLSDW/LRASG/DV 

WVHLLGLDPHLSSLLLSICLFSR 

SLIWIF*LQP*SV/ALAFQMGAS 

LFASNIGVIEGEGPQAKPL*CLT 

VSYFEMLNNLNAQGPKGKLSP 

CQCLSLQVMTMPEYLKKRWTL 

GQRSQWPQMHVSFSS*LFPF*A 

DIFAGAIFIKQPSGEGKYMRTH 

G*NALVLFFLSLGGLEVVIINIG 

CLRFQ*DISFYSDAFLAFNEVGG 

YESFTEKYVNATPSVVEGDNLT 

ISASC YTPRADSFH I FRDAVTGK 

GR*LPLKSSPGLFHECVTFSRQV 

IVQRCLVCGKDMSHVKAACIMF 

LF V * WLL V LPI W A SLDSLLN SSP 

DMVACVVPSECVISTLSGLARQ 

CPATNQCLYPFPAPGLRGLMLS 

VMLASLMSSLTS1FNSASTRTK 

AQWK*L*CFCLMFKLCCFLLRJ 

FVLLLTVVSIVWVPLVQVSQNG 

QLIHYTESI***LT*1SFSYFLNILI 

FFLLLLQGAFWGLMVGLAMGL 

IRMITEFAYGTGSCLAPSNCPKII 

CGVHYLYFSIKVPFYYTIANICL 

LLMHFCMVPVQLYRLCWVLR 

NTTLTRISSSFVPIFCNHLLIFVP 

DYPEKSRGCLKKAYDLFCGLQ 

KGPKLTKEEEEALSKKLTDTSE 


15120 


45488 


B 


15207 


1 


1392 




15121 


45489 


A 


15208 


57 


1523 




15122 


45490 


A 


15209 


473 


589 


LPRQLALSCVVHCQTLVPAIRCI 
D WG WL F * W* S VTP VM 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


l Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15123 


45491 


A 


15210 


1 


1297 


MGKIMSSYQHVDLIVDCDFEA 

YHRQPSSGTKSVVTGPSAQALI 

TEKIVTYHWDQHVGDVLVLNI 

YCVINVLDHTVKAV1DDRFMG 

GITTINLQLMAIIVRYFFASGSA 

YIVAMLPVFAMLANVSGAPLM 

LTALALLFSNSYGGMVTHYGG 

AAGPV1FGVGYNDIKSLCFDER 

TRIDVADTYASNWRSRCNQT1F 

NGECPNTRQHIAAVRRG1DTLL 

MNDYLRKQIlDISTRJAGTANTsI 

GDFTGQW1TAANTVNFQIVAGT 

HNCHQYFIALRL1FG1LKYIQDR 

AREGLKQRDLAEALSTSPQTVN 

NWIKRDALSREAAQQISEKFGY 

SLDWLLNGEGSPKKDLESNIPP 

ESEWGTVDAWDKNTPLPDDEV 

EVPFLKDIEFACGDGRVHDEDH 

NGFKLRFSK V\ VQPR VGC* QG * 

G*LLYLDSV**GDPLEST 


15124 


45492 


A 


15211 


62 


301 


SWMSSPRAFSSSTCLETAAPTR 
MATALTSAACRLPPAAGSGSP 
WAPAPYRWRARRRTGPMSDR 
Q*RTSQPCPEPAAASR 


15125 


45493 


A 


15212 


1 


1665 


MQDSAHLRRLPPAASRRVWLA 

LGSCPLPLESSPAHRAYERPSVA 

HQPAVPGARRSLEVPSEVPLTV 

PALTPPRJPAMLTAVCGSLGSQ 

HTEAPHASPPRLDLQPLQTYQG 

HTSPEAGDYPSPLQPGELQSLPL 

GPEVDFSQGYELPGASSRVTCE 

DLESDSPLAPGPFSKLLQPDMS 

HHYESWFRPTHPGAEDGSWWD 

LHPGTSWMDLPHTQGALTSPG 

HPG A LQ AG LGG Y VG DHQLC A P 

PPHPHAHHLLPAAGGQHLLGPP 

DGAKALEVAAPESQGLDSSLD 

GAARPKGSRRSVPRSSGQTVCR 

CPNCLEAERLGAPCGPDGGKK 

KHLHNCHIPGCGKAYAKTSHL 

KAHLRWHSGDRPFVCNWLFCG 

KRFTRSDELQRHLQTHTGTKKF 

PCAVCSRVFMRSDHLAKHMKT 

HEGAKEEAAGAASGEGKAGGA 

VEPPGGKG1CREAEGSMASSSPD 

SPCSCDCFVSVPPASAIPAVIFA 

HELGPTPGRGAGGGVCPRRHS 

HSWEPAPGL*AVGGGGGASGQ 

AGDRGCHA*EAGRS/SCSRRGS 

GL*RAGTS*ISASS 
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SEQ ID 

NO: 


SEQ II) NO; 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15126 


45494 


A 


15213 


3 


471 


GRPSSPGVHGSSTQTPAHVGSF 

PGCGPIPPD/ACRRSK1RGPGGW 

GGVGG/CRDGRMSR/DLRNLPC 

PFLFLPGP*AAAPSPPWPAAGA 

APCGQCLDGWPHSYSHGHSSA 

AGRGGICRSPPLLAGELRPPGIQ 

YNGRTEVRGILSGSPCPPFSGAG 


15127 


45495 


A 


.15214 


^> 


449 


PHQDLEEAMVLL*PPSP/PAWPT 
MRTRKRPSSKVSSTSRPLRKSIM 
TTYAVPSRAPTPA*PSASKPTNA 
FS/HMVGSEPRSHAHLDGRHRD 
SR* RKPRPLSGPRTLGG KSLRG S 
AGAGRGGVPRPRPLPENLDAPL 
WNSPGNSAGAAVQLA 


15128 


45496 


A 


15215 


26 


1126 


EGPSSEAAHPGGTPREQDGAM 

DPA RKAGAQA M I WTAGWLLL 

LLLRGGAQALECYSCVQKADD 

GCSPNKMKTVKCAPGVDVCTV 

EAVVAVETIHGQFSLAVRXGCG 

SGLPGKNDRGLDLHGLLAFIQL 

QQCAQDRCNAKLNLTSRALDP 

AGNESAYPPNGVECYSCVGLSR 

EACQGTSPPVVSCYNASDHVY 

KG CFDGN VTLTA AN VT VS LP V 

RGCVQDEFCTRDGVTGPGFTLS 

GSCCQGSRCNSDLRNKTYFSPR 

IPPLVRLPPPEPTTVASTTSVTTS 

TSAPVRPTSTTKPMPAPTSQTPR 

QGVEHEASRDEEPRLTGGAAG 

HQDRSNSGQYPAKGGPQQPHN 

KGCVAPTAGLAALLLAVAAGV 


15129 


45497 


A 


15216 


1401 


1983 


AQRAQALECYSCVQKAD/DGC 

SPNKMKTVKCAPG/VDVCTEA 

VGAVE/SHPFW1WPRPFNAAPPP 

LS A WPG P YDT A LQ A RPL Y * QL 

QARGAES*ELVH/GQFSLAVRG 

CGSGLPGK/NDRGLDLHGLLAF 

IQLQ/QCAQDRCNAKLNLTS/RG 

LDPAGTSPPVVSCYNASDHVY/ 

KGCFDGNVTLTAEPTTVASTTS 

VTTSTSPQ 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15130 


45498 


A 


15217 


1 


964 


MNVKGDTQGNTRVRVDNIGG 

VGAQTVNGIEL1EVGGNSAGNF 

ALTTGTVEAGAYVYTLAKGKG 

NDEKNXSPSVYRP/EAGSYISN1A 

AANSLFSHRLHDRHSCLQPLKI 

LVTGGAGFIGSAVVRHIINNTQ 

DSVVNVDKLTYAGNRESLADV 

SDSERYVFEHAD1CDAPAMAR1 

FAQHQPDAVMHLAAESHVDRS 

ITGPAAFIETNIVGTYVLLEAAR 

N YWSALDSDKKNSFR FHHI^Tn 

EVYGDLPHPDEVNNTFFI PI FT 

ETTAYAPSSPYSASKASSDHLV 

RAWKRTYGLPTIVTNCSNNYG 

PYHFPEKLIPLVILNALE 


15131 


45499 


B 


15218 


44 


405 




15132 


45500 


A 


15222 


1 


498 


MTRSLLSVFEEDAGTLTDYTNQ 
LLQAMQRVYGAQLNLLHTELA 
KQLXETQWFYLSYNSEKRJSQTL 
SAMWRGRAAOA/TOGHWVWG 
MVEAVCSKVSTLKDI FGI 
EHDLSMAKYSR1 PKKKFNFKT 
AAFGOPTWCDPAFRVnFI PPV 
GPDPG AKS A PSPR DR A ^Tl 


15133 


45501 


A 


15223 


! 


1224 




15134 


45502 


A 


15224 


! 


1353 




15135 


45503 


A ! 


15225 


1 


2580 




15136 


45504 


A 


15226 


1 


3117 




15137 


45505 


A | 


15227 




1260 




15138 


45506 


A 


15228 


; - 


2142 




15139 


45507 


A 


15229 




1413 




15140 


45508 


A 


15230 




4049 




15141 


45509 


A 


15231 




381 


MLMLNIGFKNFQFEHLKCSHGS 

YSEDIGFPNAGALSGAMFLLEE 

KHLLFGLKEEERLRASIRRESQ 

QRRMREKQHQRGLSASYXWNLl 

DTMRRRKARSP/YSLAAIKNRY 

KGGIRDQKPSYDSLNLCMT 


15142 


45510 


A 


15232 


i 


467 


DHSSSPAREQNWMENXEFDELT 

EVGFRRWVITNSSELKKHVLTQ 

CKEAKNLEKRLGELLTRITSLE 

KNINDLMELKNTARELHEAYTS 

INSWrNOAEERLSEIEDOI NFIK 

REDKITEKMKNSTTVRVAASM 

OSKLLOGVAEEGPLRI TRSASF 


15143 


45511 


A 


15233 




1 140 




15144 


45512 


A 


15234 




2640 




15145 


45513 


A 


15235 




714 | 




15146 


45514 


B 


15236 




546 




15147 


45515 


B 


15237 




735 




15148 


45516 


B 


15238 


50 


1603 





1927 



BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15149 


45517 


A 


15239 


1374 


2220 


QAENSHININKKDVHSETPSEG 

HQRKRPKDHSSSPAREQNWME 

N\EFDELTEVGFRRWVITNSSEL 

KKHVLTQCKEAKNLEKRLGEL 

LTRITSLEKNINDLMELKNTAR 

ELHEAYTSINSWINQAEERLSE1 

EDQLNEIKREDK1TEKMKNSTT 

VLVSTWGSQLEQNNLPHI1SPLF 

HSTHDLNISFYGGCLLQACSSK 

LLQGLAEGGPLRLTRSASFFAA 

KLCLTICHFLPTEMILIKSRKTTP 

DTQPR RL Y LLQG V V DQTSRKG 

PTALNIRQKTFAAAPPHR 


15150 


45518 


B 


15240 


1 


1311 




15151 


45519 


B 


15241 


46 


212 




15152 


45520 


A 


15242 


3 


371 


EPLPPEPPAVPSEVELQHLRJCEL 

ERVAGELQSQVKNNQHISLLNR 

RQEERIREQEERLRJCQEERLQE 

QHEKLRQLAKPQSVELK\SQEV 

QSLQQQPDH F\LG H L\QQ Y V\AT 

LSAARWAAYQQLD 


15153 


45521 


A 


15243 


392 


558 




15154 


45522 


B 


15244 


52 


689 




15155 


45523 


B 


15245 


400 


603 




15156 


45524 


A 


15246 


5 


1158 


RKFWRWMVVMAAQHSQAAQ 

GQRR**VSKGP**PGPMGGPVL 

GHWWHSGGfSLAVPSLPPPGKS 

SVFLFLFSASFSDMKLNPGTVSP 

RLIFGSYDDGFLVETVVKFDFQ 

LWQKTPLHRAAGERRRAEQRG 

KLSFVMP 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las( 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15157 


45525 


A 


15247 


1 


1808 


MAEETQHNKLAAAKKKSATGF 

HREGPTSSATLKDLESPCQERA 

VVLDSTSVKISRLKNTIKSLKQQ 

KKQVEHQLEEVTAPDNLVPWV 

GLSWGIGG1LGACLLLCHLCLP 

LEKKANNERQKAERELEVQIQT 

LI1QKEELNTDLYHMERSLRYFE 

EESKDLAVRLQHSLQCKGELES 

ALSAVIATEKKKANQLSSRSKA 

RTEWKLEQSMREEALLKVQLT 

QLKESFQQVQLERDEYSEHLKG 

ERARWQQRMRKMSQE1CTLKK 

EKQQDMRRVEELERSLSKLKN 

QMAEPLPPEPPAVPSEVELQHL 

RKELERVAGELQSQVKNNQHIS 

LLNRRQEER1REQEERLRKQEE 

RLQEQHEKLRQLAKPHCAFSRS 

♦TMRTRAHLQLEQQVKELQE/Q 

ALARVFLQVELKSQEAQSLQQ 

QPDHYLGHPAAEHLEAASQQN 

QQLTAQLSLMALPGEGHGGEH 

LDSEGEEAPRPMPSVPEDLESR 

EAMVAFFKSAGASAQEKQAQL 

OEOVKEORVCCORLAHPVASA 

QKEPEAARGPGAPGPGGESSSF 

MDHLKEKADLSE/PGEKRTLLH 

P/PTG/GDRRHQKTHHLLSEPGG 

CAK/DAALGPGHHQAGAQGGD 


15158 


45526 


A 


15248 


2085 


2700 


YPGKRGLEWT*ANSNRPAAEG 

PDE\SSSLPATEQSWMENDFDE 

LRKEGFRRSVITNFSKLKEDVQ 

THRKEAKNLEKGLDEWLTRJNS 

IEKTLNDLMEMKTMA*ELHDT 

CTS FSSRVDQ V E ERLS VI * DQM 

NEMK*EEKFREK\RVKRNEQSL 

QEIWNYVKRPNLHLIGVSEIDR 

ENGTKL ENTLQDI FQEN FT YLA 

RQANIQIQEI 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 

in USSN ! 
09/540,217 ! 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15159 


45527 


A 


15249 


378 


1744 


QTERNSFN INKKJDIHTKTPSV RH 

HHQRPKLHKTTKMGKKHSRKA 

ENSKNQSGSLPPKECSSSPAVE 

QSWTENEFDEFTEEGFRVRIESQ 

MNEIKGEEKFREKRVKRNEQSL 

QEIWDYVKRPDLRLIGVPDSDG 

ENGTRLENTLQDIIRENFPNLAR 

QASIQIQEIQRTPQRYSSRRATP 

RH1IVRFTKVEMKEKMLRAARE 

KELKIKKLTQNCLTTWKLNNLL 

LNDYWVHNEMKGE1KMFFETN 

ENIDTTYQNLWHTFKAVCRGK 

FIALNAHKRKQERSKIDTLASQ 

LKE1EKQEQTHSKASRRQEITK1 

RVELKEIETQKSLQKINESRSWF 

FEK1NKIDRPLPRLIKKKREKNQ 

IDTIKNDKGDITTNPTEIQTISRE 

YYKHLYANKLENLEEMDKFLD 

TYTLSGLNKEEVESLNTSITGSE 

VEAI1NS1PTKKKSRTRWIHSRIL 

PEVQGGAA 


15160 


45528 


A 


15250 


935 


1269 


LIEGKLTERNSININKKD1HTKT 
PS VG/PPSSKTKDRSSL PA 1 EQS 
WMENDFDELTEVGFRRSV1TNL 
SKLKEDVRI PHKEATNLEKRLD 
E WLTRINSI EKTLDDLMELKTM 


15161 


45529 


A 


15251 


401 


497 


KTFSPFYFS* RRRTVRDINGFTE 
Y*EPEKLLG 


15162 


45530 


B 


15252 


220 


940 




15163 


45531 


A 


15253 


1 


1476 
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SEQ ID 

NO: 



SEQ ID NO: 
of peptide 
sequence 



Met 
hod 



SEQ ID NO: 
in USSN 
09/540,217 



Nucleotide 
location of first 
codon for peptide 
sequence 



Nucleotide location of last 
codon for last amino acid 
of peptide sequence 



Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 



15164 



45532 



15254 



2423 



MNGKNKTOIYQEPTVCQALHW 

TLARIGKEEPRRGQRGEGLLCS 

RERQPRGLSSPGTAAPAAPAAP 

TPPALPGHRTRSGSPEGPEP1LR 

RGGSADAPGRVKTWVNRPAAF 

VGKCLGDGSADTACDQAMKG 

QRGSNRKRKTSHSLTFPTSSDM 

HAGGLSAAHPCAHSRAPPPASP 

SPYKGSLGTRTDGLTDSRADSA 

ASGARALGVDGQPQPSPPRRAP 

PRPVGADGSSRGPQPGRRRVER 

RGPATQPG DSRALPEPRG VPA V 

HPAGSGSEWERPPPAAPSPEHR 

DKMLPGLRRLLQASARRPQPFP 

EAARWVWSPCFSSGTLCPSFQS 

ERPLLPFQGASFPGTTLHQRLCP 

VAALHGSGKGQKWQQSHCYA 

AAVMEEPPAPGRSSESLQGPLS 

WAGGAPASACLLLMLLALPLA 

APSCPMLCTCYSSPPTVSCQAN 

NFSSVPLSLPPSTQRLFLQNNLI 

RTLGARHLWVQPAHPVALLQQ 

PLHHLPG H FPPLAQA LEELDLG D 

NRHLRSLEPDTFQGLERLQSLH 

LYRCQLSSLPGNIFRGLVSLQYL 

YLQENSLLHLQDDLFADLANLE 

PTSFLHGNRLRLLTEHVFRGLG 

SLDRLLLHGNRLQGVHRAAFR 

GLSRLTILYLFNNSLASLPGEAL 

ADLPSLEFLRLNANPWACDCR 

ARPLWAWFQRARVSSSDVTCA 

TPPERQG RDLRALRE A DFQACP 



15165 



45533 



B 



15255 



47 



482 



5166 



45534 



15256 



636 



MRDPNTKRSRGFGFVTCATVE 

EVDAAMNARPCKVVGRTVEPK 

RAVSREDSQRPEDTEELHLRDY 

FEQYGKIEVIEIMTDQGSGKKR 

GFAFVTFDNHDSMDKTVIQKY 

HTVNGHNCEARKALSKQEMAR 

ASSSQRGRSGSGNFGGGRGGGF 

GGNDNFGRGGNFSGHGGFGGS 

HGGGGYGG/SGDGYNGFGNDG 

GGGSYNDFVNYNNQSSHFGPM 



BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ H>NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15167 


45535 


A 


15257 


1 


890 


MSKSESPKEPEQLRKLFIGGLSF 

ETTDESLRSHFEQWGTLTDCVV 

M RDPNTKRSRG FGFVT Y ATV E 

EVDAAMNARPHKVDGRVVEP 

KRAVSREDSQRPDYFEQYGKIE 

V1EIMTDRGSGKKRGFAFVTFD 

DHDSVDKTVIQKYHTVNGHNC 

EVRKALSKQEMASASSSQRGRS 

GSGNFGGGRGGGFGGNDNFGR 

GGNFSGRGGFGGSHGGGGYGG 

SGDGYNGFGNDGSNFGGGGSY 

NDFGNYNNQSSNFGPMKGGNF 

GGRSSGPYGGGGQYFAKPRNQ/ 

GGYGGSSSSSSYGSGRRF 


15168 


45536 


A 


15258 


1 


286 




15169 


45537 


A 


15259 


1 


1674 




15170 


45538 


A 


15260 


235 


1370 


KREGEGRLADTFVSLLLSARGR 

RRRSIVKVSLHPAVMSKSESPK 

EP\EQLRKLFIGGLSFETTDESLR 

SHFEQWGTLTDXCVVMRDPNT 

KRS RG\FG F VT Y ATVEE VD A A M 

N A RPH K VD\GRV VXEPKRA VSR 

EDSQRPGAH\LTVKK\1FVGWH* 

RKTTFWGGKKKRAKKHHLRD 

YFEQYGK1\EVIEIH*LDR\GQWP 

RKRGFAFVTF\DDP\DSVDKIVI 

QK YHTVNG HNCE V\RKA LSKQ 

E\MASASSS\QRG\RSGSGNFGG 

GRGGGF\GGN\DNFG\RGGNFS\ 

G\RGGFGGT\RGGGGYGG/SVG 

DGYNGFGNDGSNFGGGG\SYM 

DFGN YNNQXSSN FG PMKGXGN F 

G\GRSSGPYG\GGGQYF\AKPR\N 

QGGYGGSSSSSSYGSGRRF 


15171 


45539 


B 


15261 


1 


660 




15172 


45540 


A 


15262 


2 


486 


KMRQRERAQGKK/VAPAPAVV 

K/KQEAKJCVVNPLFEKRPKNFG 

IGQD1QPKRDLTRFVKWPRYIR 

LQRQRAILYKRLKVPPArNQFT 

Q ALDRQT ATQLLKL A H K YRP/G 

DKGALAKLVEAIRTNYNDRYD 

EIRRHWGGNVLGPKSVARJAKL 

EKAKAICELATKLG 
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BNSDOCID: <WO 0175067A3_IA> 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


IVIet 
hod 


SEQ 1 1) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, \=possible nucleotide insertion) 


15173 


45541 


A 


15263 


3 


845 


PPKMPKGKKAKGK.KVAPAPAV 

VKKQEAKKVVNPLFEKRPKNF 

GIGQDIQPKRDLTRFVKXWPRYI 

RLQR\QRAILYKRLKVPPAINQF 

TQALDRQTATQLLK/LVAHKYR 

P\ETKQEKKQRL\L A R AVEKKAA 

WQKGTSPTKRPP\VLR\AGS*HP 

VTTL VEYN K KA S AG W Wl A H RR 

GFPSSLVVFLP\ALCREKWGSPY 

\CIIKGKARLG\RLVTRKTCTTV 

AFYTQVNLGRQRALLLKLVEAI 

RTNYNDRYDEIRRHWGGNVLG 

PKSVA R I A KLEKAK A KAELATK 


15174 


45542 


A 


15264 


1 


5796 




15175 


45543 


A 


15265 


1 


2212 


MPRVEKN I PGRRNSKGFEDPLE 

VTQDVTREWAKKVVWKREKA 

SKINGAYFCEGRVRGEAIRJRT 

MKMRQQATLTMTVDKGDNVN 

ISFKKVLIKEEDAVIYKNGSFIH 

SVPRHEVPDILEVHLPHAQPQD 

AGVYSARY1GGNLFTSAFTRLI 

VRILPPQPENIKISNITHSSAYIS 

WTILDGYSISS1T1RYKVQGKNE 

DQHVDVKIKNATITQYQLKGLE 

PET A YQ V D I FA EKN I G SSN P A FS 

HELVTLPESQAPADLGGGKML 

LIAILGSAGMTCLTVLLAFLIILQ 

LKRANVQRRMAQAFQNVREEP 

A VQFNSGTL A LNRK VKNN PDP 

TIYPVLDWNDIKFQDVIGEGNF 

GQVLKARIKKDGLRMDAAIKR 

MKEYASKDDHRDFAGELEVLC 

KLGHHPNirNLLGACEHRERGD 

RRHLENQVTPTL1LRFSNTLSKR 

HTRRLYPEPGSEGPTPTEPRSLL 

AQQSEIKLHGGSEPPLLIFRQTG 

SGVDLQQTPTNLQLRVLTVRR 

KTDKRKGHPHQKPICSSPSSKT 

KEGFRRSNYSKLKEEVQTHGK 

EVKNLEKKLDKWLTRITNAEK 

SLKDLMELKTKARELCDECASL 

TSQFDQLDKRVSVM EDQMNE 

MKQEEKFREKRJKRNEQSLQEI 

WDYVKRPNLCLIGAPESDGEN 

GTKLENTLQDIIQENFPNITRQA 

NIQ1QEIQRTPQRYSSRRATPRHI 



1933 
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SKQ ID 

NO: 


SKQ ll> NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 ; 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15176 


45544 


A 


15266 


1 


743 


PPLL1 FRQTG SG V DLQQTPTN LQ 

LRVLTVRRKTDKRKGHPHQKP1 

CSSPSSKTKEGFRRSNYSKLKEE 

VQTHGKEVKNLEKKLDKWLTR 

1TNAEKSLKDLMELKTKARELC 

DECASLTSQFDQLDKRVSVME 

DQMNEMKQEEKFREKRIKRNE 

QSLQEIWDYVKRPNLCLIGAPE 

SDGENGTKLENTLQDIIQENFPN 

ITRQ AN I QIQEIQRTPQR Y S S RR 

ATPRH 1 1 VRFTK V EM K.EKAMLR 

AAREK 


15177 


45545 


A 


15267 


1 


618 




15178 


45546 


A 


15268 


200 


618 


EVSRNNTRTKTSYKQDMNTSK 

G F* KDTST* P VT/KERSSSP ATEQ 

CWTENDFDELREEGFRRSNYSE 

LKEEVRTNGKEVKNLEKKLDE 

WLTR1TNAEKSLKDLMELKTM 

ARELCDERTSLSSRCDQLEERV 

SVMEDEMNEM 


15179 


45547 


A 


15269 


158 


594 


SGSSICCSPISTVLQPPLLTPRQT 

GSGATSSK/SPTDLQLRECSSSP 

A KEQSWM ENDFDELREG FRRS 

NYSELKEEVQTHGKEVENLEK 

KIDEWLTRITNAEKSLKDLMEL 

KTMAREQCDECTSLSSRRDQLE 

ERVSVIEDQIMEMK 


15180 


45548 


A 


15270 


3 


1453 


LSDLELAAQS11F1FAGYETTSSV 

LSFTLYELATHPDVQQKLQKE1 

DAVLPNKERSSSPATEQSWTEN 

DFDELREEGFRRSNYPELKEEV 

RTHG ICE V RNLEKKI RQ M\ V TRI 1 

NAEKSLKDLMELKTMARELRD 

ECTSLSSQFNQLEERVSVMEDQ 

MNEMKKEEKFRRKRIKRKEQS 

LQEIWDYVKRPNLRL1GVPESD 

GENRTKLENTLQDI IQENFPNL A 

RQAN1QIQEIQRTPQRYSSRRAT 

PRHI 1 VRFTK VEMKEKM L RA A R 

EKEIQTTIREYYKHLYANKLEN 

LEEMDKFLDTYTLPRLNQEEVE 

TLNRPITGSEIEAIIMSLPTKKSP 

GPDGFTAEFYQRYKEDLVPFFL 

KLFQSIEKEGILPNSFYEASJILIP 

KPGRDTTKKENFRPISLMNSDT 

KILNKILANR1QQHIKKL1HHDQ 

VGFIPGMQGWFNIRKSIN1IQHI 

NRTNDKTHMIISIDAEKAFNKIQ 

QPFMLKTLNKL 


15181 


45549 


C 


15271 


111 


269 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15182 


45550 


A 


15272 


94 


4505 

- 


YLDMMSFVQKGSWLLLALLHP 

TIILAQQEAVEGGCSHLGQSYA 

DRDVWKPEPCQ1CVCDSGSVLC 

DDI1CDDQELDCPNPEIPFGECC 

A VCPQPPTA PTRPPNGQG PQG P 

KGDPGPPGIPGRNGDPG1PGQP 

GSPGSPGPPGICESCPTGPQNYS 

PQYDSYDVKSGVAVGGLAGYP 

GPAGPPGPPGPPGTSGHPGSPGS 

PGYQGPPGEPGQAGPSGPPGPP 

GAIGPSGPAGKDGESGRPGRPG 

ERG LPGPPG I KG 


15183 


45551 


A 


15273 


1628 


1832 


RRRRKARERRRLAAEQGRRMK 
EQCKDGFSE/QASGALKLMGSN 
EGEFKAEGNSKFTYTVLEDGCT 
KHTG 


15184 


45552 


A 


15274 


1 


362 




15185 


45553 


A 


15275 


1076 


1240 


LRQLL*LCPSWRLCLLGGWQL 
HLFF*RHHFVHLVSQRCSIAMS 
PSPRRCFSLHL 


15186 


45554 


B 


15276 


480 


1167 




15187 


45555 


A 


15277 


3 


379 




15188 


45556 


B 


15278 


13 


369 




15189 


45557 


A 


15279 


112 


1112 


WPPASPSASVIRTVKEFALTNPE 

KSSTKETERKETKAEEELDAEV 

LEVFHPTHEWQALQPGQACPC 

RNPTYGLNLQTGEREAKLQYE 

DKFRNNLKGKRLDINTNTYTSQ 

DLKSALAKFKEGAEMESSKED 

KARQAEVKRLFRPIEELKKDFD 

ELNVVIETDMQIMVRLINKFNS 

SSSSLEEKIAALFDLEYYVHQM 

DN AQDLLSFGGLQV VING LNST 

EPLVKEYAAFVLGAAFSSNPKV 

Q/EWEAIEGGALQKLLVILATE 

QPLT AKKK VLFA LCSLLRHFP Y 

AQRQFLKLGGLQVLRTLGAGE 

GHGGARRARGHTALRPCHREK 

CSPRRRLS 


15190 


45558 


B 


15280 


54 


385 




15191 


45559 


B 


15281 i 


274 


776 
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SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=tlnknown, 
*=Stop codon, /^possible nucleotide 
deletion, \-possible nucleotide insertion) 


15192 


45560 ; 


A 


15282 


362 


1323 


HQLGRSALLDTRTVSMQKAKN 

GDAVTEPQVA/ENEANGKDTA 

EVDLLTKELEDFEMKKATARA 

VTGILASHPCSTDVHIFNLSLTF 

HGQELPSDTKLELNSVRHYGLI 

GLNGTENSMLLSAVGKHGVP1P 

EH1DIYHLTREMPPSDKTPLHSL 

VTVSSPRQRDDMSDGHLCTAR 

RHTDIRDDRSPDAPDTA RSL AR 

STITTRRJFALATPSRTLQQVCS 

A L A YTSH P A A RTQPL A ST A LTR 

RYMLPSPQLPSLRDHRRTNPLH 

SAVAT1PHTTTGEADVSLLCIGL 

STLHYALVYHVSVLTALSAQS 

MSATDASIIFFEPKR 


15193 


45561 


A 


15283 


3 


537 




15194 


45562 


A 


15284 


1 


455 


MPRPEKLG KTQVPPL A ECLTKJD 

SFLGQKQ ASLGPLTFRD VTI EFS 

LEEWQCLDTVQQNLYRDVMLE 

NYRNLVFLVISS/HFTQDFWPD 

QSIKDSF/QRIILRTYARCGHKN 

LRLEKJVKVSMRKHQIIHTGKK 

PYKCEECAKLLASPQPLENMR 


15195 


45563 


A 


15285 


1 


397 


FAVLMAHYDVQEEDPVLTVIT 

YMGLSVSLLCLL\LAALTFLLC 

KAIQNTSTSLHLQLSLCLFLAHL 

LFLVAIDQTGHKVLCS1IAGTLH 

YLYLATLTWMLLEALYLFLTA 

RNLTVVNYSSINRFMKKLMFPV 


15196 


45564 


A 


15286 


191 


1332 


A 1ETQAITDNCSEERKTFN LNV 

QMNSMDIRCSDIIQGDTQGPSVI 

AFI S YSSLGNI IN ATFFEEMDKK 

DQVYLNSQVVSAAIGPKRNVSL 

SKSVTLTFQHV KMTPSTKK VFC 

VYWKSTGAG/CSQWSRDGCFLI 

HVNKSHTMCNCSHLSSFAVLM 

ALTSQEEDPVLTVITYVGLSVSL 

LCLLLAALTFLLCKAIRNTSTSL 

HLQLSLCLFLAHLLFLVGIDRTE 

PKVLCSIIAGALHYLYLAAFTW 

MLLEGVHLFLTARNLTVVNYS 

SrNRLMKWIMFPVGYGVPAVT 

V A I S A A S WPH L YGTADRM LA F 

KATAQLFILGCTWCLGLLQVGP 

AAQVMAYLFTI1NSLQGFFIFLV 

YCLLSQQAKHKFTPMEVPRQN 

HRCLQQN 


15197 


45565 


A 


15287 


263 


397 


GRPPAPAARVSGPASVSAG*KR 
VSASGSVGVRSMRRGSALLPPN 
F 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SKQ ID NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=lJnkno\vn, 
*-Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15198 


45566 


A 


15288 


1 


278 


MKFHDRGOMOPKPSPAEAVNS 

APQREPEGSILRAADPLVWAAK 

AMSASR/RGS/CGGSSADPRHTE 

RTPTEPDADTRFQPAETLAGPK 

TRAAGAG 


15199 


45567 


A 


15289 


5 


545 


SFMTEAKSSPNPAQQRLSTQRP 

SESRKVPSSELQTLSCGLQRPCL 

H PG RJPGPDP Y Y AS A STRTRSPS 

ARHAVWGRRGCYPEA/AVRAR 

EGPHPTLAPASTYGLASPPRAD 

SAHRPRHRSLTRLLPNRK1 GGS 

SADPRHTERTPTEPDADTRFQP 

AETLAGPKTRAAGAGGQPWDS 

ANASPP 


15200 


45568 


B 


15290 


121 


822 




15201 


45569 


A 


15291 


1 


1308 


MLRMVGIEISNGQWSTPPCQVL 

HLEGNDIYNPKEQGLGNTCRW 

GWMAAGTRRNLCWAPFPFLNP 

VASLVLHSTIQ1ALQESKDRVL 

GTL1NSPLVTSTDKANWSLRLA 

LEVGDGGGLVGLSPQPVGSGA 

MSRCPNCTRKLIGSG1SPTSSTL 

AEEQGSVVKTHSHQGGARCSK 

EKGWQILLILVAGLCQLVVVV 

QNVG VRK 1 PRKYLA A LR V AIGH 

ALA1ERRRIRVDVADQAQDTDR 

DDRSFGRDRNRDSDKTDTDWR 

ARSATDSFDDYPPRRGDDRFGD 

KYRDRYDSDQYGRGYWYEYR 

DGPCRDMDRYG\GGSGRRAFG 

SG Y/RRDN D YRGG RDRYEDR Y 

NRWDDGSCSSRDDFSRDDCRY 

NDRRPPQRPKLNLKPHNTPKGD 

DSSASTSQSSRASFVFGGAKPV 

DRAARETKVEEWLQKEQDKLQ 

HQLDEAKLE 


15202 


45570 


A 


15292 


2 


293 




15203 


45571 


C 


15293 


56 


298 




15204 


45572 


A 


15294 


1 


273 


TRGPWCDSVLRGCSLEQRSFIS 

VRLLSYLSACRHPMEDSMDMD 

MSPLRPQNYLFG\SLGAGAKDE 

LHIVEAEAMNYEGSP1KVTLAT 

LKMS 



BNSDOCID: <WO 0175067A3_1A> 



1937 
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SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15205 


45573 


A 


15295 


3 


1024 


CGGIHSVLRGCSLEPAFFYLRSA 

FSPTISACRKPMEDSMDMDMSP 

LRPQNYLFGCEXLKADKDYHFK 

VDNDENEHQLSLRTVSLGAGA 

KDELHIVEAEAIVtNYNEGSPlKVT 

L\ATLKMS\VQPTVFPWGAFE1T 

PTQWSLRLKCG\SGPVHI\SGQH 

FSKLLEEDAE\SEDEEE\EDVKL\ 

LSISGK\RSAP\GGGSKVPQKKS 

KTLLLMKDDDDDDEEDXDDED 

DG*WMDFGWMEEAEEKAPSE 

RNPIRDTPUKNAQKSNQNGKD 

SKPSSTPRVSKGQESFKKQEKTP 

KTPKGPSSVEDIKAKMQAS1EK 

GGSLPKVEAKFINYVKNCFRMT 

DQEAIQDLWQWRKSL 


15206 


45574 


B 


15296 


1 


1107 




15207 


45575 


A 


15297 


1 


1968 


MLASMGVVAKEMKYLSSPYPQ 

HAFHTRJKSLMTVNFQAQLWL 

PNEAGPTGDGDWGGDTHGCPS 

FSPHLPRFIQKQPWGTGRRLLQ 

EHFSCKSLVPVIPSRDIEAFHLH 

ADL1LNTLPSLVIIIGQIESHSEEL 

RARVSTYESGEDTIQC1TVTWK 

PKYGATRWKDPGSPDGPLEER 

RLEDLSTRNNSIRJLFRGCGYRV 

KQNSSQRPNKVCGLPDTGVLL 

QTKCGLVRNSQRSAQTNTKQH 

EELFSTAG1PENLSRRQEVLPGH 

G FTG WVG WT WKLTSG EG VTF 

HHLSATHKLSHASCRQGNFKP 

KGAMSVTRSTVHPHLAFLSAEI 

NGKCGRPCVFLGIWAINCGMAI 

LYERLSALVCVSVSERHLDYT 

MRFLFD1 PPSTLEARIGSPL WAL 

SLHPLRSSTVTSSVELILPECTV 

AVLE1QYVFLGDTILFTTVGKA 

RSGTRDRDGGRAQIMQVLQGK 

GRELDAAAQPEGQLLREVRVL 

GVPFIPRARVDAWLVHTVAVG 

SADEAHGLLGAAAASSTGGAG 

ASVDGGSQAVQGGGGDPRAAR 

SGPLDAGEEEKAPAEPTAQVAD 

AGGCASEENEVLREKHEAVDH 

SSQREENEERVSALKENSLQQN 

NDDENKIAEKPDWEAEKTSESR 

NERHLNGADTSFF\SLEDLFQLL 



1938 
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wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon fur peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Ammo acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15208 


45576 


A 


15298 


1 


2104 


MKHLKRWWSAGGGLLHLTLL 

LSLAGLRVDLDLYLLLPPPTLL 

QDELLFLGGPASSAYALSPFSAS 

GGWGRAGHLHPKGRELDPAAP 

PEGQLLREVRALGVPFVPRTSV 

DA WL VHS VA AGSADEAHGLL 

GAAAASSTGGAGASVDGGSQA 

VQGGGGDPRAARSGPLDAGEE 

EKAPAEPTAQVPDAGGXCASEE 

NGVLREKHEAWDHSSQHEENE 

ERVSAQKENSLQQNDDDENKI 

AEKPDWEAEKTTESGNENRHLA 

NGTDTSFSL\EDLFQLLSSQP\EN 

SL\EGISIWGDIPLP\GSISDGHEF 

FKHIYHVNFQPRLIS\QD\VNLH 

EAILLCPN1MTFRRDPTA RTSQSQ 

EPFLQLNSHTTNPEQTLPGTNLT 

GFLSPVDNHMRNLTSQDLLYD 

LDINJFDEINLMSLATEDNFDPI 

DVSQLFDEPDSDSGLSLDSSHN 

NTS V IKSNSSHS VCDEG AIG YCT 

DHESSSHHDLEGAVGGYYPEPS 

KLCHLDQSDSDFHGDLTFQHVF 

HNHTYH LQPTAPESTSEPFP WP 

GKSQKIRSRYLEDTDRNLSRDE 

QRAKALHIPFSVDEIVGMPVDS 

FNSMLSRYYLTDLQVSLIRDIRR 

RGKNKVAAONCRKRKl DITT NI 

EDDVCNLQAKKETLKREQAQC 

NKAINIMKQKLHDLYHDIFSRL 

RD DQGRPVN PN HYALQCTH DG 

SILIVPKELVASGHKKETQKGK 


15209 


45577 


A 


15299 


2 


342 


RRRFRVAAAAVGTA*AVVLSA 

RPSETWETRGRR*\RICPSSWP* 

G1*VNNG*K*RRHSVCQCSLWF 

PARCIKPYHSMARTQPGTRNKE 

NGPAGPTALDNVASSDDTGRH 

RPQT | 
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SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cotton for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, V=possible nucleotide insertion) 


15210 


45578 


A 


15300 


710 


1831 


1RMKSKE1JARCIICPYHSMARTQ 

PGTRNKENGPAGPTALDNVASS 

DDTGRHRPQTTQLAPG FAHPLQ 

LASFRRMVLFLSGEGRSRGGPE 

LQFPASCRRGEGSPGVRESGSG 

GIAATSTPNYPPNQDSKEHDIR 

GAEHQKQEQPAKPPHTARSAY 

PPQKSSY PANAKATRHSPETAA 

A KJE A RA P A A AQPQRHQPNPSP 

A PHTRPATA ATRQPERR VPSPT 

H RH P AATRLSPRRQSPSPRPH H 

DRRGFPRLAETLQHPMCPLPLV 

ASAGHHRHHRLLLLLAPQAPER 

EASDEIWFSGRSRSRGCPTEFQE 

SAMCFPNPGLPDSCGESQAVTI 

LILRKFQKVIWVIEVPLDYKKG 

SWEYFSRMETIIMPFENIQSE 


15211 


45579 


A 


15301 


77 


1041 


IPSCVVSGIAAAF/HPGLASDAP 

ARASSWWTHVEMGPPDP1LGV 

TEGFKRDTNSKKMNLGVSAYR 

DHNGKPYSIHKAEAQIAAKNLD 

EDYLSIGRJLAEFCKASAEVALG 

ENSEVSKSGRFVTVQTISGTSAL 

RJRASFLQRFLKFSQDVFLPKPT 

WGSRTPIFRDTGMQLQGYRYY 

DRKTCGFDFTDTVED1SKTPEQ 

SLLLLHACSHNPTGVDPGPKQQ 

KEIATVVKKT/RNLFALFDMAY 

QGFASGNGNKDAWAVRHSANX 

IRHCRCQSYTKNMVLHSEGVA 

GFTMVCKDADEAKRVESHLKI 

LMCPMYSNPPLNGTRLLLPF 


15212 


45580 


A 


15302 


1 


1263 




15213 


45581 


A 


15303 


1 


1146 


MTGRQSLSPVLSLSSLDSMSFT 

TRSIFSTNYLFLGSVQVSNYGA 

RPASCMASVYAGAGGSGSRISV 

S RSTS FRG G MG SG DL A A G M AG 

GLAGMGGIQNKKETMQSLNDR 

LASYLDRVRSLETKNRKLESKI 

REHLEKK.GLQVRDWSHYLKTI 

EDLRVQIFANTVDNAGIVLQID 

NACLAADDFRVKSLMTNVTWL 

PLETEMEALKEELLFMKKNHEE 

EVKGLQAQIASSELTVEIEKSTT 

VVTTQSTKVGDAEMTLTELRR 

TVQSLKMDLDSMRNLKASLEN 

SLREVEARYTLQMEQLNRILLH 

LESEMAQSRAEGQHQIGEYEAL 

LNIKVKLEAESATYHRLLDDDD 

FNLGDALDNSNSMQTI/QKTTT 

RRKVVSETNDTKVL 



1940 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15214 


45582 


A 


15304 


184 


370 




15215 


45583 


A 


15305 


40 


1411 

> 


RGDPRVRRRTQSLSPVLSLSPDS 

MSFTTRSTFSTNYRTLGSVQAP 

SYGARPVSSAASVYAGAGGSG 

SRISVSRSTSFRGGMGSGGLAT 

GIAGGLAGMGGIQNEKETMQS 

LNDRLASYLDRVRSLETENRRL 

ESKNPEHLEKKGPQVRDWSHY 

FKIIEDLRAQIFANTVEQCPTTV 

L/LRJDSA\RLA\ADDFRVKYE\T 

EAGPCAQSVENNIHGLCKVIDD 

TNVTRLQLETEIEALKEELLFM 

KKNHEEEVKGL*AQIASSELTV 

EVDAPKSQDLAE1MADIRAQYD 

ELARKNREELDKYWSQQIEEST 

TVVTTQSAEVGAAETTLTELRR 

TVQSLEIDLDSMRNLKASLENS 

LREVEARYALOMEOLNG1I I HT 

ESELAQTRAEGQRQAQEYEAL 

LNIKVKLEAE1ATYRRLLEDGE 

DFNLGD A L DS SNSMQTI QKTTT 

RRIVDGKVVSETNDTKVLRH 


15216 


45584 


A 


15306 


392 


1449 


GPWEMLMTIKSHPDAERQPQR" 

VKKLTQVFWSSASLRER/GKTY 

LFWPKLKKAAEIPAAYREALDE 

ALGISGGGRDVGERVYKGPSM 

MANPQKPVLEALSSNKYLHILC 

AKHCDRHEGYKDEIKVKEASS 

RVNGCVEAMLSAPLPLDRRNE 

HVESKG KPFTMGLSPR VLSASR 

RDG LRE RKG SFFRT V VLH DTKT 

DSNSDTETNSSTPPRTLLEMQIL 

SPTWTYEISSSRTLGCGPSVFQQ 

RASYSPSVSGPRLGCPLMDGGR 

MRCPPGNPESCVSEANLIPISVP 

VAPHAHQHLVLSVFWKITIVIG 

GKTCVAQNHSNEAKMfCQRPEI 

NHASPPGAFAWSQSGEPIASAM 

TVPA 



1941 
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StQ ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence i 


Amino acid sequence ( X=Unknowii, 
*=Stop codon, /-possible nucleotide 
deletion, \=possib)e nucleotide insertion) 


15217 


45585 


A 


15307 


1 


785 ; 


MWDVGQDSSLLRGAGGPGLQL 

WFGRLQLHLGGLREHRDAWV 

HSRGLGSCSGMQGAATPTQNG 

RGSCLSPAPASSMEHAAPAVPP 

CCSWCDSSSRSRWPATATTETG 

PRTVPSAQESAVGLLTASLLKG 

DSGSTGFCPLLMSLAAPGTQQC 

SLGFCCTFERKRSSVSPAAPGTA 

APELAAALMLMPRKNQ1AVYE 

LLFKQGVMVAKEGVHLPRHPE 

LADKNVPNLHIMKAMQXSLKSQ 

GHREEQFAWRHFYWHLTREGI 

QSIQ 


15218 


45586 


A 


15308 


1 


392 




15219 


45587 


A 


15309 


1 


716 




15220 


45588 


A 


15310 


150 


372 


RRSNEWGVPVPVPARTGGG/HG 
QKTPPSPPLPPSSPPPSPSPPPPPA 
\APAK1PPPLPLPPLPPREAPPAP 
GPALP 


15221 


45589 


A 


15311 


218 


740 


KSCPETVSRRKNVGSIKKHQGD 

KFNPVCLKMTTKTEFVLCGWV 

PCRCL/REGEEETVTTLDYSHCS 

\LEQVP\KEIFTFEKTLEELYLDA 

NQIEELPKQLFNCQSLHKLSLPD 

NDLTTLPASIANLINLRELDVSK 

NGIQEFPENIKNCKVLTIVEASV 

NPISKLPDGFSQLLNLTQ 


15222 


45590 


A 


15312 


96 


297 




15223 


45591 


A 


15313 


469 


5174 


KMTSLAQQLQRLALPQSDASLL 

SRDEVASLLFDPKEAATIDRDT 

AFAIGCTGLEELLGIDPSFEQFE 

A PL FSQLA KTLERS VQTKA VN K 

QLDENISLFLIHLSPYFLLKPAQ 

KCLEWLIHRFHIHLYNQDSLIA 

CVLPYHETRIFVRVIQLLKINNS 

KHRWFWLLPVKQSGVPLAKGT 

L1THCYKDLGFMDFICSLVTKS 

VKVFAEYPGSSAQLRVLLAFYA 

STIVSALVAAEDVSDNIIAKLFP 

YIQKGLKSSL 


15224 


45592 


A 


15314 


267 


495 


GCLL**CLCIRL/SKNRAERALR 
PYSDVEALRLSSDFPFRQRPKG 
GSGWSLLSVEINQYYGPRVMIG 
RSNSEVVLVL 
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SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15225 


45593 


A 


15315 


3 


3027 


AMEQAGTRPAATEHPRLRRPM 

PWLLLLPLLLLLLLLLPGPAASQ 

LRYSVPEEQAPGALVGNVARA 

LGLELRRLGPGCLRfNHLGAPSP 

RYLELDLTSGALFVNER1DREA 

LCEQRPRCLLSLEVLAHNPVAV 

SAVEVEILDINDNSPRFPRPNYQ 

LOVSESVAPGARFHIESAODPn 

VGANSVQTYELSPSEHFELDLK 

PLQENSKVLELVLRKGLDREQA 

ALHHLVLTAVDGGIPARSGTAQ 

ISVRVLDTNDNS 


15226 


45594 


A 


15316 


1 


775 


MPCVNGKYNST1QAGLQMAQI 

LQDEGPYEVGIDEETGSQKGDG 

JIRSSRKLLFTMALFLETNLLKD 

PLSRERRWRLDELDSGGREKG 

VAVFLRSAGIRQVQVAMEQAG 

TRP/ A ATEHPRL RRPMP WLLL/L 

PLLLLLLLLLPGPAA/SQLRYSV 

PEEOAPGAL/VGNVARAT GI FT 

RRLGPG/CLR1NHI CiAP^PRYF P/ 

LDLTSGALFVNERIDREACLGS 

AGANPVAVSAVEVEILDIN/DNS 

PRFPRPNYQLQVTARCWWTSW 


15227 


45595 


A 


15317 


2 


165 




15228 


45596 


A 


15318 


1239 


2251 


TCSSRARRPRRGRTVSQVRGPA 

PWAPRRARLQQRGSLRGAARS 

PASPTSA/PSYSRASASAGPAAL 

QPQGAVTPGPSANLAAPGGTL 

VPAEGPRMPPVTAQSASSHPAP 

SASQPSSPAAASRGSLSVPQEVT 

ATLLASASSPTLDATRDAPATP 

RIAAPPGSATSSRGLGSQAQGSS 

LGTKESISDSFGLGSPAVTQRTT 

APPDSAALSQDTRPEAAGSWPG 

PQTGACSVGSGTDRRDTAAAT 

EAQHLSSESKEKTSAQKSGNCF 

GILKADFTISTLMDPEEMKDQF 

LRQVRLPSTDALKKQSISNYRP 

PG KG KPQQ Y LG DS A WN MVS A 

GTIEGFYKE 


15229 


45597 


A 


15319 


46 


2859 
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SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X-Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15230 


45598 


A 


15320 


240 


924 


NGEQKCiLCHIVYSSKKRHXSHE 

CRRCGPTEVSLSAYAKHISGQL 

HKDNVDAQEREDDGKGEEEEE 

DYFDKELIQLIKQRKEQSRQEPS 

SSSQEVNSDDSSSATFSVSVFYV 

WLKTILLLTWPKEVKRLDTPGL 

ELWLVPNMAELSEPEGPVDWK 

ERCVALESQLMKFRVQASKIRE 

LLAEKLHHNERLEYRDQRKDS 

ASFQRKKQFTYKASGIEMASDL 

SKAPLEIRG 


15231 


45599 


A 


15321 


3 


755 


LRLPRRSTRTRRG1WVRTGAAM 

GKVNVAKLRYMSRDDFRVLTA 

VEMGMKNHEIVPGSLIASIASL 

KHGGCNKVLRELVKHKLIAWE 

RTKTVQGYRLTNAGYDYLALK 

TLSSRQVVECVG\NQMGVGK\E 

SYIY1VANEEGQQFALKLHRLR 

RTSFRNLKNKRDYHIHRHNVS 

WL Y LSRLSGM KEFC YMKQFCD 

EQGSQLRIHMMGGQMWAVPIC 

QPRDLFVWFVLRAEACAGCGA 

TSQQRGALGVTSTCYRD 


15232 


45600 


A 


15322 


1 


1028 


MNKTITTQEEVLPLQADVVQRE 

EELNSLKQKLAAALLAEQEPQP 

ERLVSELQLVPRKAAVFQDEILR 

SSRQLVLPELGVHRHVLVVCC 

GGLRCPLAGGLAAASVGRLGL 

VDCDVVEMSNLAYQVLHGEAL 

AAQAKAASAAASLRGLNLAPP 

PAETVTNCADGGMLRVLTGVL 

GCLQPLKVLKIAASLGPSYSGS 

LLLFDA LRGHFCC1 RLRSCRLDC 

AACGKWPTVTH LLDYEAFCGS 

SATDKCRSLQLLGPEDRVSVTD 

YKRJLLDSGAPHLLLDIRPKMEL 

PRKAAVFHDEILRSSRQLVLPEL 

GVLRHLLVVGCGGLRCPLAQY 

LAAAIVGRLGLVAYDVV 


15233 


45601 


A 


15323 


92 


778 


QGTRRWSLGTCSLMTRTQFEV 

CTKVCVQESLQRPGEELKTRCP 

SVGAGYVNYGTPAHERI/GAAV 

KTGREADKPEVTKQTQFSTRK 

DE/TSLFGVPLQ*LLARHRAPP* 

RRT/RRLLEVARTPMLPAQASR 

SELAARQDSAWASPAAPASPN/ 

RSVLRRCLLSARPPLCGPL/LRV 

LPSWRRQQIRENSAED*LHSEY 

RANRJRRRRGHPEN/WTKS*LE 

NPENLTRRSSSAPAPC 


15234 


45602 


A 


15324 


142 


500 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15235 


45603 


A 


15325 


3 


343 




15236 


45604 


A 


15326 


1 164 


1648 


PLMTSAPWPSCCCWRSLSSGRP 

AG RQRQLPTS 1 TTANQPA PSRR 

KKSTSRKKQRNLPAVSPAMVAI 

VXRRSCDLYRWSVLHYASQERR 

VRDAAKPESDVRKRTTTKTRR/H 

WRYIKELESRQPGVADMRQQP 

TQLVEVPWNEQTPEQRQQTLQ 

RQHGRETRCSV 


15237 


45605 


A 


15327 


28 


417 




15238 


45606 


A 


15328 


2 


440 




15239 


45607 


B 


15329 


1 


441 




15240 


45608 


A 


15330 


22 


584 


1RGRVDPPSAVEPPPKMQ1FVKT 
LTG\KT\ITLE V E PLG YG *KN VK 
AQASRDKAEG I\PPDQQRL\I FAG 
KQ\LEDGRTLS\DYN IQKAESTL/ 
HIFVLRLRGGAKKRKKKSYTT\ 
PKK\IKHKRKKG*SLAV\LKYYK 
\VDE\NG Kl S\RLRRECPS\DECGC 
WGVYGQVTFDRHYCG\KCCLT 
LLFQQTRMTSNCMS 


15241 


45609 


A 


15331 


3 


954 


LDARRH WEGTPGFTHTSPDA W 

ADAWGKMAGEKVEKPDTKEK 

KPEAKKWDAGGKVKKGNLKA 

KKPKKGKPXHCSRNPVLLRGIG 

RYSRSAMYSRKAMYKXRKYSA 

AKSKVEKKJCKEKVLATVTKPV 

GGDKNGGTRVVKLRKN4PRYY 

PTEDVPRKLLSHGKK\PFSQHV 

RKLRASITPGTILIILTGRHRGKR 

VVFLKQLASGLLLVTGPLVLNR 

\VPLRRTHQKFVI\ATFTKJDISN\ 

VKIPKHLTDAYFKKKKLRKPRH 

QEGEIFDTEKEKYE1TEQRKIDQ 

KAVDSQILPKIKAIPQLQGNLRS 

VFALTNGIYPHQLVF 


15242 


45610 


A 


15332 


670 


1008 


WCILGVTPSLMSRTALFLSRHT 

FFA/RSHSAASKL/EKKKKEKVL 

ATVTKPVGGDKNGGTRVVKLR 

KMPRYYPTEDVPRKLLSHGKK 

PFSQHVRKLRPSITPG\TILHLTG\ 

RHRG 


15243 


45611 


A 


15333 


1 


708 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15244 


45612 


A 


15334 


1 


1754 


mrneisdlteelhqkeit1atvt 

kklaallekqlkmeleikekml 

akqkpwaclvnampaiqvvfn 

lgrfrkcqdphkaqewvypgy 

sgsdcevfpeimtsknreeamp 

ewkjlwkkvvlsgatdapswd 

gptftdlnvfagnmglsdctls 

lgk1wkipghflhtsgpvsfht 

kgllntptkerwvggfgsegr 

gvpepggcfgvlavprrtppsa 

aamtggerlgrawagdraaa 

srsapvpgtfgmmgwrpvafg 

knakayrgfgg1vtsltpscdk 

vtllfvrilpgsgqsrdqsspek 

ltdtkstsnkaygfpeclrrpe 

sthiffydhqlgseqprgtkgt 

plkwvsqktleretrqcqalvi 

wtdcdregenigfe1ihvckav 

kpnlqvlrarfse1tphavrta 

cenltepdqrvsdavdvrqel 

dlrigaaftrfqtlrlqrifpev 

laeqlisygscqfptlgfvverf 

kaiqafvpeifhrjkvthdhkd 

givefnwkr;lstl*phglpssl 

svvcgvrslscrsvgfcwrstp 

dpvclcitsggcrtas1aeqqkl 

lpdpsyrsfipegqppi 


15245 


45613 


A 


15335 


3 


125 




15246 


45614 


A 


15336 


764 


1005 




15247 


45615 


A 


15337 


1 


3533 


MELVNCVLMSTLGNTCCPMAl 

AMFRSSSSLPRPGHSLTGSPLRV 

NLIHIKFPLNDFHQNVVK1KNK 

DPPLGAAIGKESCPIADNELHSL 

ERRPLSPKLVQALGVAGLSRPG 

PPHTGCAIWLLLITDHKLLSEIL 

YDLLHQGLDILADPPDEGGIPR 

GKNLVELLQLPGLEEDKAFQKE 

IGLKILVFKAYSTLSSDGPPLFS 

ALRSLQGVQSSKVGESREEKSQ 

TEEEDPGNPWVPQSLGASVSSS 

GKWGCLRTKP 



BNSDOCID: <WO 0175087A3_IA> 



1946 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15248 


45616 


A 


15338 


1 


2800 


SISGPGQEAVPLRPKAEPPEGSG 

MVWDRQTKMEYEWKPDEQGL 

QQ1LQLLKESQSPDTT1QRTVQQ 

KLEQLNQYPDFNNYLIFVLTKL 

KSEDEPTRSLSGLILKNNVKAH 

FQMFPNGVTDF1KSECLNN1GDS 

SPLIRATVGILITTIASKGELQN 

WPDLLPKLCSLLDSEDYNTCEG 

AFGALQKICEDSAEILDSDVLD 

RPLNIMIPKFLQFFKHSSPKIRSH 

AVACVNQF1ISRTQALMLHIDSF 

TENLFALA 


15249 


45617 


A 


15339 


8 


450 


TWSWSPQAPSWARPSSQARAV 

SLLVARGQLCQGSRRRSGVGSR 

VDAGAARTALRTLGTRPRLRRP 

CGLGSHETKAAASGQDGQRGS 

RGRGSLGGRELGANEPLYQ/WR 

A HTLTV L FILTCTLG Y VTLLEET 

PQDTAYNTKSEIAVVHLS 


15250 


45618 


A 


15340 


246 


559 


MPVAVMAES/AFSFKKLLDQCE 

NQELEAPGG1ATPPVYGQLLAL 

YLLHN/GQRJWQRDFPGIYTTIN 

AHQWSETVQPIMEALRDATRR 

RAFALVSQAYTSIIADDFA 


15251 


45619 


A 


15341 


129 


915 


RSGTQG RS A ATAA LN VI AG ATP 

EGQSWGLAVRTVQRRGRPAK 

MPVAVMAESAVXSFKKLLDQC 

ENQELEAPGGIAVTPKVYGQLL 

ALYLFHNDMNNARYL*KRIPPA 

IKSANSELGGMWSVGQR1WQR 

DFPWG/IYTTINGHQWSETWQP 

IMVEALRDATRETAPLPWVSQA 

YTSUIAR* FCQPLLGLPV\EEAV 

KGIL\EQGW\QA\DSTTRNGSCP 

GKPVCRGPWDVFPFNKFISLYS 

EP\APV\PPIPNEQQLARLTDYV 

AFLEN 


15252 


45620 


A 


15342 


1 


529 


MATLTISRAQTEDEADYYCHRI 

KLVKEGLDERTHKAYLSSSGK 

GCEFHMVKPGSPLGPDILGSWA 

QSALIQPPSVSGSPGQSVTISCT 

GTSSDVGSYDYVSWYQQHPGT 

VPKPMIYNVNTQPSRVPDRFSG 

SKSG\NTASMTISGLQAEDEAD 

YYCCSYAGSYPVVFGGGTKLT 


15253 


45621 


A 


15343 


399 


737 


W I SGGN SC ATT/LSD AG LSTTSN 
SIGSATAGARQAESASSQSGGGA 
LGRHCGASGKCAESLRREPVGS 
ATNQWAPGWVVGRPASDSSHV 
VIGLGRSAWSPAEVTPSLIPGRG 
RTK 
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SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, ^possible nucleotide insertion) 


15254 


45622 


A 


15344 


i ! 


4320 




15255 


45623 


A 


15345 


i 


966 


IVTNVNLAEESKGKETVGDEIKG 

GGIQMVMLASQPLTSYCAARFI 

TGHGQKLKSELKKTLQVIMLNI 

QKVRJPTRDGYNEKD1LSTGKN 

VEKLELSN1AGYPSNIEKKEYQE 

QSVLSCCSERKDATMPKSVVCSF 

FMQEQCTKGEKRFLIPGTLSVD 

RHLRYFGILPTVSNAAVVKEVP 

TVSNAAVVTEAPTGSNAAVVT 

EAPTGSNAARVMEVPTGSNAA 

VVTEVPTGSNAAVVTEAPTGSN 

AAVVKEAPTGSNAARVMEVPT 

GSNAAVVKEAPTGSNAARVME 

VPTGSNAAVVKEVPTGSNAAV 

VKEVPT/GSNAAVVKEAPTGSN 

A A RV ME V PTG SNA AW K E APT 

GSNAARVMEVPTGSNAAVVKE 

VPTGSNAAVVKEVPTGVTLRW 

SRKRPRE 


15256 


45624 


A 


15346 


i 


702 




15257 


45625 


B 


15347 


238 


546 . 




15258 


45626 


A 


15348 


632 


2361 


FQSRTFLKNWNPGEQSQKI1/CF 

QLGERAYQTDVLVKVPRQSSV 

FSENQRMNNPERWFESTGCGK 

TYNQNRAFNQHQRFHSGEKTY 

EHNECGKAFSWPSILSKHQRIH 

TGKKLYTCEDCGKSFSVHSYFI 

QHCKIHTREKPYECIKCGKAFS 

THSSYVQHLKIHTGEKHHECNQ 

CGKAFSHSSNLIHHQRIHSGEKP 

YKCKECGKAFNRQSNLIQHQR1 

HSGEKPYDCKECGKAFSTQLFL 

IQHQRIHTGEKPYECNECAKSFS 

LN RTLT VHQRI HTGEKPYRCNE 

CGKSFSQCSQV1QHKRJHTGEK 

PYICNECGKSFGARLSLIQHQRI 

HTGEKPYGCREKPYECSECGK 

AFSQSFNLIHHQRTHNGEKSYE 

CNECDKAFSLLSSLVQHQRJHN 

GDKPYECHKCGKAFSQGSHL1Q 

HQRSHIGEKPYECNECGKTFGQ 

ISTL1KHERTHNGEKPYECSDCG 

KAFSQSAHL1HHQR1HTGENPY 

ECSECGKAFNVCSSLIQHHRJHT 

GEKPYECSDCGKAFSQHSQFIQ 

HQR1HTGEKPYMCNECEKSFSA 

CLSLIQHKRIHTGEKPYVCAKC 
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SEOID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location or last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15259 


45627 


A 


15349 


3 


354 


EAFGGERVSSTMSGLSGPPARR 

GPFPLALLLLFLLGPRLVLAISF 

HLPINSRKCLREE1QQGPASDW 

RVRDLRPVWGRWRPAQ/RTSRS 

QILLAIFSTPKRMQPRGNLPLTT 

EDYDMF 


15260 


45628 


A 


15350 


283 


393 


YVYRRYGRFE*NDPSSALMST* 
GKRCQDCLDQRENKK 


15261 


45629 


A 


15351 


1 


351 




15262 


45630 


A 


15352 


1 


867 




15263 


45631 


B 


15353 


1 


1323 




15264 


45632 


A 


15354 


1 


3669 




15265 


45633 


A 


15355 


362 


1039 


L ES Y LQ LPS A EG KT VS V FG ETC 

ATPVGP/A AGPHTQ/LAQN1 VTS 

WLTGGRJFIELKTVQILDRLELE 

KPCIDAEDECFNTEWSTEFTLL 

KAWDEYLKAWFALHLLEAMF 

QPSDSGFCSFIFNMSVGYNLEGQ 

PLNPKNYPSQGVPRVLKSHRQD 

YLVGNKLSWADIHLVELFYYV 

EELDSSLI SSFPLLKPHTH VDNT 

KKGSHPHMCAYTDYVNNPND 

RMPQREITFVS 


15266 


45634 


A 


15356 


74 


208 


QRLTKLRJETSRRLLSWQRSPSS 
TTSMHGAEWSPPRWLLAAAGV 
EFEEKFIKSAEDLDKVRNDGYL 
MFQQVP\RLRLMG*SWSRV 


15267 


45635 


A 


15357 


308 


735 


NQRCTWAYSMTME1FLISCVKT 

LSVRYAVQQLKTGVFCSLETQP 

SKMAPAKKGSKKKKGHS/AIIE 

VVTQENTINIQKHIHEVGFKKC 

APRALKEIQKFAMKEMGTPVV 

L1DTRLNKAVWAKRIRNVTNRJ 

HLCLSRKCNEDKE 


15268 


45636 


A 


15358 


3 


323 


LSSLASMSFTTCSAFTNYWSPG 
SVQVPSYGTQPVSHAASVYAG 
LGGSGSRISVSHXSPMAGGLAG 
MGGIQNEKETMQSLRDRLASY 
LDRVRGLETENWKLESKIQEH 


15269 


45637 


B 


15359 


1 


991 
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SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15270 


45638 


A 


15360 


40 


1030 


RGDPRVRRRTQSLSPVLSLSPDS 

MSFTTRSTFSTNYRTLGSVQAP 

SYGARPVSSAASVYAGAGGSG 

SRJSVSRSTSFRGGMGSGGLAT 

GIAGGLAGMGGIQNEKETMQS 

LNDRJLASYLDRVRSLETENRRL 

\ESK1REHLEKKGPQVRDWSHY 

FKJIEDLRAQIFANTVDNARIVL 

QIDNARLAADDFRVKYETELA 

MRQSW EN\DI HG L RN V I\DDTN 

YHTDLQLETE1EALKEELLFMK 

KNHEEEVKGLQAQIASSXGLTV 

EV\DAPK\SQDLAKIMA\DIRAQ 

Y\DELAR\KNREE\LDKYWSQQI 

EESTTVVTTQSAEVGAAETTLT 


15271 


45639 


A 


15361 


1 


438 


LHSDDLSLQMLRCSPVATAASY 

TSGPGAPISSSSFSRVGSSSFQGG 

LGGGFGGASGIGGITAVMVNQS 

LLRPLNLEVDPNIQARF/VHTQE 

KEQIKTF/NN KF ASFIDK V RFLE 

QQNRMLEAKWSLLQQQKMAQ 

SNMDNMFQSYINNL 


15272 


45640 


A 


15362 


176 


1455 


E1FPLVIQKSYKVSTSGPRAFSS 

R\SYTSGPGAPISSSSFSRVGSSS 

FQGGLGGGFGGASGIGGITAVM 

/VQVLHTQEK£QIKTF/NNKFAS 

FIDKVRFLEQQNRMLEAKWSL 

LQQQKMAQSNMDNMFQSYIN 

NLRWQLETLGQEKLKLEAELG 

NMQELVEDFKKKYHDEINKHT 

EMENEFVL1EKDVDEAYKNKV 

ELESHLEGLTDEINFLRQLHEEE 

IWELQSLISDTSVVLSIDSSHSLD 

MDNIITEVKAQYKEIANCSWAK 

ADSMYQIKYEDLQMLARKHGD 

NLRCTKTDISEMNQNVSWLQA 

EIKGLKGQRASLEATITDAEKR 

RELAIKDANTKLLELEAALQW 

AKQDMAQQLRVYQELMNVKL 

ALDIKTATYKKLLEGEESWQES 

RMQNMSIYSKTTSGYAGGLSS 

AYGGLTSPP\LSYGLSS 


15273 


45641 


B 


15363 


70 


915 




15274 


45642 


C 


15364 


62 


217 




15275 


45643 


B 


15365 


1 


612 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15276 


45644 


A 


15366 


3 


841 


STPKMPKGKKAKGKKVAPAPA 

VVKKQEAKKVVNPLFEKRPKN 

FG1GQDIQPKRDLTRFVKWPRY 

1 RLQRQRAILYKRLKVPPAINQF 

TQAUDRQTATQLLKLAHKYRP 

ETKQEKKQR1AL A RA E\K.KA A W 

PKGTFPTKRPPVXLRAGVNTVTT 

LVENKKAQLVV1AHDVDPIELV 

VFLPALVCRKMGVPYCIIKGKAS 

LG RI VHRKTCTT V AFTQVNSED 

KG\ALAK\LVEAIRTNYNDRYD 

EIRRHWGGNVLG\PKSV\AR1AK 

LEKVAKAKELATKLGLNVHC 


15277 


45645 


A 


15367 


2 


1006 


WINLKGNLLRICRSLTSNFWPCK 

LRSRKRHTTRNLRMNLWLSSH 

PPQQSNTKPWCCQLSCSTSLLT 

L LG TSLPLL S Y L I H LIPPG PRQ Y P 

VIHRTSTLLLQH1SVGKEKFHKS 

QHWGFCNNVMMLQLQLSPLK 

GLSLVDKVNRPPALSGTRVLAS 

KTAWRIFQEP/SEPKTKAAAPG 

VEDEPLLRGNPCRFVIFP1EYHD 

1 WQMYEKAEASFWTREEVDLS 

KDIRHWESLKPEERYFISHVLVF 

FAASDGIFNENLVERFSQIVQITE 

ARCFYGFQIAMENIHSEMYSLLI 

DT Y 1 KDPKE RE FL FN A I/ETM PC 

VKKKADWALRWIGDKEATYG 


15278 


45646 


A 


15368 


3 


1368 


QAQPMGRVGGMAQPMGRAGA 

PKPMGRAGSARRGRFKGCWSE 

GSPVHPVPAVLSWLLALLRCAS 

TMLSLRVPLAPITDPQQLQLSPL 

KGLSLVDKENTPPALSGTVRVL 

A SKTA RRl FQEPTEPKTKA A AP 

G VEDEPLLRENPRRF VIFPI E Y H 

DIWQMYKKAEASFWTAEEVXD 

LSKDIQHWESLKPEERYFISHVL 

AFFAASDGIVNXENLVERFSQEV 

Q1TEA\RCFYGFQIAMEN1HSEM 

YSLLIDTYIKDPKEREFLFNAIVE 

TMPCVKKKADWALRWXIGDKE 

ATYGERVVAFAAVEGIFFSGSF 

ASIFWLKKRGLMPGLTFSNELIS 

RDEG\LHCDFACLMFKHLVHKJP 

SEERVREIIINAVRIEQEFLTEAL 

PVKLIGMNCTLMKQYIEFVADR 

LMLELG FSK VFRVEN PFDFMEN 

ISLEGKTNFFEKRVGEYQRMGV 

MSSPTENSFTLDADF 
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SEQ ID 

NO: 


SfcQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletions-possible nucleotide insertion) 


15279 


45647 


A 


15369 


2 


621 


RFIKMLSRHHQHVHHVLPLLRA 

PLPVAMEEEIPALFIDNGSGM/C 

KSSFA/GDNALRAIFPSIIGHPRH 

QGVMVGMGQKDSYVGDQAQS 

KCGILTLKYPIKHGIVTNWDDM 

EK1WHHVFYNELCVALEEQVV 

LLTE APLN PRANREKMTQ1 MFK 

TFNTQAMYVAIQAVLTLHSSGC 

TTGIVMDSGDGVTHTVPIYERH 

TLPHTILHLDL 


15280 


45648 


B 


15370 


1 


966 




15281 


45649 


A 


15371 


2 


228 




15282 


45650 


B 


15372 


1 


816 




15283 


45651 


A 


15373 


256 


384 


RKLLNEAPC*PMR*HSLLNRLA 
TSCNSWTVPVVPKFSKLRRGL 


15284 


45652 


A 


15374 


145 


375 


K 1 AG KN RLNRNQC KERK VQ V L 
WISEKKKQREAVEDSPSLDCCH 
KFPPGS*ERLHG*KRGQWF*PP 
HTVEKQMRSCLL 


15285 


45653 


A 


15375 


319 


482 




15286 


45654 


A 


15376 


4776 


5910 


VCSTAGDVNGVCLLYDLLHIA 

VASGSAKGECFFARKPLLAEGV 

IYDCLQEFKEKKLVPATPHAQV 

LSYEALLSAHDTIAQKDFEPLLP 

PLPDNIPESEEAMRJVCLVKNQ 

QPLGATIKRHEMTGDILVARIIH 

GGLAERSGLLYAGDKJLVEVNG 

VS VEGLDPEQ V 1 H 1 LAPRPCLSP 

MSL A DLPPLPRE V L VL A GKLP V 

PSSSFLLQPREDCQGPQPSSLIT 

WFAPLETEPGVDRAMSRGTIMF 

KVVPVSDPPVMSQQMVYVRA 

MTEYWPQEDPDIPCMDAGLPF 

QKGD1LQ1VDQNDALWWQARK 

ISDPATCAGLVPSNHLLK/R1 WT 

EPGICIFTKRLRCSGKQREFWW 

SQPYQPHTCLKSTLCEYCNCPT 


15287 


45655 


A 


15377 


2 


405 


WSLVTRRALARVGLPG/SPPPRL 
LLLPLLLGWGLRVAAAASASSS 
GAAAEDSSAMEELATEKEAEES 
HRQDSVSLLTFILLLTLTILTIWL 
FKHRRVRFLHETGLAM1YGLEK 
ITIGVLDITGWPYCTIQPYTMGFL 


15288 


45656 


A 


15378 


1 


3804 




15289 


45657 


A 


15379 


349 


622 


RPDVANLAFLARKEGTKRGFLS 

KKTAEASRWHEKWFALYQNV 

LFYFEGEQSCRP\GMYLLEGCSS 

GGTSPRSFRSSSRDSPISIPLHPT 

AK 


15290 


45658 


A 


15380 


314 


483 
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SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nticteotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possiblc nucleotide insertion) 


15291 


45659 


A 


15381 


352 


822 


DPRRVQAFPAKMKFNPFVTSDR 

SKNRKRHFNAPXSHIRRKIMSSP 

LSKELRQKYNVRSMPIRKDDEV 

OVVRGHYKGOOIGKVVOVYR 

KKYVIYIERVOREKANGTTVHV 

G\IHPSRVVITRLKLDK\DRKRIS 

DRKAKSRQVGKCEKGKYKEETI 

EKMQE 


15292 


45660 


B 


15382 


80 


432 




15293 


45661 


A 


15383 


11 


888 


VKCRKAEGRRESRLQTFEESQA 

VEAAMANVPWAEVCEKFQAA 

LALSRVELHKNPEKEPYKSKYS 

ARANM\EEVKALLGPAP\EDED 

ERPEAEDGPGAGXDHALGLPAE 

VVEPEGPVAQANRLRLAAVI\EF 

HLGVNHIDTEELSAGEEHLVKC 

LRLLRRYRLSHDCISLCIQAQT 

WRCIGVRDPPTSSCAFLSTSPTP 

VHSVKKJOTPGP! RPSNSTI VD 

DMESSFQTCFASPLSQDYVNGS 

NQEEIGTGVDRCIHKFLDIARQ 

NISFLQKRLQLSVQKPEQVINED 

VDVSELRNE 


15294 


45662 


A 


15384 


1864 


2705 


WPGKVLAH RGLHPWHRDPHGS 

GGGAGQELRRQGGCLEQLLYD 

AAHAQRLPPLDSVLPRAALPQD 

CQRASACEGDPTLLRPSHSPGH 

PRGAEEIWPSTACLQRSWEGR/ 

WNRALQQVGGLKSPWRGEYK 

EPRH PPPNQAN YHQTL/ACP AE 

R/CFRQGPQGPGQLRRQQAEPL 

SSSLLSHOSPOSOTSLLP*! *AR 

RSLGCGNPYLCPPWSQPLPETP 

AHQSGKQPSRSRNCSSWK*NYS 

STACPSHFLWRSRSKFSRASAST 

ASPCRMTVRRTHORPLKARGTP 


15295 


45663 


A 


15385 


1113 


1378 


RPHAESFVSGGIPDPPGPGPGST 
GPGPL/ERQPCSLTSWPREPPSSS 
SMKMLTQG PSLTAPYKGT1 LGE 
VNPAHAISSSARNTSSRTSV 


15296 


45664 


A 


15386 


285 


722 


TP AH PG VPPGQSG RH RH W/QS A 

ARSQLQPSAW*PKTGSLFATTW 

RCQTRASTCSAHWPLMAASPG 

AGGSSMASWR/DRP*PCPPPPAP 

HLPE AAFLLR/CH D AC P* NTG SA 

VPRGSCQPPAQQWDQGLAATR 

WGQAERLPRIYNWALAPP 



1953 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon Tor Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15297 


45665 


A 


15387 


207 


605 


FQASAERFGTEDD/GSLRTRPPV 

MQSHQWPWRRPRPLVSRGRPQ 

TTPERHDSGGSLPLTPRMESHS 

EDEDLA/EGCRWP/EAGTVGVP 

GPRAQGAAQR/QAVLARKKHR 

RRPSKRKRHWRPYLELSWAEK 

QQRDERQS 


15298 


45666 


A 


15388 


193 


407 


ACPKTSKNLRQRRLWNLAKHE 
F/SVDMTCGGCAEAVSRVLISLE 
VRVKYDIDLPNK/KVCIESEHS 
MDTLLATL 


15299 


45667 


B 


15389 


321 


625 




15300 


45668 


A 


15390 


275 


690 


SL WPP VI RG/S PK.GN RP A ILT YH 

DVGLNMANKKSG DH PEREGTP 

RSFREVVSAFGPGSSKLQJPKGS 

APRCGVPGRGARRELQSFRAGP 

RTQGSPVGPRCQSRRLRSAQEE 

SAKARHGGLRAHRSFSWDIRM 

SSKERKFS 


15301 


45669 


A 


15391 


2 


137 


PGRYRPN*LLLSDASPGAGNEF 
QSTFLTPTILPSLRFPVLYTPNS 


15302 


45670 


A 


15392 


1 


648 


MSLRKLTIMVEGKGGPNIPHAC 

GCRQRSSIKVSLLPAVTSKSESP 

KEPEQLRKLFIGGLSFETTDESL 

RSHFEQRRTLTDCAVMRDPNT 

KCSKGFGFVTYATM EEK YHTV 

NGHSCEARKALSKQEVASASSS 

QR/GRSGSGNFGGGHGGGFGG 

NDNFGHGENFRGHSSFGGSHG 

GSGYGGSGDDYSGFGNDGSNF 

GGGGSYNDFGNYSNQSSNFGP 


15303 


45671 


A 


15393 


1 


3629 


MTGICYTEDERSYKXNAQPTA 

ASKKQKETQKFCLRVDGQQKV 

KLSVLQEKSAQLTVQLKSQKFL 

GHPTAGRGRSELCLDLPDPPED 

PVALETRSVGTWVRERDLGMP 

DGEAALAAKVAVLETQLKKAL 

QELQ A AQ A RQ A DPQ PQ A WPPP 

DSPVRVDTVRVVEGPREVEVV 

ASTAAGAPAQRAQSLEPYGTG 

LRA L A M PG RPES PP V FRSQE VV 

ETMCPVPAAATSNVHMVKKISI 

TERSCDGAAEMKWEDQNIGD 



1954 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



4 

PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15304 


45672 


A 


15394 


I 


1515 


MGQVFRVVTGVGEQPGHPDQF 

PYIDSWLS11QNHPKWLQACFET 

YCKTLMAQIKPGTIERDCKASV 

KEKDSQEKQKKPVLQAPPEELE 

SPALYAPIYPSLARLRQEAAPA 

APRGSDSEESTPQATPCREEPEP 

LPEKETSSSYRSNAVHFLIHNPT 

WADCKQLLQSLFNTEEHHRVI 

QAAFQWLENNAPAGTGYIRQY 

AQQALP1 EADTG WDPNQAQGL 

QSLQWYREALLNGIKAGGKKA 

TNIGKVSEVCQKPDESPSEFYER 

LCEAYQLYTPFDPEAAGNQCM 

VN VAF VSQAQG D1KRKLQKLE 

AICAVLRGKFIALNTYIKKAERA 

QTD1LRSHLKELKKQEQTKSKA 

SRRKDVTKIRAELNEIETTTTKI 

QKINETKSWFFEKINT1NRPLAR 

LTKKSREKLQITSLRKEMGDTT 

TDTTE1QKI1QGYYEHLYAHKLE 

NLEEMNKFLEKYNAPSLNQEEL 

HTLNRPIRNSEIEVVIKKLPTKK/ 

SPGQDGFRAESYQIFKEALV 


15305 


45673 


B 


15395 


1 


1077 




15306 


45674 


A 


15396 


69 


290 


YYFDSPIHPLHLSGTLRPGGSRQ 
FPCDPQFLCRLLHTL ASL* SLPG 
DLLRGLLHKLVCRVERLDLASL 
YAVGR 


15307 


45675 


A 


15397 


62 


201 




15308 


45676 


A 


15398 


<-> 
:> 


429 


LPSSVPRQPKMQARCLSRSIRA 

VEIYESDLEEGQGLLHEFSQFVL 

DRPPPTQSRYAQELVHTCYLHT 

LASL*SLPGDLQRGLLHKLVCR 

AERLDLASHHAAVGRSELFFW 

TPYTHSPPGAGVGHPFPWHTRL 

PWGVPAEGHQ 


15309 


45677 


A 


15399 


303 


612 


PSSSIPVYHCSLRGICIPVLGLKR 

AANVGVSLEASPPLLSTPGGLGI 

CLSCGGTRTVGSRVGSIFPW*G 

EGTTG1TGSISCKGSSDVGSNRT 

SGVDFPRRVE 


15310 


45678 


A 


15400 


1 


273 





BNSDOCIO: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15311 


45679 


A 


15401 ; 


1 


406 


MEEGWIRLPDGRVAAPQLLGA 

AVVLAVQETTHRGQESLEKLL 

GRYFYISPLSALAKTVRQRDFA 

DFGTTI KQDFRLLGQTS VDRLL 

QLSQGQAVKGNQLLPVSLTSQ 

CQVYKCVWNWWVLGLTDFKN 

EATDPPGVKLQTFLVSVTTHKG 

SVDPNSEKQQDLLQRAKEQSFH 

SVEGDPSRDFADFGTT1KQDFR 

LLGQTSVDRLLQLSQGQAVKG 

NQLLPVSLVKRKTTLAPNTQTA 

SPRALADSLMQLARQVSR*RAI 

SCCPSH*LPSAKCISVSGIGGFL 

VSLTSRMKPRTLLE 


15312 


45680 


B 


15402 


1 


930 




15313 


45681 


A 


15403 


391 


617 


LQLQPTG/CNFLYFYVGYMKTL 
GFCFHHIVEERGGCLWYPCFYC 
NLSLLGG*RSCSHTRIVPSLLMP 
KLGPGGQVC 


15314 


45682 


A 


15404 


1 


1860 




15315 


45683 


A 


15405 


1 


531 




15316 


45684 


A 


15406 


2302 


2691 




15317 


45685 


A 


15407 


520 


2883 




15318 


45686 


A 


15408 


3690 


4727 


ENCHWGCEHPCDIGSSIILSPLA 

YWEQYHRVTYISRDTEGSI1VFP 

ALVTMLRNLFIILAGSSDPHFHT 

PMYFFLSNLSWADIGFTSATVP 

KMIVDMQSHSRV1SYAGCLTQ 

MSFFVLFACIEDMLLTLMAYDR 

FVAICRPLHYPVIVNPHLCVFFV 

LVSFFLSLLDSQLHSWIVLQFTF 

FKNVE1SNFVCDPSQLLNLACS 

DSVINSIFIYLDSIMFGFLPISGIL 

LSYANNVPSILRISSSDRKSKAF 

STCGSHLAVVCLFYGTGIGVYL 

TSAWSPPPRNGVMASVMYAV 

VTPMLNLFIYSLRNRDIQSALRR 

LLSRTVESHDLLSQDLLHPFSC 

VGEKGQPH 


15319 


45687 


B 


15409 


1 


3195 




15320 


45688 


B 


15410 


1 


1819 
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SEQ II> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1532! 


45689 


A 


15411 


399 


1089 


LLTPRTDLQEMPLDNAE1EWYT 

DGSYLRGEVFQWYDHLAL1FVP 

QTGIEDVIWHIEALPNY1QKVCE 

RRNPYNQILSLQCAQHEIFLVS 

WKLVCKQLEGDDDMLVGTTA 

SNLLLESEQSTSNLNEKINHLEY 

EDQYKDNNFGEGNDGGILEDK 

LISN/NMGGPDSPDSVNPVE/P/M 

PTMTDQTTLVPNEEEAFALEP! 

DITVKETNAKRKRKL1VDSVKN 

LDSKTI RAQLND Y 


15322 


45690 


A 


15412 


■-» 
j> 


809 


FKJDDDMLVSTTTSNLLLESEQS 

TSNLNEK1NHLEYEDQYKVDNF 

GEGNDGGILDDKLISNNDGG1F 

DDPPALSEAGVMLPEQPAHDD 

MDEDDNVSMGGPDSPDSVDPV 

EPMPTMTDQTTLVPNEEEAFAL 

EPIDITVKETKAKRKRKLTVDSV 

KELDSKTIRAHLSDYSD1GTTLD 

LAPPTKKJLMMWKETGGVQKLF 

SLPAQPLWNNRLLKJLFTRCLTP 

LVPQDLIKRRKGGEADNLDEFL 

KEFEHPEVPREDQQQ*HQQRD 

V1DEPII 


15323 


45691 


A 


15413 


1 


595 


MVNRSHFRGVGEPCHQQNSHG 

HLNSITETSNSPTLRAAPLQPTR 

DPSDMAVFEIDELPEGAVKPPA 

NKYP1FFFGTHETAFLGPKDLFP 

YKEYKDKFGKXSNKRKGFNEGL 

WEIENNXPGVKFTGYQAIQQQS 

SSETEGEGGNTADASSEEEGDR 

VEEDGKGKRKNEKAGSKRKKS 

YTSKVTKKLLIVINVICISIKHF 


15324 


45692 


A 


15414 


41 


785 


GKGWAGGASGPANHGPAAGG 

RSPGMLRGDQGLPGRGAAGM 

ARPRSRE\YKAGDLVF\AKMKG 

YPHWPARJDELPEASVKPPTNK\ 

YPIFFFWH PMKPAFLGPQVDLFP 

Y*EYRGKFGK\SNNRKGFNEGL 

W\E1ENNPGS/IRFTGYQA\IQQQ 

SSFRTEGEGGNTADASSEEEGD 

RVEFvDGKGMCRKNEKAGSKRK 

KSYTSKKSSKQS\RKSPGDED\D 

KDCKEEENKSSSEGGDAG\NDT 

RNTTSDLQKTSEGT 



BNSDOCID: <WO 0175067A3_IA> 



1957 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15325 


45693 


A 


15415 


1 


1272 


MWSGAGPGLAVWPQLVTVLSL 

SLSRLNCKWGLSFLACLLLGD 

MADAAMQHYGVNGYSLHAM 

NSLSAMYNLHQQAAQQAQHA 

PDYRPSVHALTLAERLAD1ILEA 

RYGSQHRKQRRSRTAFTAQQL 

EALEKTFQKTHYPDVVMRERL 

AMCTNLPEARVQVWFKNRRA 

KFRKKQRS LQKEQLQ KQKEAE 

GSHGEGKAEAPTPDTQLDTEQP 

PRL PG SDPP A EL HL SLSEQS A S E 

SAPEDQPDREEDPRAGAEDPKA 

EKSPGADSKGLGCKRGSPKADS 

PGSLTTTPVAPGGGLLGPSHSYS 

SSPL/SPLPSAGAIPPAHGGHQQ 

PGALLVLRSRGSGPCCCSGGCC 

CALPGRQHGPAGLTA/SASPTTS 

PCQQPLLP/SQGVWGSPLLPAPP 

AGLAPASATLNSKTTSIENLRLR 

AKQHAASLGLDTLPN 


15326 


45694 


A 


15416 


1 


1 152 




15327 


45695 


A 


15417 


8 


82 




15328 


45696 


A 


15418 


1 


1350 


MGSEKDSESPRSTSLHAAAPDP 

KCRSGGRRRRLTLHSVFSASAR 

GRRARAKPQAEPPPPAAQPPPA 

PAPAAAQGPPPEALPAEPAAEA 

EAEAAAAAAEPGFDDEEAAEG 

GGPGAEEVECPLCLVRLPPERA 

PRLLSCPHRSCRDCLRH Y LRLEI 

SESRVPISCPECSERLNPHD1RLL 

LADPPLMHKYEEFMLRRYLAS 

DPDCRWCPAPDCGYAVIAYGC 

ASCPICLTCEREGCQTEFCYHCK 

QIWHPNQTCDMARQQRAQTLR 

VRTKHTSG L S YGQESG PA DDI K 

PCPRCSAYIIKMNDGSCNHMTC 

AVCGCEFCWLCMKEISDLHYL 

SPSGCTFWGKKPWSRKKKILW 

QLGTLIGAPVGISLIAGIAIPAM 

VIGI\PVYVGRN1HSRYDGKEN\S 

KHKRNLAITGGVTLSVIASPVJA 

AVSVGMGVPMMLAYVYGVVPI 

SLCRGGGCGS 


15329 


45697 


A 


15419 


2 


540 





BNSDOCID: <WO 0175067A3JA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location oflast 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15330 


45698 


A 


15420 


1 


530 


SRTTPGKAPKETWGQDAGSGK 

GGQGPPTRKPPRRTSSHLPSSPA 

AGDCP1LATPESPPPLAPETPDE 

AASVAADSDVQVP\GPAASPKP 

LGRLRPPRESKVTRRLPGVARPD 

AGDGDHLSAVAERPKVSLHFD 

TETDGWFSDGEMSDSDVEAED 

GGVQRGPREAGAKEWVRMGV 

LAS 


15331 


45699 


A 


15421 


1 


2989 


MLLVMYWAPAPPPVHMSQFLT 

TGPKCLELSLDHGRDSQEJTAS 

GLLWLQHAACGLAQWNQKPH 

PPFLTLLQAEEPFERARSCDIYIR 

IKMLQTAQQHQVGLAPTERKE 

ALRGSQSPQKSASGQRPGSLDR 

E LLMLIKIS KCLRV PSG PSSVLG 

TESTGPVPGELVLCQQDAGATQ 

EGVCYGRELMICRCDSFPRLME 

PWGVKGTPEVFRTDLITAMK1P 

DSYQLSPDDYYILADPWRQEW 

EKGVQVPAGAEAIPE 


15332 


45700 


A 


15422 


218 


404 




15333 


45701 


A 


15423 


1 


422 




15334 


45702 


A 


15424 


160 


470 


LTMLFAACVFSGDEIMASEERQ 

PMEEEWSRSSTISGEDGERWTP 

DTAGKAAQGIAGDVVWVSPLP 

PSKVSAASKPPKS\HHPFFKWH 

NFSNLMKMFYKMYFSKN 


15335 


45703 


A 


15425 


21 


375 


TFENTRFWDVQIPVPTGERRNE 

WALPPPGAGSVPAGGWSRPLTP 

GRCDSQGRGRSRRAAPLSRSPL 

PPLRRSPTLPGEPPPAHRPLRVH 

PRHGPRPSHLAACLNSQAPDASR 

LRASANQ 


15336 


45704 


A 


15426 


155 


340 





1959 
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SEQ ID 

NO: 


SEQ ll>NO: 
of peptide 
sequence 


Met 
hod 


SEQ Il> NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15337 


45705 


A 


15427 


1 


2658 


MIINTIITTTTTITIIFIIT1MSSSP1T 

ITNI1T1IQHHHHHNDQRPSLGK 

CRGLYIRVRKVPGERATANSRC 

PINAQG1ESCWNGVMALWLGP 

NSTCSRJLPELTDSEDCQPADSP 

GDEDPKPWWDPPHEAPLTGYF 

HPYGAAFVPRHAGNFKDRREV 

PHQDTSFCSAGQFWILPSACKT 

G R V ALTLTLL1G A YQTLTE ADV 

KGLTAARAASPGAKWRTQFPC 

PAGTCSSQAGNGQLEDCLPYPP 

GPSAPVGSLSRSSANGEFIJGRV1 

KAKfNNSWHPECFRCDLCQEVL 

ADIGFVKNAGRHLCRPCHNRE 

KARGLGKYICQKCHA1IDEQPLI 

FKNDPYHPDHFTvICANCGIKLG 

VFLTDRKDLTADAQELKGELY 

CLPCHDKMGVPICGACRRPIEG 

RVVNAMGKQWHVEHFVCAKC 

EKPFLGHRHYERKGLAYCETH 

YNQLFGDVCFHCNRVIEGDDE 

G DG F AHRYSPY DSCE VDQSPLE 

GQQLKSIRKGPLAQSQPLPTPV 

MLHPGCKTQ1REAPGSAALESV 

RRRPRPGLVPEEESESAAVEAV 

RHIHLQNFSRSLLETLNGQKLG 

GHFCDVTVCIHEASLRAHRCGL 

AIGSPSFQDKLLLGPSEIRVPSV 

VPVQTVRQLVELLYSGSLVVA 

QSEAPQVLMAASVLRIDSYRR 

M H ADYRTRSS APA STS APA PLP 

TPVPPPLAPEQLRHRLRHLLAA 


15338 


45706 


A 


15428 


708 


892 




15339 


45707 


A 


15429 


2 


713 




15340 


45708 


A 


15430 


212 


1246 


DLPLAVHGQVSDSGAQAVASR 

SGDESSIVCLKEESTVNMTFRCS 

LPLAVISVVSFTAKCQVKSEFH 

GRVIKAMNNSWHPECSAVTSA 

RKFWQILHLSRMLVDRKDLTA 

DAQELKGELYCLPCHDKMGVP 

ICGACRRPIEGRVVNAMGKQW 

HVEREQYMDPGILSALIDPKYL 

L1LSHRGLHMKSMKGFYFAKL 

YYEAKEYDLAKKYICTYINVQE 

RDPKAHRFLGLLYELEENTEKA 

VECYRRSVELNPTQKDLVLKIA 

ELLCKNDVTDGRAKYWVERA 

AKLFPGSPAfYKLKN/DGWVRG 

QMVPKPDDEGVQVRGRSGRPD 

AGWRLNRRSSVGGSAWRLRPQ 



1960 

BNSDOCID: <WO 0175067A3_IA> 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


15341 


45709 


A 


15431 


129 


444 


WGGPGRQPDGGRVPGRCGPRR 
P AT WESPA ACRPRPQSRH HSFE 
♦GGSRSGSSHKRPCPSSPAVLRA 
RDQVVLHTSFEATEGDSSHEDR 
STPLA RRCLCSH RSG E A 


15342 


45710 


A 


15432 


1 


2446 


METSLMVQVCGGRDCNALLPG 

NLCSQPTQVLPLEVDGDDGPG 

GLPLNAAPPSSVPPVPPSEALPP 

PACPSAPAPWRSIISRLFGTSPA 

AE A A HPPPGG A LDFG ALRTSSC 

LSQSHGHIPGGPGLGLGAVRVP 

VPSEEDPASLFTEPVPAAEAPAT 

VQSVEDFVANDRLDRSFLEDM 

TPARDEKKVGAKAAQQDSDTG 

RASRAPEQQ1PHGGHWRGHSRS 

YERFRPPDMVSAGPGPSDGEAL 

GGNPIVAGFQDDVDLEDQPRGS 

PPPP AGP VPSQDITLSSEEE A E V 

ADPPKGPAPAPQQCSEPETKWS 

SIPASKPQRGTAPMTAAASPWP 

GGASVHTGLEKCSSTRPPAEIEP 

GKGEQASSSESDPEGP1AAQML 

SFVMDDPDFESEASDTQCRAVR 

RVLPAQRAENAYGSAFQPGAL 

KPECRPTLKGGPGPVPSKAGKK 

TEATSPRPTGGASPLAHGATVG 

AAWGLGMASWPIGSSLAPTRA 

RTREPRLQRRVGSELPGDPCSG 

SGASCRQVCARGRATSVRLPAL 

ESLWPLSSDGSAAAREGLEGPR 

LRQAAAPGGPGPPLPPLSRPPSP 

ARRM RGG AA V AG RG A A APLE 

GRVRLGVGFLAETAVRAGAGA 

LAAADAPPGSRTPRARPLVAAG 

SGAAGGRCPVPSRRQREAPSPL 

GGAGVDLQLECLTSEKAGVGA 

ATGGVLEALARAIRQKKEIEEIQ 



1961 

BNSDOCID: <WO__017S067A3_IA> 
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SfcQ ID 
NO: 


SEQ II) NO: 
or peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15343 


45711 


A 


15433 


26 


963 


FMIWAGQNRKVQDFVIQLRML 

TPVVPPPQAAPNAQQPRAAASA 

PQTRVRAPRWPLGNVVVLGTE 

DAAGPSRPASEPPASPALPGPAL 

ELGLPNHPKQT/HRPRLAPRRSH 

PKDSCTIFKLNSFLKNIKFNNSV 

GDQVNLDYKLISGTEYDILNFW 

NFRJLAKTGCSKDGHRNPRSRP 

TQEEGSGKPKKSLVfCFRSGAQE 

DLPVPPEEKLELSGTSMGPCCFS 

KTSYGIPHIIYILSYKGTTATAG 

HRWPAAYPAPLNCSVPPPETTM 

PVSDLGSPLHWASRIATPPSMW 

LCCLLAAALRVLAVSNSSAEVY 

SQS 


15344 


45712 


a : 


15434 


803 


1305 


RSKPCRSSHNVFSWWAHSRPC 

CPWSGYSSRLCCLSCCITLGPY 

QLKNRQQRNGSYKSFGNYLCV 

GNRLL F WV WI 1 FQG KG RS/ WLP 

RSDWVTSYKVMVSNDSHTWV 

TVKNGSGDMIFEGNSEKEIPVL 

NELPVPMVARYIRJNPQSWFDN 

GSICMRMEILGCPLPGWEH 


15345 


45713 


A 


15435 


2 


377 


ARELLKAVWRPHKVAVMHCR 

GHQRASTLVGLGNSRADSEAR 

KAPSAPFRASVTAPLLPQAPDL 

VPTYSKEENDFLQAKGGQVME 

EG*IRLPDGRVAAVVLAVHETT 

HRGQELLEKLLGWYFYISH 


15346 


45714 


A 


15436 


77 


679 


KMKTNQMGLKSKVVEMNATIS 

EIRLNINRKDVEYQQEILQLEAV 

WKLHKVAVMHCKGHQRASTL 

VGLGNSRTDSESPKAASAPLRA 

SVTAPLLPQAPDLVPTYSKEEK 

DFLQVEGGQVMEEGCIRLLDG 

RVAVPQLLGAAIVLAVHETTHL 

RS/ESSLGKLLGQLFSTISHFVSL 

CQNLTQRCVTCRQHMARQGPA 

VPPGMQ 



i 



1962 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, j 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15347 


45715 


A 


15437 


2 


881 


HARCTGIAARAGLLDPRHTGEA 

LAARSRIDLARRPHWPRGCGTG 

GGGGGCAGLGGAWLRGNDVA 

VPARALVTAAPASSSMSPPIPA 

AARPVSSS\PAASPSPRCGLRAG 

PAELRCPRRLRQARAEEPPRAG 

PAPGRRRPTPGICPAPLSPRLRA 

GGTAPSLPGVTRGSRVGRRLRP 

SLGGAGCRVGKRPPRLLPPGRR 

CSTGLPPPAGTGAPAGVCWED 

GDPGHELAAALLRRLGGQIRAL 

AGHRTAGWAQHGLSPREAVRP 

APAARGTLLLRRSNSRRHLQNP 

ANFGGTLAT 


15348 


45716 


A 


15438 


3 


502 


GRRDSCLPGVVAPRACLHPRG 

QVPRLGSVGKMATPGMSWQQ 

HYYGGSAAKFAPSPATAQLAG 

HSMDYSQEMHLKMSKKIAQLT 

KVIYALNTKNDEHESAIQALKD 

AHEEEIQHILAETREKIVLQYKS 

KVTEELDLRRKIQVLESSLEDHI 

KMKQQALTEFEAYKHR 


15349 


45717 


A 


15439 


29 


230 


LQ1 DC KNKP A 1 L RGPTDPLKE A 
DCYCRTWERPQILLPKWEGTR 
KPILVI*QNKAHQHAPQITLLHQ 


15350 


45718 


A 


15440 


73 


335 


FFWGGIEEPCFVILSGSVFWFLL 
IWVGASASPVVGDVFGRGGSPF 
PTSTVGAFTVLWGVSWVLKRV 
CGSSWDC*FVLAFNLELKFTM 


15351 


45719 


A 


15441 


373 


513 




15352 


45720 


A 


15442 


1585 


1649 


KNSNIQHSPKITLVHQQWFQTK 
KKFLIYLKKNSGGLVDP*MVHT 
TRLCADNPQYQPRARKSHS*VK 
GESTTLREHPMGQKNLNNSLQP 


15353 


45721 


B 


15443 


1 


696 




15354 


45722 


B i 


15444 


49 


525 




15355 


45723 


A 


15445 


113 


474 


SIPYKNKEEEEGKGGEYY1KGT 

CHGTKGSEQQPSALDLPSDRAY 

PNEKEPEN*LW*LI*QNKAL*HS 

PKNHTSSP/RNGSKPRKKSLINL 

KKNSGG*LLS*LGRHQRKVKPN 

ARKSKNQYKK 


15356 


45724 


A 


15446 


47 


614 


TGCPRCKQNSTCIAAVKMEGPL 

SVFGDRSTGETIRSQNXDVTITN 

DGATILKLLEVEHPAAKVLCEL 

ADLQDKEVGDGTTSVVIIAAEL 

LKNADELVKQK1HPTSVISGYR 

LACKEAVFYLTENLIVNTDELG 

RDCL1NAAKTSMSSDIIGINGDF 

FAN/MVVDAVLA1HARHRGQ/P 

RYPVTLLY*SHGES 



1963 

BNSDOCID: <WO 017S067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \— possible nucleotide insertion) 


15357 


45725 


B 


15447 


707 


1826 




15358 


45726 


A 


15448 


108 


397 




15359 


45727 


A 


15449 


1726 


2464 


SKAVQLEAGGLLQLFCCKMAP 

DPNITDVFGRTALHYAVYNEDT 

SM1EKLLSYGANIEECSEDEYPP 

LFLAVSQRKVKMVEFLLKKKA 

NINAVDYLGRSALIHAVTLGEK 

D1VILLLQHNIDVFSRDVYGKL 

AEDYASEAKNRV1FELIYEYER 

KKHEELS1NSNPVSSQKQPALK 

ATSGKEDSISNIATEIKDGQKSG 

TVSSQKQPALKDTSDKNDSVSN 

TATE1KDEQKSGTAVSSQKQPAL 

K DTSDKNDS V SNT ATE I KDEQK 

SGTSVFSETTGLEGYK 


15360 


45728 


A 


15450 


2 


675 




15361 


45729 


A 


15451 


1 


467 


DHSSSPAREQNWMENNEFDELT 

EVGFRRWVITNSSELKKHVLTQ 

CKEAKNLEKRLGELLTRJTSLE 

KNINDLMELKNTARELHEAYTS 

1NSWINQAEERLSEIEDQLNEIK 

REDK1TEKMKNSTTVRVAASM 

QSKLLQGVAEEGPLRLTRSASF 


15362 


45730 


A 


15452 


2 


632 




15363 


45731 


B 


15453 


355 


894 




15364 


45732 


B 


15454 


99 


716 




15365 


45733 


A 


15455 


1 


1140 




15366 


45734 


A 


15456 


1 


1476 


ME VN REKQLN ELE V IG SE EQN L 

EEEGLM1GGVAVRLVPDDIVIP 

GGVNATNGTEARDALRVKVA 

MS VTLLSG IIQYLLS ALG WSY Y 

TVDGVSQKNPRALGVTADQLH 

AIFTTMSDEQASFRFGFVAIYLT 

EPLVRGFTTAAAVHVFTSMLK 

YLFGVKTKRYSGIFSVVYSTVA 

VLQNVKNLNVCSLGVGLMVFG 

LLLGGKEFNERFKEKLPAPIPLE 

FFADHNSSPAREQKWMENEFD 

EWTEVSFRRWVITNSSELKEHI 

LTQCKEAKNLEKRLEELLTRITS 

LEKN IN DLMELKNTAQEFH EA 

YTSINS/RNQTEERVSEIEDQLN 

EI*CKDKIR\EKKRMKRNEQSLQ 

EIWDCVKRPNLRLTGVPESDGE 

NGTKLENTLQDHQENFHNLAR 

QANSQIQE1QRTPQRYSSRRATP 

RHIIIRFTKVEMKEKMLRAARE 

KGRVTHKGNPIRJL1ADLSADTL 

QA RRQWEPI FNILKEN FQTRJ SH 


15367 


45735 


A 


15457 


1 


1185 




15368 


45736 


A 


15458 


1 


2367 





1964 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X= Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15369 


45737 


A 


15459 


1 


744 




15370 


45738 


B 


15460 


337 


1515 




15371 


45739 


A 


15461 


1 


1197 




15372 


45740 


A 


15462 


1 


714 




15373 


45741 


A 


15463 


142 


601 


HQRTKVYKFTKMRJCNQPKKPE 

NSK/TQNPSSPSKDHNSLPAREE 

NWMENEFDKLTEVGFRRWV1T 

NSSELKEHVLTQCKEAKNPDK 

RLEKLLTRI1SLEKN1NDLVELK 

NTA * ELLE A YTN1NSQI DQVEEK 

1/S/SIEDQLNEIKLEDEIREKKKK 


15374 


45742 


A 


15464 


153 


474 


OTKSNN VN I KKOD VHTKTPSEG 
HOHORPK\DHNSLPAREON W1E 
NEFDELTEVGFRRWVITNSSEL 
KEHVLTQCKE A KNLEKRLQEL 
LTR1TSLEKN INDLM ELKNTA 


15375 


45743 


A 


15465 




2172 




15376 


45744 


A 


15466 


1 


1640 


MKLMETLNQCINAGHEMTKAI 

AIAQFNDDSPEARK1TRRWRJG 

EAADLVGVSSQAIRDAEKAGR 

LPHPDMEIRGRVEQRVGYTIEQI 

NHMRDVFGTRLRRAEDVFPPVI 

GVAAHKGGVYKTSVSVHLAQ 

DLALKGLRVLLVEGNDPQGTA 

SMYHGWVPDLH1HAEDTLLPF 

YLGEKDDVTYAIKPTCWPGLDf 

IPSCLALHR1ETELMGKFDEGKL 

PTDPHLMLRLA1ETVAHDYDVI 

VIDSAPNLGIGTINVVCAADVLI 

VPTPAELFDYTSALQFFDMLRD 

LLKNVDL KG FEPDH LTPAGNC 

YVVRRNEDCIGFFSGFYNVISL 

GVYLVEQQKGWEDTHSKTPSK 

GHQHQRSKVDKSTKMRKNWS 

KNAENSKNQNALSPPNDRNSSP 

ARAQNWMENKFDKLTEVGFR 

RQVITNTSELKEHILTQSKEAKN 

LDKRLQELLTR1TSLEKNINDL 

MELKNTARELREAFTSFCVNCE 

AVSLITSLREDSHWLEDSKGHR 

M/RRHQE*KCEYFHPPHPGLQF 

YQLPESDSHSDPLWPHGGSFLS 


15377 


45745 


B 


15467 


50 


1603 





BNSDOCID: <WO 0175067A3_IA> 



1965 



WO 01/075067 



PCT/USO 1/08631 



SKQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN j 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15378 


45746 


A 


15468 


528 


1413 


QTERNSTSTSKTPSEGHQHQRP 

KVDKSTKMGRNQCKLKA*\NSK 

SQNACCPPKDHSSLPARJEQTW 

MENEFDELTEVGFRRWVITNSS 

KLKEHVLTQCKEAKNLEKRLE 

ELLTRITNLEKNINDLMELKNT 

ARELREAYTSINSRIDQAKERM 

SEIVDQLNERNDRENGTKLENT 

LQDITQDNFPYLARQVNIQIQET 

QRMPQRYYSRRVTPRHI1VRFA 

KVEMKEKMLRAAREKDTSVK 

QKVNKDIQELNSALHQVDLIAF 

YRTLHPKSTEYTFFSAPHHTYS 

KTDHIVHS1LCDSG 


15379 


45747 


A 


15469 


368 


679 


SSQLNKAPSLFNPVSEEFCLWL 

LLLQKELLTRJTSLEKNTNDLV 

DLKNTA*ELHEAHTSINS*IDQV 

EER1SECEDHLTEIRHSEKMKTA 

LLK*DMQTRREKKK 


15380 


45748 


A 


15470 


865 


2055 


QTERNSININKKDNYAKTPSKG 

HQQQRPKVDKSTKMRKNQHK 

KA*KFPKPGMPSSPPK\DHNCSP 

ARE\QNWMEN\EFNEFDELTGA 

GFRRWV1TNSSELKEHVVTQCK 

EAKNLEKRLXQELLTRJTSLEKN 

INDLMELKQDITQENFMKHTQ 

VSIAQADQGRJCERVXSEIEDPTL 

MDIKCEDK1REKK/IKKRNEQSL 

QEIWGYVKRPNLRLISVPESDG 

ENGNK*ENILQD11QENF/PFPNL 

TRQANIQIQETQRTLQRYPLRR 

ATPRH11IRJFTKVEMKEKMLRA 

AREKGRVTHKGKPI RLTENLSA 

ETL* A RRJE* * PILNILKERNFQPR 

ISYRAKLSFISK/GKREIKSFIDK 

QTLRDFVTTRPALQELLKEAVN 

MERKNQYQPLQKHTKLKRPLT 


15381 


45749 


A 


15471 


1 


315 




15382 


45750 


A 


15472 


1 


2775 




15383 


45751 


A 


15473 


1 


1017 




15384 


45752 


B 


15474 


1 


3105 





1966 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or First 
codon for peptide 
sequence 


Nucleotide location oflasf 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15385 


45753 


A 


15475 


1 


1115 


MKWLLLLGLVALSEC1MYKVP 

LIRKKSLRRTLSERGLLKDFLK 

KHNLNPARKYFPQWEAPTLVD 

EQPLENYLDMEYFGT1GIGTPA 

QDFTVVFDTGSSNLWVPSVYCS 

SLACTNHNRFNPEDSSTYQSTS 

ETVSITYGTGSMTGILGYDTVQ 

SGYHHGNHRLNLKGLCSSKRSS 

TTPPLY DLGQV A SPPSG S VSSC 

DDQSGSVVIFGGIYSSYYYTGGL 

NWVPVTVEGYWNQITVDSITMN 

GEAUACAEGCQAUVEPGTFFVT 

GP\TSPlA\NIOSDIEA\SFFI nr,\n 

SVLICSAISS\LPDI\VFTI\NGVOY 

PVPPS\AYILQSEGSCISGFQG\M 

NLPTESEELWILGDVFHPASTLT 

VF\DRANNQVG\LAPVA 


15386 


45754 


A 


15476 


1 


765 




15387 


45755 


A 


15477 


470 


479 


PRNPSSFLQVQVQHRFLQLFVP 
FHFVFFLASLYVMVTLTTWFR* 
DPCVSGMALNCSFLKJASSSGE 
YLRPTPSYLNQVVRVTMT 


15388 


45756 


A 


15478 


1 


896 


CLPFGGPKPNPWDKDGGCQGR 

PQPRHLPGPGTAAQRRQQCPSE 

KSLL/CRWPSLTASTCSRLFYIL 

LHVGAS/CNLLPPAVKDSSGKG 

VGQDTQVLSGSGAVYRVCAGT 

ATFHLLQAVLLVHLHSPTSPRA 

QLHNSFWLLKLLFLLGLCAIAF 

CIPDEHLFPAWHYIGICGGFAFI 

LLQLVLITAFAHSWNKNCNEAS 

YLAEVFGPLWIVKVYSYEFQKP 

SLCFCCPETVEADKGQRGGAA 

RPADQETPPAPPVQVQHLFLQL 

FCLPLRLLPWLTLCHGYPYQLV 

QASAGCGCKPFAPYSL 



1967 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ll> NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15389 


45757 


A 


15479 


1 


1016 


MERRGPGAATARGRARPGGGP 

SVGLLATGSSLNPSFHGVARIVP 

GFIR1ARPRDGSFAYESVPWQQS 

ATQPAGSLSVVTTVWGVGNAT 

QSQVLGNPMGPAGSPSGSSMM 

PGVAGGSSALTSPQCLGQQAFA 

EGGANKGYVQQGVYSRGGYP 

GAPGFTTGYAGGPGGLGLPSH 

AARPSTDFTQAAAAAAVAAAA 

ATATATAT/GHRGCSPGEAEPG 

AEPVDGAMGAGQSFNSQFLQHG 

GPRGPSVPAGMNPTGIGGVMG 

PSGLSPLAMNPTRAAGMTPLY 

AGQRLPQHGYPGPPQAQPLPRQ 

GVKRTYSEVYPGQQYLQGAYP 

VHSGLSQFPTWQETPRHP 


15390 


45758 


C 


15480 


1 


585 




15391 


45759 


B 


15481 


1 


885 




15392 


45760 


A 


15482 


3 


440 


GPWPRPVAYLSKQLYRVSKGW 

PPG LRALAEM A LL AQE ADKLT 

LRQNPNI/1GPHAVVTLMTTKG 

HH*FTNARLTYVK1PT*PLKF/G 

NTLNPTTLLPVSESPVEHNCVD 

VLDSVYSSRPNLRJDHP*TSVDC 

ERYVDRSSFTNRCKVTR 


15393 


45761 


A 


15483 


3 


368 




15394 


45762 


C 


15484 


109 


276 




15395 


45763 


A 


15485 


1 


1710 




15396 


45764 


A 


15486 


221 


784 


QNSLRSMCQKEKJCMAAGVLT 

HTCVGPWPRPVAYLSKQLDRIS 

KGWPPGLRALAATALLAQEAD 

KLTL\G KT* I * RPPH A V VTLMNT 

KGHHWLTNARLTKYQSLLCEN 

PHITTEVCNTLNPTTLLLVSESL 

V EHNC VEVLDS V YSSRLN LRD 

HP*TSVDW*LHVDGSSFTNPCK 

VTLKKMTSAAPVTPRS 


15397 


45765 


B 


15487 


509 


661 





BNSDOCID: <WO 0175067A3_IA> 



1968 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of lasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15398 


45766 


A 


15488 


1370 


2243 


LGKLRLESCGLVAAVRPHSGGL 

AMPLPNATRPASGRSED/AELK 

LALEHGHRSESLQGRKHRGVH 

DNSDIPQAALVGGTTMIIGHVL 

PDKETSLVDAYEKCRGLADPK 

VCCDYALHVG1TWWAPKVKA 

EMETLVREKGVNSFQMFMTYK 

DLYMLRDSELYQVLHACKD1G 

AIARVHAENGELVAEGAKEAL 

DLGITGPEG1EISRPEELEAEATH 

RVITIANRTHCP1YLVNVSSISA 

GDV1AAAKMQGKVVLAETTTA 

HATLTGLHYYHQDWSHAAAY 

VTVPPLRJLGIPPH 


15399 


45767 


A 


15489 


307 


600 


VSRRASSGSPVPLGSI HI OH^A 
PA/PSAAPKPRSPPARLSRPHI R 
GESAAPSPLSPGPASLAAAAA A 
RVPAOPSPAPSTTPA PRTTLA PR 
VPHRLAPAP 


15400 


45768 


A 


15490 


-> 


222 




15401 


45769 


B 


15491 


1 | 


1131 




15402 


45770 


A 


15492 


136 


201 




15403 


45771 


A 


15493 




556 


ELPRRLVCSKLRADPGRLTPDA 

CARPGMSRYLLPLSALGTVAG 

AAVLLKDYVTGGACPSKATIPG 

KTVIVTGANTGIGKQTALELAR 

RGGNIILACRDMEKCEAAAKAD 

IRGETLNHHVNARHI Dl A<U 

IREF A AKIIEEEERVDI LINN AG V 

MRCPHWTTEDGFEMQFGVNHL 

GHFLLTTWC 


15404 


45772 


A 


15494 


11 


559 




15405 


45773 


A 


15495 


1 


312 


M APA ADREG Y WGPTTSTLD W 

CEENYSVTWYIAEF\SWLMSGF 

LPTPSSLRDLTASRWVRSLPPSR 

SPAGRQPGPAEELPKASPCPWG 

KSLSRPFASFSASSGPS 



BNSDOCID: <WO 0175067A3_IA> 



1969 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15406 


45774 


A 


15496 


2 


1605 


WQLPHPPAAPSARQILRACQLS 

SVTAVAQSCLYGKQLC/GLTTG 

NIAGAGLLFFGGGIGGTILYAK 

WASHFRERVEKTIPYSDKLFEV 

VLGSAPYNVPLPKKSTQSGPLK 

ISSVSEVTKEFKQPASQLQKQK 

GDTPASATAGDTVLVPGVQHE 

ESLKTDH PAIDEGKPTPALSEEA 

SSSSIRERPCEEIAACLAQEEKQ 

EQVKTESLAKSFEDALRQTANV 

TLQAIAAQNTVVQAVNAHSNIL 

KAAMDNSEIEGKKKSAKWHTV 

QGALKEHRKAVDEAANALLKA 

KEEVQAAQFESKLVSQYHELV 

GQAQDDFKRQLDS1TPEVLPGW 

KGMSVSDPADKLSTDDLNSLIA 

RAHRHIDQLNRELAEQKATEK 

QHITLALEKQTLEEKVQEQELK 

YEFEQNLSEKLSEQELQFHHLS 

QEQVHNFTLDINTAYARLRGIE 

HAVQSHAVAEEEARKAYQLW 

LSVEALKYSMKTSSAEMPAVPL 

GS A V E AIKANCSDN EFTKA L AT 

AIPPESLTHGVYSEETLRVRFYA 

VQKLARRVAMID 



1970 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15407 


45775 


A 


15497 


89 


2490 


PKCCFFCLLSGETAAAQSCLCG 

KVVLRPLRPCRRYSTSGSSGLT 

TGK1AGAGLLFVGGGIGGTILY 

AKWDSHFRESVEKTIPYSDKLF 

EMVLGPAAYNVPLPKKS1QSGP 

L* I SS VSE VM\K£SNRPASQ\LQK 

QKAG DTP A S ATA PTE A AQI I S A A 

GDTLSVPAPAVQPEESLKTDHP 

EIGEGKPTPALSEEASSSSIRERP 

PEEVAARLAQQEKQEQVKIESL 

AKSLEDA LRQTAS VTLQA1 AAQ 

NAAVQAVNAHSNILKAAMDNS 

EIAGEKKSAQWRTVEGALKER 

RKAVDEAADALLKAK*LLMDF 

NKEELEKMKSVIENAKKKEVA 

GAKPHITAAEGKLHNMIVDLD 

NVVKKVQAAQSEAKVVSQYH 

EL V VQ A RDDFKREL DSITPE VL 

PGWKGMSVSDLADKLSTDDLN 

SLIAHAHRR1DQLNRELAEQKA 

TEKQHITLAL\EKQKL\EEKRAF\ 

DSAVAKAFRNIHRKLKYRA*TG 

QKR*KEVRDAME\NEMRTQLR 

RQAAAHTDHLRDVLRVQEQEL 

KSEFEQNLSEKLSEQELQFRRLS 

QEQVDNFTVLDINTAYARLRGIE 

QAVQSHAVAEEEARKAHQLW 

LSVEALKYSMKTSSAETTSMPL 

GSAV\EAI\KANCSDNEFTQALT 

AAIPXPESLTRGVVTVICRPLGAR 

F\YAVQKL\ARRVAMIDETRNSL 

YQYFLSYLQSLLLFPPQQLKPPP 


15408 


45776 


A 


15498 


1 


1212 


MPKKRQALVEFEDVLGACNAV 

NYAADNQIY1AGHPAFVNYSTS 

QKISRPGDSDDSRSVNSVLLFT1 

LNPIYSITTPTRLNVFKNDQDT 

WDYTNPNLSGQGDPGSNPNKR 

QRQPPLLGDHPAEYGGPHGGY 

HSHYHDEGYGPPPPHYEGRRM 

GPPVGEYGPHADSPVIMVYGL 

DQSKMNCDRVFNVFCLYGNVE 

KVKISLKKQSPGGRPMGEEWL\ 

DG Y A VDRA I TH LNNNFM FGQK 

LNV/CVGAQAREGSRGTGERK 

GGEWGPAEEHSEAEVLTHTEM 

GCGSVSKQPAIMPGQSYGLEDG 

SCSYKDFSESRNNRFSTPEQAA 

KNRIQHPSNVLHFFNAPLEVTE 

ENFFEICDELGVKRPSSVKVFSG 

KSERSSSGLLEWESKSDALETL 

G FLNH YQMKN PSFNLVT 



1971 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino :icid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinlc nucleotide insertion) 


15409 


45777 


A 


15499 


1 


645 




15410 


45778 


A 


15500 


3 


677 


SPPNPRAPYLFPASLQNPANWS 

PHFQYLPILSQPRSVLTAFRQQA 

QPRJSMPQAQTPFRPQMERLDQ 

NIRJRSNQPQHSLKPKLIQSKALT 

LFNSVKAEKDEEAAEEKFEVTR 

VVHIRGLIDGVVEADIVEALQE 

FGLISYVMVMSK1CRQALVEFE 

DVLEACNAVNYTADNQIHIAG 

HPAFVNYSTSQKISRPGNSDDXR 

SVNSVLLFTILNPIYSITTDVLYT 


15411 


45779 


A 


15501 


2 


1712 


DEQRRRSGAMVKMAAAGGGG 

GGGRYYGGGSEGGRAPKRLKT 

DNAGDQHGGGGGGGGGAGAA 

GGGGGGENYDDPHKTPASPVV 

HIRGLIDGVVEADLVEALQEFG 

PISYVVVMPKKRQ\SLV*FEDVL 

GAGNAV\NYAADNQIYIAGHPA 

\FVNYSTSQK1SRPGDSDDSR\SV 

N\SVLLFTILNPIYSITTDVLYTI\ 

CNPCGPVQR1V1FRKNGVQAMV 

EFDSVQSAQRAKASLNGADIYS 

GCCTLKIEYAKPTRLNVFKNDQ 

DTWDYTNP\NLSGQGDPGSNPN 

KRQRQPPLLGDHPAEYGGPHG 

GYHS HYHDEGYG PPPPHYEG R 

RMGPPVGGHRRGPSRYGPQYG 

HPPPPPPPPEYGPHADSPVLMV 

YGLDQSKMNGDRVFNVFCLYG 

NVEKVKFMKSKPGAAMVEMA 

DGYAVDRA1THLNNNFMFGQK 

LN VCVSKQPA1MPGQS YGLED 

GSCSYKDFSESRNNRFSTPEQA 

AKNR1QHPSNVLHFFNAPLEVT 

EENFFEICDELGVKRPSSVKVFS 

GKSERSSSGLLEWESKSDALET 

LGFLNHYQMKNPNGPYPYTLK 


15412 


45780 


A 


15502 


1 


528 


NHQIRNDFTISPGVKADSRTSPI 

PQQPASSFDITEAAVSFAKDSLA 

GGVAAAISKMAVAP1ERVK/RV 

PKEHGVLSWCGNLASVIRYFPN 

TQALNFTFKDKYKQIFLDGVDK 

RSQFWRYFAGNLASGGATGAT 

SLCFVYPLDFAHTRVAADVGK 

AGAERELRGFGDCLVKIYKSDG 

IK 


15413 


45781 


A 


15503 


1 


1452 





1972 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( \=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15414 


45782 


A 


15504 


2 


991 


RSAGVKAGSRPSPVLQQSASSF 

NMTDAAVSFAKDFLAGGVAA 

AISKTAVAPfERVKLL\LQVQ\H 

ASKQIAADKQYKGIIGCVVRIP 

KEQG VLSF WRGN L AN V I RYFPT 

QALNFAFKDKYKQ1FLGGVDK 

RTAQFWRYFARNLASGGAAGA 

TSLCFVYPLDFARTRLAADVGK 

AGAEREFRGLGDCLVKJYKSDG 

IKGLYQGFNVSVQGIIIYRAAYF 

GIY\DTAKG\MLPDPK\NTHIVI\S 

W\MIAOTVHCCCPG*l PYPFDT 

RS/ V RRN E * M OS G RK\G TV Dl M Y 

TGTL\DC WRK1 ARDEGGK A FFK 

GAWSNVXLRGMGGAFWLVLYE 

*KSKKYT 


15415 


45783 


A 


15505 


1 


613 




15416 


45784 


A 


15506 


1 


1695 




15417 


45785 


A 


15507 


131 


723 


LLEGKLTNRKDIHTKNPSVRH7 
RSSKTKER VSAMEDEIN EMKRE 
EKFREKRVKRNEQSLQEIWDYL 
KRPNLRLIGVPESDGENGTKLE 
NTLODIIOENFPNLAROANIOIO 
EIORMPORYSLRRATPRHIIVRF 
TKVEMKEKMLRAARFKGRVT 
HKGKPIRLT/ADLSAFTT OARRF 
WGPI FN 1LKEKN FOPRIS YPA K I 


15418 


45786 


A 


15508 




3156 




15419 


45787 


A 


15509 




879 




15420 


45788 


A 


15510 1 




804 




15421 


45789 


B 


15511 




1230 




15422 


45790 


A 


15512 




827 




15423 


45791 


A 


15513 




1011 




15424 


45792 


A 


15514 




1722 




15425 


45793 


B 


15515 




780 




15426 


45794 


A 


15516 | 




2712 




15427 


45795 


B ! 


15517 




855 





1973 

BNSDOCID: <WO 0175067 A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQII) 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 ; 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15428 


45796 


A 


15518 


3 


1263 


GRTIQTKGKEVXENFEKNLEECI 

TRJTNTEKCLKELMELKTKARE 

VREECRSLRSQCDQLEERVSAM 

EDEMNEMKQEGKFREKR1 ICRN 

EQSLQE1WDYVKRPNLRLIGVP 

ESDVENGTKLENTLQD1IQENFP 

NL ARQ AN VQIQERQRTPQR YSS 

RRATPRH 1 1 VRFTK VEMKEKMG 

LLVPNWTNHSPLFRAILFDYKG 

FCRFGTTHQTGFSPAGANQRGP 

LAATLSGPGGEGQSAVARLTGL 

IGVPESDVEKETKLETTLQDI IQ 

ENFPILARQANVQIQEIQRTPQR 

YSSRRATPRHIIVRFTKVEMKE 

KMLRAAREKGRVTLKGKPIRL 

TADLSAETLQARJREWGPIFNIL 

KEKNFQPRISYPAKLSFISEGEIK 

SFTDKQMLRDFVTTRPALKELL 

KJEALNMERNNRYQPLQNHAK 


15429 


45797 


A 


15519 




1 137 




15430 


45798 


A 


15520 


j 


1578 




15431 


45799 


A 


15521 




1656 




15432 


45800 


A 


15522 




1120 




15433 


45801 


B 


15523 




1541 




15434 


45802 


B 


15524 




1632 




15435 


45803 


C 


15525 


53 


352 




15436 


45804 


A 


15526 


1 


973 


MGKKQNRKTGNSKMQSASPPP 

KERSSSP ATEQS WMEN DFDELR 

EEGFRRSNYSELREDIQTKGKE 

VENFEKNLEECITRITNTEKCLK 

ELMELKTKARELQRVSAMEDE 

MNEMKREGKFREKR1KRNEQS 

LQEIWDYVKRPNLRLIGVPESD 

GENGTKLENTLQDIIQENFPNL 

ARQANIQIQEILRJPQRYSSRRA 

TPRHIIVRFTKVEMKEKMLRAA 

REKGRVTLKGKPIRLTVDLSAE 

TLQARREWGPI FN ILKEKN FQP 

RISYPAKLSFISEGEIKYFTDKQ 

MLRDFWTTRPALQELLKEALN 

MERNNRYQPLQNHAKM 


15437 


45805 


A 


15527 


1 


2896 




15438 


45806 


B 


15528 


50 


658 




15439 


45807 


A 


15529 


1065 


1260 


RSHALALDSAGSSSPESPH*RAS 

IPHTALGQNAGSWAGTAHSHH 

GPFLWSDPRHPQVVPHRTCCP 


15440 


45808 


A 


15530 


96 


219 


EFSTKPRLSGP*SSWEMLILEPL 
APDTTIDLKLLYSDRDF 



1974 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15441 


45809 


A 


15531 


5459 


6324 


LLANVSQLLADISQLLANFTQL 
FSHFSQLLTYLSKLFTHLPQLLT 
HFPKLLTHQPELFSNQSQLHPNI 
T\RYSPTSPSYSPTSPNYTPTSPN 
YSPTSPSYSPTSPSYS/RDLTKLL 
PFQPTIHTTVSNLYPKLTQLQPQ 
FAQLQPNLTQVXPPTSPSYSPSSP 
EYTPTSPKYSPTSPKYSPTSPKY 
SPTSPTYSPTTPKYSPT^PTY^VO 

PLQSTPQPLPSTHLLAPLTRPLP 
PSTRPPAPPTRPPPPKAQPTLPLP 
LVTRPPAPPTVSQARLSARMTV 
TRRTEGTWGAAAG 


15442 


45810 


A 


15532 


13 


941 


SVVLRPLLVVAAATATTPVAA 

AAATNTAKKTATVMVGEMVA 

GERGVLQMGHDITRFFYSNIQT 

VINNWLLIEGHTIGIGDSIADSK 

TYQDIQNTIKKAKQDVIETFEN 

QVPRILNDARDKTGSSAQKSLS 

EYNNFKSMVVSGAKGSKINISQ 

GGGSQGGRGGPPISMWLLALC 

LVGLAGAQRGGGGPGGGAPGX 

GPGLGLGSLGEERFPVVNTAYG 

RVRfiVRRFI MIsIFII r.PVVHFI n 
VPYATPPLGARRFQPPEAPASW 
PGVRNATTLPPACPQNLHGALP 
A I M LP V WFTDNLE AA AT YGGC 
FRVPKKA 


15443 


45811 


A 


15533 


207 


696 


TNLQEKNKQPHQKVGKRYKQT 
LLKRRHLCSQQAHEKMLIITGH 
QRNANQNHNEIPSHTS*NGDH* 
KVRKOOMI FRMWRNRMAFTI 
WVGV^TSSTTVFD^MATPOn^P 

»» ~ XJ » * »JtJ I 1 V LL/OiVLrtir V^vJ O IV 

TRNTI*LSHPITGYIPKGL*IMLL 
* RHMHTYA YCGSIHNS KDLEPT 
QRSFNDRLD 


15444 


45812 


A 


15534 


1 


307 




15445 


45813 


A 


15535 


1 


381 


LPPPHDRLWCVMFPTLCPSVLI 
VOFPPMSENMRCLVFCPrN^F T 
RMMVSSFIHVPTKDMNSGIL*S 
RPADIELFS1NLVNKKIFLKGKF 
GDPLSLOROT RlsJIVF^MPPPFP^ 
FLLPWVFSOLSVKPH 


15446 


45814 


A 


15536 


134 


278 


DPAFLAPSPV/LMKQAPQATSG 
LMEPPGPSTPIVQRPRJLLVIDD 
AHTD 


15447 


45815 


B 


15537 


1 


840 




15448 


45816 


C 


15538 


1 


89! 





1975 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15449 


45817 


A 


15539 


1 


3102 


MYSHVITVCRHVKNGDILLLNR 

QPTLHRPSIQAHRARILPEEKVL 

RLHYANCKAYNADFDGDEMiN 

AHFPQSELGRAEAYVLACTDQ 

QYLVPKDGQPLAGL1QDHMVS 

GASMTTRGCFFTREHYMELVY 

RGLTDKVGRVKLLSPS1LKPFPL 

WTGKQHINRTKDKNHMIISIDA 

EKAFDK1QQPFMLKTLNKLGID 

GTYLKIIRAIYDKPTASIILNGQK 

LEAFPLKTGTRQGCPLSPLLFNI 

VLEVLARAIRQEK 


15450 


45818 


A 


15540 


1 


779 


IPMKDHDA1KLFIGQIPRNLDEK 

DLKPLFEEFGKIYELTVLKLDRFT 

GMHKGCAFLTYCERESALKAQ 

SALHEQKTLPGMMRPIQVKPAD 

SESRGEDKKLFVGMLNKQQSE 

DDVRR\LFEAFGN1EECTILRGP 

ERQTAKGCAFVKYSSXHAEAAG 

RPSTRLHGSQTMPGAFVPVWV 

GQVSADTDKERTMRXRMQQMA 

GQMGMFNPMAIPFGAYGAYA 

QALMQQQAALMASVAQGGYL 

NPMAAFAAAQMQQMAALNM 

NGLAA 


15451 


45819 


A 


15541 


1 


1413 


MEYYAAIKKDEFISFVGTWMK 

LET11LSKLSQMQKTKHRIFSL1V 

LCDITDILKEFTVAEAGGFALNE 

1MKEICKSRFSAKVSLHWKMW 

HSTASLGYHRVNVTNPDPLNLC 

LGHCWLGLRDTGQKQACGGP 

GVCPGMFRRACGGNAPCKEAP 

SVTEASSPDGSVLCLGSHVPITP 

APLSSAQMVCHMVEDRRTVEL 

1 LG ATHNLFFSTSPLT WSLRA I P 

GNC VLFLKDY VTEP VRSQSILH I 

AGPTFKQTPNLPFLKFPEATKA 

HGPNVYQNDSTCPEPTAQVSH 

WSSVSSTLIASPVPGPEDRKLFV 

GMLNKQQSEDDVRRLFEAFGN 

IEECTILRGPDGNSKARPLASSQ 

GAPSVKYSSHAEAQAAINALH 

GSQTMPLMQQQAALMASVAQ 

GGYLNPMAAFAAAQMQQMAA 

LNXPNGLAAAPMTPTVQANGQP 

AAEEIXFANGIHPYPAQSPTAAD 

PLQQAYAGVQQYAGR 



1976 



BNSOOCID; <WO 017S067A3 IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnknown, ~~~ 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15452 


45820 


A 


15542 


254 


883 


DLRKDSPWEHRQCDKREPGNS 
APPAPHSWGFAVFNPRAGDVR 
QLCKRADTRTPSPRAPFGSAGA 
CRGCGRAGARSLASPKARTC1S 
SARRRAGGPLQLGAGSGQAKR 
PDR*TRRFGANA*KTf HI /H<s<^I 

A PS PG G VL A G FQE PPG RPQ V A C 
CAATAAGGIRAGERR/PAAAAA 
AAPWAQKLRRJLRLQRRGPPGC 
R**MVSFPRLFSGSTSR 


15453 


45821 


A 


15543 


1 


768 


MCDFGKSTSLPASPTSSSANGR 

DNSTYRLKEQGGFMHSVASRD 

SCAESARYTDAHYAKSGYGAY 

TPSSYGANLAASLLEKEKJLGFK 

PVPTSSFLTRPRTYGPSSLLDYD 

RGRPLLRPD1TGGGKRAESQTR 

GTERPLGSGLSGGSGFPYGVTN 

NCLSYLP1NAYDQGVTLTQKLD 

SQSDLARDFSSLRTSDSYRIDPR 

NLG RSPM LA RTRKELCTLQG L 

YQTASCPEYLVDYLENYGRKG 

SASQVPSQAPVPSRVP 



BNSDOCID: <WO O175067A3_IA> 



1977 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of List 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15454 : 


45822 


A 


15544 

i 


85 


2249 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWSILl 

REAQNQPIDKARKTYERLVAQF 

PSSGRFWKLYIEAEIKAKNYDK 

GEKLFQRCLMKVLH1DLWKCY 

LSYVRETKGXKLPSYKGKMAQ 

AYDFALDKIGME1MSYQIWVD 

YiNFLKGVEAVGSYAENQRITA 

VRRVYQRGCVNPMINIEQLWR 

DYNKYEEG FNIHLAK K M I EDRS 

RDYMNARRVAKEYETVMKGL 

DRN APS VPPQNTPQE AQQ V DM 

WKKY1QWEKSNPLRTEDQTLIT 

KRVMFAYEQCLLVLGHHPDIW 

YEAAQYLEQSSKLLAEKGDNfN 

NAKLFSDEAANIYERAISTLLK 

KNMLLYFAYADYEESRMKYEK 

VHSIYNRLLAIEDIDPTLVYIQY 

MKFARRAEGIKSGRMIFKKARE 

DTRTRHHVYVTAALMEYYCSK 

DKSVAFKIFELGLKKYGDIPEY 

VLAYIDYLSHLNEDNNTRVLFE 

RVLTSGSLPPEKSGEIWARFLAF 

ESN IGDLASILK V EKRRFTAFKE 

EYEGKETALLVDRYKFMDLYP 

CSASELKALGYKDVSRAKLAAI 

IPDPVVAPSIVPVLKDEVDRKPE 

YPKPDTQQMIPFQPRHLAPPGL 

HPVPGGVFPVPPAAVVLMKLLP 

PPICFQGPFVQVDELMEIFRRCK 

IPNTVEEAVR1ITGGAPELAVEG 

NGPVESNAVLTKAVKRPNEDS 


15455 


45823 


A 


15545 


12 


427 


SAEAMSGDGATEQAAEYVPEK 

VKKAEKKLEENPYDLDAWSI\L 

IRE AQ V* * YRITFPSL WVQSH YL 

VLPVNTMIFIILTL*MLFIGFQF*N 

QPUDKARKTYERLVAQFPSSGR 

FWKLYIEAEVTILFYFFLYQYCS 

IHL 


15456 


45824 


A 


15546 


150 


469 


SAEAMSGDGATEQAAEYVPEK 
VKKAEKEVLEENPYDLDAWSILI 
RE AQNQPI DKA RKTYERL V AQ F 
PSSGRFWKLYIEAEVTILFYFIFS 
YISIAAFTVVIENKLGT 


15457 


45825 


A 


15547 


I 


834 




15458 


45826 


A 


15548 


443 


732 


SFMRWQKGQLPQLCLHRESHC 

SPYPQPSFLGMEP/ADIHETTFN 

SIMKCDVDIHKGLYANAVLSSG 

TTMYPGIA\NRMQKEITALAPS 

MMKIK1IAPA 



1978 

BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ 1!) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15459 


45827 


A 


15549 


1 


1214 


MEEE1AALVIDNGSGMCKAGF 

AGDDAPRAVFPSIVGRPRHQGV 

MVGMGQKDSYVGDEAQSKRG 

1LTLKYPIEHGIVTNWDDMEKI 

WHHTFYNELRVAPEEHPVLLTE 

APLNPKAN REKMTQIMFETFNT 

PAMYVAIQAVLSLYASGRTTGI 

VMDSGDGVTHTVPIYEG\YALP 

HAILRLDLAGRDLTDYLMKILT 

ERGYSFTTTAEREIVRDIKEKLC 

YVALDFEQE\MATAA\SSSSLEK 

SYELPDSPRSSTNWQLSGFRLPL 

RHSFQPSFLGVMESCG\IHETTF\ 

NSIMK\CD VDI RKDL YVANTVLS 

GRTPPCTLGIADRMOKFTTAT A 

PSTMKIKIIAPPERKYSVWIGGF 

HPWAWLSHLSSKMWVQQARS 

MTESGPLHSSTANGFLGGLLTL 

V A FTPFL WTKP 


15460 


45828 


A 


15550 


1 


2355 

< 


MKQITFAPRNHLLTNTNTWTPD 

SQWl^VFDMRTSGASFTGETIER 

VNIPTGYVEKPNKQCRHSVTRY 

GHGGHSDHTPSLTVATVATQIT 

PRHSGHGSHCDRNLSLATATA 

ATLITPHHLLWPRWPLGSHSVT 

WCGHGGHSDHTPSPTTATAVT 

RITSRHPLRPQQSLGSHPVTHYS 

HGSHSDCIPVTRYAHGGHSDHT 

PSLAMATAATQMALCHSLWPR 

QPLGYLVNKIRRKRCTDGVSPS 

GKAPVFDTGIPWFESRYPSHLL 

RVSGSPPGYWGIAKRHQILNVS 

NMFGKFKTNLLGYRQAVRHRI 

LIPAFRGSNPRTPANLFKTLTLIS 

NMRALENDFFNSPPRKTVQFG 

GTVTEVLLKYKTAIEKRLEICLA 

VDPHRDRAQMLKVENVQQAW 

QQWTNKLPPARREDEDVKEIR 

WMIEELRVSYFAQQLGKNSRA 

ESMLWSFHKAAIEAARTNIIQA 

QTRVEAAQATERRJAADIDDSE 

LKAPRDGRVQYRVAKPGEVLA 

AGGRVLNMVDLSDVYMTFFLP 

TEQAGTLKLGGEARLILDAAPD 

LRIPATISFVASVAQFTPKTVET 

SDERLKLMFRVKARJPPELLQQ 

HLEYVKTGLPGVAWSFLYSINQ 

TICLRLDSIEAKLQALEATCKSL 

EEKLDLVTNKQHSP1QVPMVA 

3SPLRTTQMCNKVR/CVNP*AT 

VVPPPVPQPTTQQYQGLDAGA 



1979 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of Inst 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, V= possible nucleotide insertion) 


15461 


45829 


A 


15551 


1 


956 


MSSGRRDALARGLGNSGDGAP 

HLGEHRQLEDVGGVTVTVTWT 

GRJLQAAGCWTRSVSSTAAAGR 

REPSTRDGAALSTEPPDPPERLG 

HRGSRAGLTALGHVRTRGSSQ 

RGGRPEPWEHWLENGTRRTEL 

VDG VS Y ES WRRRPCRGQL ESR 

LVLENHVATDEDEPALKCQRL 

EINCQDPSIKSFLYSINQTICLRL 

DS1EAKLQALEATCKSLEEKLD 

LVTNKQHSPIQVPMVAGSPLRT 

TQMCNKVR/CAMHWLCVSCIF 

TC L PG W RP A APD QGP A A I S L C S 

LPSSSQGHREPLALGLPSALPPA 

HRQRLRGSATVPIPP 


15462 


45830 


B 


15552 


161 


925 




15463 


45831 


A 


15553 


31 


856 


GGFLHHASFFVGRGRTLLMYFS 

LLGATPKPEPEPEQVIKNYTEEL 

KVPPDEDCIICMEKLSAASGYS 

DVTDSKAVGPLAVGCLTKCSH 

AFHLLCLLAMYCNGNKGPEHP 

NPGKPFTARGFP\ASATFQTTP\ 

GPQELVPYTPQITAWDLEGKVT 

ATTFSLEQPRCVFDGLASTNDT 

VWLVVA FSN ASRGFQNPETL A 

DIPASPQLLTDGHYMTLPVSPD 

QLPCDDPMAGSGGAPVLRVGH 

DHGCHQQPFCNAPLPGPGPYR 

WVVPTGALGLGLCLG 


15464 


45832 


A 


15554 


827 


1371 


GSSAGEASSSLRRLSPSQPISRPL 

LPAGEKVLVVWIEDQTSHNIPL 

SQQSKT/TLFNSMKAERGKEVT 

EEKLEARRGWFMRFKERSCFPN 

VKVQGEAANADIEAVACYPEY 

LAKITDEGGYTEQQIFSVDETA 

LYWKKMPSRTFLARRKNCHSH 

PSFSSQHL VQS A A IN I KAKSSTS 

KKIMTP 


15465 


45833 


A 


15555 


799 


906 


FLNKLAFALRCGLALNSFLRKI 
QEPSLGVSKSGSLS 


15466 


45834 


A 


15556 


143 


560 





1980 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0J/0863I 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of First 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkno\vn, 
*=Slop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15467 


45835 


A 


15557 


1059 


1940 


QQMQQEMRRKSKWMAMLGK 

WETYQNS/TKGHLMKRVYKGI 

PMNVRAEVWSVLLNIQE1KAK 

NPRQYRVMKEKGKRSSEHIHQI 

DLAVSQTLRNHMFFRDRYGTK 

QQELFYILLAYSKYNPVVGYCR 

DLSHIAALFLLYLPEEDTFWAL 

VQLLASERHSCRVGEQLPLGLH 

A A RPGDGHPGQPRHLPC VASLL 

GAFRTSLLTVPKFPGTDPPFPk:<s 

DAFHPHQQKASHPPRGCPLCPG 
ATPSGSDSVQLALRNLRVLLPF 
SCSGSSCPWYPRKEALHPGGLE 
EQRGLQPLMGLVTG 


15468 


45836 


A 


15558 


123 


448 


A L A A A V YPSH S E RTG F F A K K 1 C 
SVR*LLRSAOEEI/FI RGKNSRT 
GVL*KLLORK*RYOR Al Ol AM 
LSEWTISPKGPVSTGITKPMLTA 
SRVTVPRMTMSALLDFIHGA 


15469 


45837 


A 


15559 


1 


6387 




15470 


45838 


A 


15560 j 


52 


3218 




15471 


45839 


A 


15561 


3602 


4015 


GSVESPLGQKTPRTSSASPCWPS 
TNLYRMELELYGPHVTSQVVK 
STRCAPTR W>A AP^II PFVPVPV 

TM WTCLPLPATG RLSM W* I WP 
RQWPCVLTSATQS*LTRCGGGT 
RAVSLAPQSHL*VCPAQSSWTS 
IILWT 


15472 


45840 


A 


15562 


932 


1316 


RVQDIPAKRG IPQFRPK I KG IGQ 
SYKOHYPARPWNVI AOKVV/V 
FEDODALLPCLLTDPVI FACiVS 
LVRVRGRPL MR HTM Y<nF<sP WH 
GFTIHRAKFIQSQDYQCSALMG 
GRKVMSISIRLKVQKAVNRA 


15473 


45841 


A 


15563 


1 


263 




15474 


45842 


A 


15564 


66 


185 




15475 


45843 


A 


15565 


1 


4217 

j 
] 
] 
1 


M RL A E ERA ALA A EN A DG E PG A 

DRRLRLLGTYVAMSLRPAAGA 

WERCAGSAEAEQLLQAFLGRD 

AAEGPRPLLVVRPGPRGLAIRP 

GLEVGPESGLAGAKALFFLRTG 

PEPPGPDSFRGAVVCGDLPAAP 

LEHLAALFSEVVLPVLANEKNR 

LNWPHMICEDVRRHAHSLQCD 

LSVILEQVKGKTLLPLPAGSEK 

VIEFADSKSETVLDSIDKSVIYAI 

ESAVIKWSYQVQVVLKRESSQP 

LLQGENPTPKWELEF 



1981 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SKQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last nmino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15476 


45844 


A 


15566 


26 


494 : 


RPGCGEWLGNAELWGQECQL 

HYSPPVSPWENSSGPRFS1SKTG 

SL1PPLLNDICQNQKPQI1LSHPA 

RCLGLLDHFPQQWERRQAQNR 

AETG*GQRSAQGQTFRQRPLSV 

SGNCRVPPRATVSRK/PRPAPAY 

ALSLKSPR RRPPRTGP A PPG L V P 


15477 


45845 


A 


15567 


I 


1242 




15478 


45846 


A 


15568 


U4 


1219 


VDLPPGAPVRQSGSHGSVLRDH 

KTEGEARVLPLHQRVGKAGGR 

GATPGPHVHEDPVTICCGHSFC 

RP/C/ICLSWEEAQSPANCRACR 

EPSQKKDFKTNILLKNLVTIAR 

KASLWQFLSSEKQICGTHRQTK 

KMFCDMDKSLLCLLCSNSQEH 

GAHKHYPIEEAAEEHREKLLKQ 

MRILWKKIQENQRDLYEERRT 

AFLWRKRTLRLKGMTSGAQGT 

SQKVALGLLQQPLCHTVRAQS 

NSARVHKQRGGDAVSSGAG1P 

DPKAQ RFPATLRSQ A FTCTAG R 

RWGSGETVLHPLQRAGVRGAV 

AELHRQLLLSSSAAGFEECEGL 

CTSG PHITQG PDHQELY LSH EG 

VWTLFTCTGDRWKVLSGVPCP 



1982 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15479 


45847 


A 


15569 


1 


2694 


MRMAATAWAGLQGPPLPTLCP 

AVRTGLYCRDQAHAERATDVV 

LLAPFCQPKTRSHGTCPPTERDP 

RGEGSTEYPGRVDGIQGWGTR 

ALTGWTDRRLLCQACQTLPPR 

HWFLPGARGWLGGSPCAHGQE 

SLPSQPSPILLRVESVKSRMLRR 

RAQEEDSTVLIDVSPPEAEKRG 

SYGSTAHASEPGGQQAAACRA 

GSPAKPRIADFVLVWEEDLKLD 

RQQDSAARDRTDMHRTWRETF 

LDNLRAAGLCVDQQDVQDGN 

TTVHYALLSASWAVLCYYAED 

LRLKLPLQ\DYPTRPPTGRPAC/ 

CAWLG 1 PNVLLE V VPD VPPE Y Y 

SCRFRVNKLPRFLGSDNQDTFF 

TSTKRHQILFEILAKTPYGHEKK 

NLLGIHQLLAEGVLSAAFPLHD 

G PFKTPPEG PQ APRLNQRQ V L F 

QHWARWGKWNKYQPLDHVR 

RYFGEKVALYFAWLGFYTGWL 

LPAAVVGTLVFLVGCFLVFSDI 

PTQELCGSKDSFEMCPLCLDCP 

FWLLSSACALAQVREEAGRLF 

DHGGTVFFSLFMALWAVLLLE 

YWKRKSATLAYRWDCSDYED 

TEERPRPQFAASAPMTAPNPITG 

EDEPYFPERSRARRMLAGSVVI 

VVMVAVVVMCLVSIILYRA1M 

AIVVSRSGNTLLAAWASRIASL 

TGSVVNLVFILILSKIYVSLAHV 

LTRWEMHRTQTKFEDAFTLKV 


15480 


45848 


A 


15570 


1 


924 


M I SQFIPEN YFSG KSSATSG W A 

RAQRDFRVGAGSARPALLSGRL 

APPALGSERLSTRASSCGGLPR 

ATPRGRAPPPATRHPVPSTAQR 

LRSAAARQRLAGSSARGRDAL 

GKASWAPESVLEVLARAVRQE 

KE1KGILLGKEEVKLSLFAGDMI 

VYLENPI ISAQNLLKLMSNFSK 

VSGYKISVQKSHAFVYTNNRQS 

ESQIMSELPFTV ATKRI KYLG IQ 

LTRDVKDLFKENYKPLLNEIQE 

DTNKWKNIPCSWVGRINIVKM 

A1LPKVIYRFNAIPIKLPMTFFTE 

LEKTK\FIWNQK\RAHIAKTIL 


15481 


45849 


A 


15571 


1 


825 




15482 


45850 


A 


15572 


1 


1488 





1983 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location oflasl 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15483 


45851 


A 


15573 


t 


1476 


MPIKVDWIKKSRTHTPRDTMSP 

KRGINISIQEYRNTPDAS1LSELR 

LERDTNTQVYTYEQEHTNKNTM 

G HQ A I D KQN KG H 1 RRESDRG E Y 

YPLDCRPTGSLTDKG WGMLLC 

G M MTAG KPTP1 LTFLLDVG LPG 

GTA1NKSSVIRVRNREEGNVEK 

WGERQVDQRDAVMRVRCG1R 

RNVEAGLKYGPGTMKVSLSVF 

YTTQQCRRY LS V LC F AGL A R A S 

VPFN EDFQMSLDEKLFSNLHPL 

GSSSSPPKSLLHCPLLEHQFTML 

GFSDLGAQLASPSGSHTRAAGV 

AACQPAPTLTWLSPWVARGLG 

TLEQGVVLVGEARAAQEPMEW 

VGGSCMVGCRSRALPRGKAAK 

AWREIQRSAGAGGAPVSPWSG 

GAPSRACPPSASSVRFLCAARJl 

LACNTYSPVLYC VRN WWILGL 

TDFNNEATDPRDPFLANVPGQL 

AAVA1GTCDGNVYSAGDRDYR 

FALES1LKACTLALALEEVGPPA 

VQDK1GADP\TGLPF 


15484 


45852 I 


A 


15574 


140 


448 


GFLGACAGREFKMAPP*SSLSG 
♦KLSVSPCPGLLISAEGPEAVFSI 
V *N ARVRGFI LE VSETKNPPI PD 
T1STKHASLMSDSYREKKLVPV 
VYPHSSTPSFQ 


15485 


45853 


A 


15575 


1 


1001 


MEAPQGALEQDGPAVLSQQRH 

RK KPFTATPJ DPS Y H RSH AI SL S 

V11GYCVPPSHAAEMAAYGWT 

MGKSK LM AGQ WITQSQVFCDS 

STDGPRQHKAQTAILTKLQSQQ 

RSTNNSTVSHRQQWVNCRLLR 

VKCQRLRAHFCELLPVQRWLWR 

QGRCVPTTSLVAVSETAGAGA 

AALALSRLCRCLQVSASARPFS 

SRTLSPQPKCWAMAASHQPIKG 

1LKNKTSRTSSMVALSEQPCRT 

VHEELSKKCQKWDEMNILSTY 

HPADKDYGLMKIDEPSPPYHGN 

LTGDDENACSDTETTETMVSDI 

LAKKLAAAEGLEPKYWVQEQE 

SSGEEDLLAEE 


15486 


45854 


A 


15576 


1 


1851 




15487 


45855 


A 


15577 


73 


418 


GKPDGDKVSQHLLLWKG/YSF/ 
PPSLMKLSLAGYEILS*KFFSLR 
TLNIGPPLSSGFRVSAERSTVSL 
MDFPLCITQCFSPAALNIFSFIST 
LVNLTIMCLGVALLEQYLCCVL 


15488 


45856 


A 


15578 


2 


460 





1984 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15489 


45857 


A 


15579 


1 


2031 


MATEVFLIPYALLQCSLASYPS 

KPGIYVPSPQMWVGSVTCSDQ 

KNTIEVLVPKAYTLARQQYKSL 

SEQVYSCHQGTLNTRAQESAAS 

LL KP A RPRTRQ K KJETPNTS E H Q 

KEQTLDTPPLRTVTLTTRVRGFI 

LE VSETKNPPISDTMG LD1 SKQE 

EVLGRESDEQGEQSQGLSEMQ 

TALAMLLTREP1SAKQAPHEPP 

RRQEDNTQAREGETRSRKTRA 

EGQKGHAHAENERNAKERESE 

RKRQEAEDENGKEKQERNEGT 

HARHMKRRKRDEKKRQGQNK 

PGNKRPEGNEEAQRRRKKNRE 

RQRFSF YQSGPS AAG LL VF AGG 

PLQSLFAWVSPLEAAEQQRFLS 

VPSSGPLRKFCLYFGFVGNATP 

LRGLNTHGRLLTPAHGTRRRHT 

RPLN SP VPEK AG STTESNG SP Y 

GQNPGPLPPKGNRAQGEKWM 

GRRIQGTTRPRAREANHKKMT 

QIM FETFNTPA V Y M A IQ AM LSL 

YTYGCTTGIVMDSSDGVTHTVP 

IYEGYALPRAILCLDVAGRDLT 

NYLMKILTEHSYSFTTMAEREI 

VCDIKEKLYYVTLDFEQEMAT 

AASSSSLEKSYELSDGQVIT1GN 

ELSCCPEALFQPSFLSMESCDIH 

KTTFNSIMKCDMDIRKDLYTNT 

VLFGGNNMYPGIANRVQKIVTL 

VWMGSSILALLSTFQQMWVSK\ 


15490 


45858 


A 


15580 


485 


886 


VPYFHFTCSHSSASQLPFLQMM 

KIAKTCSLGLNRLPEAKLKAFP 

TPRVTSL/WPRQRGRPRR\GCGR 

NRSGSLVSAARGVGGRSQAAA 

ARRDAPSPPATSRMPPRQGSVS 

WGCARMAPGRRADPEVRRQPG 

PSCT 


15491 


45859 


A 


15581 


1 


435 




15492 


45860 


A 


15582 


2 


339 


HRCSTGAFSTAASNSNADRPPP 

ARRRGLPR/RGPP/SRRRSPRPPR 

REPWPRTRRPRTRTAKARRRAT 

LEGRCRRACGHWQPRAAAAA 

AAAAAAVAAAAAAAAAAAAA 

GASATW 



BNSDOCID: <WO 0175067A3_IA> 



1985 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 
NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15493 j 


45861 


A 


15583 


1067 


2093 


RRNTSSKCRSRNCRCPRSPHRH 

RPSLRPRSQQPKCKCRPRSRRSS 

RAPSSRRSRPQGLVPC*RAPPW 

PTSRWPGSPGFPLLNCSRKGRC 

RPRHPSQPRCPCRSLRWCPSRQ 

LWSPHRESPPCP*TSRGSAWRS 

VSHRRQQDRPWWTQPVHMQQ 

LLKLKQQAVQQQKLAIQPQAAQ 

GPAAVQQKITAQQITTPGAQQK 

VAYAAQRALKNPVSYHTHLPG 

PETGRGPASADPDPGCKTSSSCS 

TANTRGQHPASCLCFPAGFSTD 

CGAHAGDGGRAAGADDPCSDR 

DCPGGSAETHSAAGGDHGVGP 

APDSRRSQPSPGARQLRQPKPA 

AQVTDEGPCCQAKDTY 


15494 


45862 


A 


15584 


10 


607 


RALCGESRLPLARKLS*AKKSV 

QRSTLQSRRJ WVC WFH F AN * SL 

F* KQGRT* ESPL*L*L1 PAS* RPS 

TSESPPL*KANFQQPHRGL*EKV 

AEGRRGP**EY\YTSSSSSSSSSS 

SSSSSSSSSSSSSSSSSSSSSSSSSS 

SNNSSNSRHRRRRRRRLLSFLSR 

RRRH SRCCLSRSRPRRRPRRH P 

ARLWLRSRCTDQRKNFQLPRK 

TV 


15495 


45863 


A 


15585 


217 


1012 


AKNDSKRQNFGHRGQPTFGAD 

KAKGERVRTSSTIRRTSYLDTIT 

GPYLTGQWPRDPHGHYPSCMK 

DKATQTPVSCWAEEGAEKRSHQ 

RSA\SWGSADQLKEETPTDLQQ 

NAQQKLYKPEEVGCLISDFLKE 

KENCQPRILYAGKLSSECTPDE 

EAVNIVEMITKDLEYY1NLVDK 

EWQGLRGLTPILKEVLRVKCY 

QTASHATKKSGMKGKVSQFGK 

LHCYFKKLPQLPLPSATAILISQ 

LTSTRQELH H KKDCNLL KTQMI 


15496 


45864 


A 


15586 


2 


387 




15497 


45865 


A 


15587 


1 


165 


LFMFFCLLYIR*QLLHPGYNAPF 
QNTAATRG RGIAQTA PEAAFQL 
FLHQRVRFHC 


15498 


45866 


A 


15588 


172 


359 


PDGDG1ESINYLGQYGHFHDIDS 
S YP* A WN V LPF VC I LF YF I EQ WF 
IVLLEEVFHIPCKLDS 


15499 


45867 


B 


15589 


1 


2850 




15500 


45868 


C 


15590 


1 


2835 




15501 


45869 


C 


15591 


78 


491 





1986 



BNSDOCID: <WO O175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15502 


45870 


A 


15592 




5721 


MAVLSLPLAPPTLMPPAHFNLV 

EMQVKATLKEYWQRKSPGIPA 

GANRKKKTOGSSPDTATSGGYH 

SPGDSATG1YGEGHASSATLED 

LELRQPTPSTSPNDCSLYPSPQS 

SSNSSSLHAPHSQYRELAVALH 

SSSA1ISQLSENINSLNNENKSAL 

QLERQVKELKLGELKETVTSDP 

SNNGWEAVTSLWEGERLPARG 

AEEPRGSESTAAARPVPVSPAA 

VRGRLVAGEPGSYQPAETAAK 

AQLSLMALPGEGY 


15503 


45871 


C 


15593 


178 


1287 




15504 


45872 


B 


15594 


52 


855 




15505 


45873 


C 


15595 


1 


1698 




15506 


45874 


A 


15596 


302 


617 


NLAVNPSGPGLFLIGKLLIIAS1S 

EHVIGLFRDSTSSWFSLGRVYV 

SRNLSVSSRFSLVFDDGDVQMG 

FWCGCPLCLLVFLLTXAGPSAA 

GLLEFAGGPLQTLFA 


15507 


45875 


A 


15597 


1 


2762 


MYGTGYRDVAGKWAIDPDSK 

REFLDVTQEG1QGCDFSGTCRQ 

TLSILTQPLRQWGLEGIKKPNS 

WIISEESVSNGGPPLLIPRQTAS 

GVDLQQTPTDLQLRVLTVRRK 

TNKQKGIASTSTKRTSTPKPHL 

YVTIIKDQSYIKPQRWGKNIAE 

KLKILKIRVALSLQRNAAPHQQ 

WNKAGRRMSLMSSQKKASEVI 

ESQMNEIKGEEKFREKRVKRNE 

QSLQEIWDYVKRPDLRLIGVPD 

SDGENGTRLENTLQDI 


15508 


45876 


B 


15598 


1 


1989 




15509 


45877 


B 


15599 


1 


762 




15510 


45878 


A 


15600 


686 


850 


GQPERKVGLPTKGSPSD*QRISR 

QKLYKPKESGGQYSTFLKKRIF 

NPEFHIQPN 


15511 


45879 


A 


15601 


2 


382 [ 




15512 


45880 


A 


15602 


1 


993 




15513 


45881 j 


A 


15603 


3 


460 


SPCWGQLLQATQP/ATAFAQKJD 

LLVGAVLFGRNGSLSSRNTLAF 

SMDVGPSQWMWGLLNGCGAS 

AHRQCTRCTLQVTIALEGPLAP 

LKLAWHKKIY1FLGEAAEIRRD 

QLEAERELFHSRAEQGRLFVGR 

PGQAAHLMLPPGDCVSIWTQH 

MIT 


15514 


45882 


A 


15604 


1 


130 




15515 


45883 


B 


15605 


1 


561 





1987 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown ? 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15516 


45884 


A 


15606 


94 


420 


EKAVGRWIFQSKRYRSPCEKPY 

SKGLQVQRTVPEGPSKAARAA 

QAPGPNLLPCLPT/PQTPEF11SEP 

LANMYSCGNQNTLMEELAEQA 

QQHDEMLHMHHALKEALSIJS 


15517 


45885 j 


B 


15607 


46 


747 




15518 


45886 


A 


15608 


186 


364 


AFAPAPCTLVPGVLRGPPILLRE 
TGLAH*CPAVISPPKSLPWLPTA 
YSVESQQVILFGL ; 


15519 


45887 


A 


15609 


155 


511 


GAAVAGTQNLCLGGGGAVGG 

S*RGALNGEGLLHPGYNAPFQN 

TA ATRDRG I AQTAPE A A FQLFL 

HQRVRFHC*FLLWREGRGR*AR 

REPLSRPQPPAGPLGGALPAPPL 

PDASTLVGVG 


15520 


45888 


A 


15610 


1352 


1684 


MSIRSAWCRAEFNSW1SLLTFC 
LVDLSLVFDDGD1QMGFWCGC 
PFCLLVFLLTVAGPSAAGLLEFA 
GGPLQTLFAWASAVVAAEQQI 
LVSSKCCCLIVPLEVLSQRSTWP 


1552! 


45889 


A 


15611 


98 


367 




15522 


45890 


A 


15612 


426 


738 


VCVWGDPPGPAGGHGEAAATL 
WKEKVDLKERVEKLELQFIHLS 
GQTDTIGRKYISQGAVSETQHW 
ERJtTSSGWPXGPGGDEGEPAGA 
AGQVLQLVGDHKEGHGKF 


15523 


45891 


B 


15613 


86 


1411 




15524 


45892 


A 


15614 


950 


1493 


GTVFL WRRRGTL I FRV SGFSAL 

FFPPSLWFYLPFVFDDGDLQME 

FWYELSFLLMLLLFLCACWFSF 

♦QSGPSAAGLLEFAGGPLQTLF 

AWVSAAVAEEQWILVMRKCCC 

LIVPLEVLSQRSTRPCEVSVHPY 

VHCCLGIEELNIYCSLHSLGLFE 

A I LLGKAFEELGCCDPSLFATV 


15525 


45893 


A 


15615 


■ 


5731 


MDSHRPTAWPAAVLAGRSPVA 

AESERYCSRQPPLPRRQALLSV 

LVLASDTRLPFPWSSQTFCGILS 

KPLVLSGPLQTQGETNNENGLV 

GGGEVGMQPLVLFERSLFPGRC 

CVLERRIVPWMRQESYSSSSPI 

WPVDSDELNLTSVLECLEDDK 

NNNLLHQQLKWLICGLCRLYN 

LPKHLDVAMPDQPLPMGQSGP 

SAAGLLEFTGGPLQTLFAWVSA 

ALAAEKQILVNCKCCCLIVPLE 

VLSQRSTWQYELKEYW 


15526 


45894 


A 


15616 


2 


521 





1988 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Uiiknovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \= possible nucleotide insertion) 


15527 


45895 


A 


15617 


1 


1261 


MSEHIMITEECQQENQSIEQWRSI 

AHSDSIEVSWLHEV1KTYLKAK 

STKJLDLMKKLKELSSQPSRKPK 

PF1PSQEGTGDNDV1YSTERLSK 

LLNQKKGSTRLYDKPLSNLLNQ 

KJC VSTRTEGLTVDSRA DM RN V 

TTILLSTESSSTDSSSSMDSSSSM 

DSSSSIGRVETATCAMIPVQKSK 

RSGPPQGPSAATGDGAEGRFLP 

RCSRPWADRLAWSQPRRHLAP 

GPS A ATGDG AEG RFPPLCSCCG 

TDRLAWPQPQGHLALLPRCGE 

CGRARELPGDCCLHAEGGCSSV 

LEVLARAIRQKKEIEE1QIGKQE 

VKLSLVADD11FCLENATDSSRN 

LLELIKEFSKVSRYK1NGHKSVA 

LPYINSYQAENHIKNSTPFTIAA 

TNNN>JKK\KNLG 1 YL AKESKDS 

YNENYKTATERNHRWSQAR 


15528 


45896 


B 


15618 


60 


499 




15529 


45897 


A 


15619 


134 


1416 


RTS I C WTM DS S VQNT V LGPTRS 

SVKGVMEWLQYLQMERR/CTL 

SISMESMPRVAEDAGDVGAAE 

PLHLEPPAGPLEVEQQLQAEIK 

HLRKTLESLAGQLQAQVEANE 

GSSHLNRQQDERLREWKAELW 

EEQGETGRSSVQKDRTTISHAL 

SQNHQLEEQLAKERLEATSQQ 

NQQLQSQMSLMALPGEGDELG 

SKEEEEAPQPMPSILEDLKSREA 

MVAFLNSALVSAEEEQQAQLH 

GQLKEQRVCCQHLAHPVALAQ 

KEPE A A APTPRTGGDS A V WT V 

DLQVEKTKFIMFTIKPGEVVNK 

DM AQSIYRSG KN LDKDM YGH 

DLEARRKTNRPLETTFYFLSYE 

LDYSRCFIGCLKCLCLPSPSATI 

GSFLKPSQKQKPVCLLYSLQNH 

EPIKPLFFINYPDSDSYRHTQVIR 

ILLSGSIHVQVPATKTPL 



BNSDOCID: <WO 0175067A3_IA> 



1989 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15530 


45898 


A 


15620 


1 


1665 


MGGHVGGRHRMLTPKLIPETL 

AAGSMKINPEEPNRPPFNGAPG 

GPALPLAAGDSGSEQAGEPALA 

ASELQGWDSTLGSPGSLRGTGI 

VATRSGSRGFRLSPASLGRRSR 

DRKTKELAFAGSGLATRGQRA 

SSDAAAGPPLSRCSPARTPQLPV 

RGSLTG P RAPA PPRA RVCLLSC 

SCRQPFPPLTGGLNVGRPSGPS 

WKICPRSLPSASAETGIRRRRAA 

AHPPLQQPPLCGESLPSVQCSA 

NADSSIPVPSRWSQDACRNTGA 

AGPPGYPACVKNRNRTDKNSQ 

LDETHHMKTKVTDRGGFGAFT 

MLLRVVDTGHTSCSGSVEWDP 

RL YGDQADLSRSGHLDRPG A H 

HD Y YTA I KKCEEGKSLDTTV K 

VKAGVNGFGR1EHLVTKPAFNS 

GKVDIVTINDPFVDLNNMVYM 

FQYDSTHGKFCGTVKAENRKL 

VASGNPITVFQ/ERDPSKIKWXYI 

AESTCIFTTMEKAGADLQGGA 

KRVIISAPSADAPMFVMDVNHE 

KYDNSLKIVSNASCITNCLAPL 

ANVIHNFGIVEGPMTTVHAITA 

TQKIVDGPSGKLA 


15531 


45899 


A 


15621 


2 


1105 


GRVGCSTVSRJFSCVASRATSLR 

TPMGKVKVGVNGFGRJGRLVT 

RAAFNSGKVDIVAINDPFIDLN 

YMVYMFQYDSTHGKFHGTVK 

AENGKLVINGNPITI\FQER\YPS 

KIKWGDAGAEYFVESTGVFTT 

MEKAGAHL\QGGAKRVIISAPS 

ADAPMFVMGVNHEKYDNSLKJ 

ISNXASCTTNCLTVPLAKVIHDNF 

GIVEGLMTTVHAITATQKTALD 

G PSG KL WRDG RG A F\QN I\I P A S 

TG A A KA VG K V 1 P* A ERG KLTG\ 

MAFRVPTANVSWVDLTCRLEK 

PAKYDDIKKAVVKQGVGGPPQG 

AILGYTEHXQVWSSDCNSGPPV 

FPPFDAGVAGIALNDHFVKLISW 

YDNEFGYSNRVVDLMAHMAS 


15532 


45900 


A 


15622 


121 


221 




15533 


45901 


A 


15623 


189 


538 





1990 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
cod on for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15534 


45902 


A 


15624 


3 


1015 


DRAGPPGAPRLGQQLLCA1ILL 

GLAAKKKEINITIIKQLLKKFLN 

KKPSYGLERQMETTQNLVDSY 

MAIVNKTVWDLMVGVMPKTI 

MHVMINNTKEFIFSELLSNLYS 

RGDQKTLMEESAEQAQWRDE 

MLRMYHVLKEALG1IGDINTTTI 

STVPWGPVDNSWLQVQSVLARR 

R/SPGLAPTAPSLPTPHRLSLGA 

LGTGSVPTLLHHPGSSSVSSLSG 

LVA/DCFGLPKARGGPGQRLPF 

PSLPGRLFCDLAVAPPAPKAAP 

FICDFVYCCDQASEPVGCQGQT 

A PHRLHG SPLG 1 PQ A PPG S IQ A 

WLRAAVFWKGALCPRCGRi-IIQ 

EFLLHRCTLVSL 


15535 


45903 


A 


15625 


547 


1242 


PKALIKTSNKSSLSYQLTTHSGT 

MACPW1RHEVLLSRLGFLVLEN 

TNMDKRPSKLLRWLERQMETT 

QNLVDSYMAIVNKTVWDLMV 

GVMPKTIMHVMINNTKEFIFSE 

LLSNLYSRGDQKTLMEESAEQ 

AQWRDEMLRMYHVLKJEALGII 

GNINTTTISTVPWGPVDNSCLQV 

QSVLAGCSFIILVQAVFLLYQA 

WWLLFWAPQGERWPWTSGLE 

DTVTREEGSPKGLSISL 


15536 


45904 


A 


15626 


108 


308 


AQKHHLT* LSFLPRH * I LT* N LT 
KJPTSKI KKTPRSRSPRRSTSCFL 
DNLAPSCGCSGKGSSWRJC 


15537 


45905 


A 


15627 


687 


1910 

] 


KDHQLRKKLRRRGKQGAFTAA 

LPPGSPRPPLRGGRSGGVGLGV 

RGQRTPQAPQAVTPSEGPEPLW 

GPVLGGGGEHRRGTGASAAAG 

ASMRRLGAAGGGAGAGPQRG 

VGA RV V VSEEANSPG A A ITSNR 

ETQDANEGLSAPRPECLLHPTC 

RLLYVPLIVRDWVCHTRSVVLL 

QVVNVTGIAVGTGLASAYDTL 

MSQSFGVKNLFCRVGULQRGVL 

ILMLCCFPCWADLVNTERILLL 

LKQDPKSPGWTRECFQEWGSYI 

HLVIPSMFMVCTEQWTFEIGNF 

LAGLIDVMELGTQG1ICELASV 

AYMNYFRLNPQPPISDFTINLAF 

LTLTERKILGYIQLRKGPDIVGP 

VGLLQPFTDAVKVFTKEPLWPS 

rSTITLYIIAPTLALSIIVLLALPT 

RJVI L A ATPRPRGT 


15538 - 


45906 


A 


15628 


1 


1 173 




15539 - 


45907 


\ 


15629 : 


5 


1447 





1991 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for Inst amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15540 


45908 


A 


15630 


1 


215 


MDPKQEEIPDSPEKEFRRYRIAE 
WIR1HQPIICCLQETHLTHKDSH 
KLKV/KGWNKAFHANGHQKSA 
ARETK 


15541 


45909 


A 


15631 


1 


1524 




15542 


45910 


A 


15632 


1 


575 


MALSERSQPQDHVSHDRJYVK 

HPEYANLYRQKVDYTLPRVS1S 

IHVGQAGVQIGNARWELYCLE 

LAIQPDGQMPSDKTIGGGDDSF 

NMFFSEIGAGKHVPRAVFVDLE 

PTVVDRCLGHWMAAFLGE\EV 

HTGTYRQLFHPEQLISGKEDAA 

NMYSRGHYTIGK/EDLVLDRIH 

KLLTSQCRKPKATMWLSQAT 


15543 


4591 1 


A 


15633 


208 


465 




15544 


45912 


A 


15634 


107 


827 


EARRPCTLHLRSALHPATMCEL 

YSKRDTLGLRKKHIGPSCKVFF 

ASDPIKIVRAQRQYMFDENGEQ 

YLDCINNVAHVGHCHP\EVVKA 

ALKQMELLNTNSRFLHDNIVEY 

AKRJLS ATLPG ETLCLLF YKFRG 

YWPSSTNPSSRPAAPASPPAAE 

RAGDFRAGRKPSVPGSRSVSGS 

PRGPCSRLSLSTFCTRYCPLSAL 

TSGPGCPYPMCFFLSPRVSRLLY 

SSHMVAGCRALRRCKNSH 


15545 


45913 


A 


15635 


3 


1218 


GGLWEKMAAAAXQSRVVRYLS 

MSRSAITAUATSVCHGPPCRQL 

HHALMPHGKGGRSSVSGIVAT 

VFGATGFLG\RYVVNHLGTAW 

GSQ\VIIP\YRV*IKY*QSMHLSFP 

WG*PGGQLSVFLGNWGTARD* 

RFLFRRVSYNTGNVGSSILFGTR 

LG ETKNFVDFWRDV F V K I PQ A I A 

\QLSKG S WEFEKFISCFH I WNGG 

II*KALS*DI*GNKAVGEKVVRD 

AFP\EAIIVKPSDIFGREDRF\LNS 

F\ASMHRFG\PIPLG\SLGWKTV 

KQPVYVVDVSKGIVNAVKDPD 

ANGKSFAFVGPSRYULFHLVK 

YIFAVAHRLFLPFPLPLFAYRW 

VARVFEISPFEPW1TRDKVERM 

HITDMKLPHLPGLEDLGIQATP 

LELKA I E VLRRHRTYR WLSAEf 

EDVKPAKTVNI 



1992 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=lJnknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15546 


45914 


A 


15636 


2 


799 


GLWEKMAAAAQSRVVRV\LS\ 

MSRSA1TA1ATSVCHGPPCRQL 

HHALMPHG\KGGRSS\VSGIVAT 

GFGAVTG FLRR Y V VNH\LG RMG 

SQVHPYRCDKYDIMHIARPMGD 

LGQLLFLE WDA RDKDS1RRV V 

QHSNVVINLMGTRP/WKSKNSD 

YEDVFVKIPQAIAQLSKAEAGW 

EKF1HV\SHLNANIKSSSRYLRN 

KNRKREKEEMKKDLLSKKEPE 

PEDLENSQL1HIAKNEKACFEEN 

TKSVAEQPFDEE1VDATHQLTS 

YLGRSQE 


15547 


45915 


A 


15637 


560 


1394 


RKSSSVHNAASGLLGSRAPGAH 

RHLGRCRCRHRLVSPSPAMAE 

DLSAATSYTEDDFYCPVCQEVL 

KTPVRTTACQHVFCRKCFLTA 

MRESGAHCPLCRGNVTRRERA 

CPERALDLENIMR\KFSGSCRCC 

AK\QIKFYRMRHHYK\SCKKYQ 

DEYGVSSIIPNFQISQDSVGNRIE 

NNTG1KQIPGAPAFGDGRVGCR 

QRNAKTELLAAAGESPCTMSL 

GSGPNLGPSPRSKSSSVTSPQPC 

FTEHPRERFVSFPVHYVLEGSR 

MSFLLWSLKTDRIFGH 


15548 


45916 


A 


15638 


1 


1026 


MKVVCKEVKFEKQCPEAVLLH 

WEQTDDDENKRCDLREPRKPE 

THTKGPGLLVPTTQPGRNEGQS 

GADGKHARCSKTSCCLSGKEPS 

FIITEHCPLVPVQNTTIKPDSGIR 

ILQTLDSRETFTMSTALDVLQM 

KEED VLKFLA AGTH LGGTDLD 

FRMEQHICKRKSGGIY1INLKRS 

WEKLLLVAPAIVAIENPADVSV 

ISSSSTGQRAMLKCAAATGATP 

IAGHFTPGTFTNQIQATFPNPRV 

LVVTDCRTGHQPLAEASYV/NN 

LPTIALCHTDSPLHHVDIAIPCN 

R/KAHSVDLMWMLAREILPMXR 

GTIARKHWWEVDPEEIEKEEQA 

AADKALTKEEFQGE 


15549 


45917 


A 


15639 


20 


441 


TAEIAIPCNNKGAHSVG*MWR 

M L A REDLRMRGTISGEH P WE V 

MPDLYFYRDTEEIEKEEQAAAD 

KAVTKEEFQGEWTAPAPEFTAT 

QPEAADWSEGVQVPSVPIQQFP 

rEDWSAQPATEDWSAAPTAQA 

FEWVGATTDWS 


15550 < 


45918 


B 


15640 


88 


531 




15551 < 


45919 


A 


15641 


1 


1302 





1993 



BNSDOCID: <WO 0175067A3_IA> 



WO 0.1/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ll> NO: 
in 1JSSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15552 


45920 


A 


15642 


150 


957 


KAGASCCGSANPYVSVGKSCV 

LLAMAQLQTRFYTDNKKYAVD 

DVPLSIPAASEIADLSNI1NKLLK 

DKNEFHKHVEFDFLIKGQFLRM 

PLDRHMEMENISSEEVVEIEYV 

EKYTAPQARSNAWFHDDWISSI 

KRGRG\RILTGSYDKTSRIWSLE 

GKSIMT1VGHTDVVKDVAWVK 

KDSLSCLLLSASMDQT1LLWEW 

NVERNKVKALHCCKGHAGSV 

NSIAVDGSGTKYFGLR1EPKPA 

VSLVEEINSLSYRWTADNYKV 

GSGGKEEED 


15553 


45921 


A 


15643 


3 


393 


VFCCPHCSLTFSKSFSSFSRLVR 

HQQTHWKQKSYLCP1CDLSFGE 

KJEGLMD/HLEGL*RQGPGQSSH 

HKCRVILGQWLGFSHDVPTMA 

GEE WKHGGDQSPPR1 HTPRRRG 

LRE1CACKGDKTKEAVSILKHK 


15554 


45922 


A 


15644 


335 


537 


VYFKQVTLDSSCRL*ERQVKST 
SSWNILSSTWRLPFCPTSVVLRF 
LTWICLRTISTSS1SWFPADSS 


15555 


45923 


A 


15645 


153 


828 





1994 

BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SLQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15556 


45924 


A 


15646 


1 


2002 


MLESAGNQDIEDVDIVLRQ1QV 

KNRSTTEVGQNGNLQVEVSYT 

QAHIAPRPLASQGTWPHFVSSA 

PQPCFQVQNHSKYQNLYYSGF1 

RETEPISKGDVGEWLSAGKGES 

SAMFASEQE1SKDEQGTPVLGS 

FYWEVDSPRKESSQAWAPGQE 

WI KLERDTTEEKMFEQLKPIEP 

VQKTLPWVGEVAATLQEAMK 

RDCWREARVKKKPVTFEDVAV 

NFTQEEWDCLDASQRVLYQDV 

MSETFKNLTS VEG KKKELREQ 

HPSLRDEGTSDDKVFLACRGA 

GQCPLSAPAGTMDRTRVLQAS 

QAGPP/FFFATTVGKCFSRRSYL 

YSHQFVHNPKLTNSCSQCGKLF 

RSPKSLSYHRRMHLGERPFCCT 

LCDKTYCDASGLSRHRRVHLG 

YRPHSCSVCGKSFRDQSELKRH 

QKJHQNQEPVDGNQECTLRJPG 

TQ AEFQTPI A RSQ RS I QG L LD VN 

HAPVARSQEPIFRTEGPMAQNQ 

ASVLKNQAPVTRTQAPITGTLC 

QDARSNSHPVKPSRLNVFCCPH 

CSLTFSKKSYLSRHQKAHLTEP 

PNYCFHCSKSFSSFSRLVRHQQ 

TH WKQKS YLCPICDLSFG EKEG 

LMDHWRGYKGKDLCQSSHHK 

C RV I LG Q WLG FSHD VPTMAG E 

EWKHGGDQSPPRIHTPRRRGLR 

EKACKGDKTKEAVSILKHK 


15557 


45925 


A 


15647 


1 


1048 


MPSL AELFEGSS KA FG A A A SQL 

NFPVASGEMLKFKYGVLRNPLH 

AVAAEPIASRTSRLNLFFQG1CPP 

FMTQQQMSPLSREGILDALFVL 

FEECSQPALMKIKHVSNFVRKY 

SDTIAELQELQPSAKDFEVRSLV 

GCGHFAEVQVVREKATGDIYA 

MKVMKKKALLAQEQVSFFEEE 

RNILSRSTSPWIPQLQYAFQDK 

NHLYLVMEYQPGGDLLSLLNR 

YEDQLDENLIQFYLAELILAVH 

SVHLMGYVHRDIKPENILVDRT 

GHIKLVDFGSAAKMNSNKMVN 

AKLP1GTPDYMAPEVLTVMNG 

DGKGTYGLDCDWWSVGVIAY 

EMI YGRSPF A EGTS A RTFNN I M 



1995 

BNSDOCID: <WO 0175067A3_IA> 



WO (11/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15558 


45926 


A 


15648 


101 


220 


KJIQQAFGLLDLHQWFARGSQG 
FRLQTEGCI1GFPTFEV*RHSGFL 
SCQSSCTGSFSSVWADVPLMFE 
GAAQPV*PVPSRGSADFRPLSIC 
*RSSRILLVKRCENSGVR 


15559 


45927 


A 


15649 


597 


808 


ITMKSQRQHKKAVTTKEMKSV 
CRRD/TPAFMFIAALFKIAKIRIQ 
RLCLSTDEWIKKMWYIHTMEY 
YSTLK 


15560 


45928 


B 


15650 


161 


3156 




15561 


45929 


A 


15651 


14 


270 




15562 


45930 


B 


15652 


787 


1821 




15563 


45931 


A 


15653 


1 


2412 


MAKSKGCSAATLASTHQ1LVTP 

WSCDNQKCLQTLPNVPGGTKL 

LLCEDHWFRNDSCNQA1PTIAT 

LLSFPSLQASLWTTHFLSPLNH 

HPVNPDSHLEQPPGQSPRLNFE 

AGDPERAPHALGCKRSRTRATS 

DRQPMASRDPGWGKASVGKA 

CALGSAVLPAGNDCTTDNLGL 

GSAGFEDLRLRLGQGPPRRQGA 

LQAAPRKASSCAAGQRLAPDSS 

FSRKRRPSRQRLG C ETA A V A DT 

AE AKSSE APAFG WSTM DE A G S 

SASGGGFRRALDEPPNSRIFLVI 

SKYTPESVLRERFSPFGDIQDIW 

VVRDKHTKESKGIAFVFCFARSS 

QACRAMEEMHGQCLGPNDTKP 

IKVRVPGSGCPRGKEWASWTSL 

HLLLCRGEGGVEHPFPAADQT 

APGLGTGAALRRGSPPTKLRRV 

AGKGTGCGVFAPRERTRQPRPP 

GDRTAVAGLP\SPSPSLIHQLLSS 

LPNSS*PTLSTFLTFLSQMPRFP 

Y1KNGKTL/PFPQVFIAQSRSSGS 

HRDVEDEELTR1FVMIPKSYTEE 

DLREKFKVYGDIEYCSIIKNKVT 

GESKGLGYVRYLKPSQAAQA1E 

NCDRSFRAILAEPK1MKASESSE 

QDYYSNMRQEALGHEPRVNMF 

PFGHGVVQYFNVASAIYAKYK 

LHGFQYPPGNRIGVSF1DDGSN 

ATEKMATQMVAAQLASMVWN 

NPSQQQFMQFGGSSGSQLPQIQ 



1996 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


15564 


45932 


A 


15654 


375 


2059 


DSSVWQTPQKQRAVRPLHSGG 

APWTKLAALRATRGFRPGVDS 

LDEPP1MSRI FL V I SK YTPESVLRE 

RFSPFGDIQDIWVVRDKHTKES 

KGIAFVKFARSSQACRAMEEM 

HGQCLGPNDTKPIKVRVPGSGC 

PRGKEWASWTSLHLLLCRGEG 

GVEHPFPAADQTAPGLGTGAA 

LRRG SPPTK L RR V AGKGTGCG 

VFAPRERTRQPRPPGDRTAVAG 

LPLSLALTNPPALEFTAKLVLA 

YFEYFSDLPLSDAQISIYKKRKN 

STFPQVFIAQSRSSGSHRDVEDE 

ELTRIFVMIPKSYTEEDLREKJFK 

VYGDIEYCS11KNKVTGESKGL 

GYVRYLKPSQAAQAIENCDRSF 

RAILAEPKNKASESSEQDYYSN 

MRQE A LGHEPR VN M FPFG HG V 

VQYFNVASAIYAKYKLHGFQY 

PPGNRIGVSFIDDGSNATDLL1K 

MATQMVAAQ/RLHQWCGITQV 

SNNLAVQFGGSSGSQLPQIQTD 

VVLPSCKKKAPAETPVKERLFI 

VFN PH PLPLD VLEDIFCRFGNLI 

EVYLVSGKNVGYAKYADRISA 

NDAIATLHWKDSEWGET 


15565 


45933 


A 


15655 


257 


412 




15566 


45934 


A 


15656 


3 


866 


HAASPCCCYEEKLQSPLQKHLRV 

CSLRTWSLAARVAEGTAETVD 

PSAAPKTSVWSSRVCWGRLLA 

TISPSVNETDTCGMEDRRLVVC 

RP WRA QCHMKA WG WRH PEEG 

GTHSGAPSAVLQALAVA1QLGG 

HLA DPLLQ VDPLSSCG A VSLDI 

LIYLVFYYRTASVPETY1VKTLF 

KKLESQSLIQSNVLTRSNSMKA 

ERGEEAAKJEKSEASRGWFMRF 

KERSCLHNIKMQGEAASADVE 

AAASYPKDLAKITDEHGYTKQ 

QXFDVYKTAFCWRVMLKKYVK 

LLFVLCPLP 



BNSDOCtD: <WO 0175067A3_IA> 



1997 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15567 


45935 


A 


15657 


333 


1034 


RLSTTVMRGAFVFXMHKMPRL 

WLDYCQFXLMDQGRVTHTRRT 

FDRALRALPITQHSRIWPLYLRF 

LRSHPLPETAVRGYRRFLKLSP 

ESAEEYIEYLKSSDRJLDEAAQR 

LATVVNDERFVSKAGKSNYQL 

WHELCDLISQNPDKVQSLNVD 

A 1 1 RGG LTRFTDQLG KLWCSLA 

DYYIRSGHFEK1RKAPVNGGPT 

WMVGQNSVPRFQTRRLTPLKR 

KGPLVTDFREKQPTPLAQE 


15568 


45936 


A 


15658 


172 


346 


ARPCRWCPGS*TSASAPGPGLR 

PCPP\GGDRTPASPPLHNQAAA 

APPGPGTWRGAAAS 


15569 


45937 


A 


15659 


293 


482 




15570 


45938 


A 


15660 


468 


791 


LAKCGCLEARGRARQTSGRPRP 

TDGGP*SPCWETGKGHPVLGR 

RGS/PGKQGL*SLPQSCQGQWR 

CAASRLLSSKNSWACMGSREA 

VSQETGTSSSSLGLMRPSDKXP 


15571 


45939 


A 


15661 


366 


609 




15572 


45940 


B 


15662 


321 


739 




15573 


45941 


A 


15663 


1 


1815 




15574 


45942 


A 


15664 


I 


1911 




15575 


45943 


A 


15665 


437 


1125 


PVSCSGHSRWAAAAJS1ALSMIE 

TVNMVFTFYSRHHGTISTRVL/I 

GKRPERQDGQDTVNLGTLEET 

ASPSPVVTTSPPQPMLPSAFPPL 

SEEINPALPEATVMASPEAVAR 

QDNVDSAQEPPPTPLCASRPTT 

RQKSWWGARGEVESVTHEEM 

HYTGKELLEFSNLYKEKSGEQA 

WEW1LRVWDNGGRNIQLDHPE 

FVDLGPLSRNSAFNVAVRGVK 

KGSKSLFAWLGEl 


15576 


45944 


C 


15666 


49 


186 




15577 


45945 


A 


15667 


80 


877 


GAERLPEGPGKRMVFRRFVEW 

GRVAYVSFGPHAGKI/VSAMVD 

VF\DQNKGFWSNGPCTQVR\RQ 

A\MPFK\CMQLT\DF1LKFPHSAH 

Q\KYVRQSLGRREDINTKLGQP 

TRWGQGRFESQEEKEKPRLTDF 

*SVF*S**RAK.ETM*RDRJNPR>JE 

V*EAFKRAAFPGKASSQKXAPG 

Y*GVLLAAAAAAAAAAAAAA 

AA AA A A A K\VPAKK1T\A ASKK 

APAQKVPAQKVATGQKAAAPAP 

KAQNGSKSSKPQKAPAPKASG 

KES1SGNHKK 


15578 


45946 


A 


15668 


253 


1218 




15579 


45947 


A 


15669 


1 


1819 





1998 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USOI/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hud 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15580 


45948 


A 


15670 


1 


2422 


MCP1LREHRGSTEGKRRQKRLP 

LELTLKDEEVLAHRQEIEVAKA 

SPSKGNI1IHFGYKGVEYHDQQ 

DVTSNFLGAMWL1SITFLSIGYG 

DMVPNTYCGKGVCLLTGIMGA 

GCTALVVAVVARKLELTKAEK 

HVHNFMMDTQLTKRHCPWAA 

TI Q PKLSFL I SLPG CD YRG E S A R 

ARPLSHPPLQLG LGKD A R YL R I 

CDRSLLCVCAAAGNAGLRPRD 

SPHTLLHWRSRSPYFFSPKPVPP 

QLLGGQPAAHSRRDDLGEAGV 

GRGGCCFAALRGVQSEKWSGF 

HTVPEPAPGQGDVMPIVLVRPT 

NRTRRLDSTGAGMGPSSHQQQ 

ESPLPTITHCAGCTTAWSPCSFN 

SPDMETPLQFQRGFFPEQPPPPP 

RSSHLHCQQQQQSQDKPCPPFA 

PLPHPHHHPHLAHQQPASGGSS 

PCLRCNSCASSGAPAAGAGDNL 

SLLLRTSSPGGAFRTRTSSPLSG 

SSCCCCCCSSRRGSQLNVSELTP 

SSHASALRQQYAQQSAQQSAS 

ASQYHQCHSLQPAASPTGSLGS 

LGSGPPLSHHHHHPHPAHHQH 

HQPQARRESNPFTEIAMSSCRY 

NGG VMRPLSNLS ASRRN LHEM 

DSEAQPLQPPASVGGGGGASSP 

SAAAAAAAAVSSSAPEIVVSKP 

EHNNSNNLALYGTGGGGSTGG 

GGGGGGSGHGSSSGTKSSKKK 

NQNIGYKLGHRRALFEKRKRLS 


15581 


45949 


A 


15671 


1 


246 


SEPPHRGPTGALPSGAVRRGPL 
SSRPQIGRSTDSLHCVPGKATD 
AQRQPVKAAGSGAVPCKATG 
WSCPKL*EPISCINVTIC 


15582 


45950 


B 


15672 


43 


741 




15583 


45951 


A 


15673 


687 


1012 

< 


FHTSRPFWNISELSRFCIQKYKK 
PWHSVSDFYRYQFFICQGTACC 
PASLRM*HCPN*ILQGTSSQNCC 
SCSGKSCSPMQQRHRSTVCSGS 
3TFCVGSCESFEGTYFSR 



BNSDOCID: <WO 0175067A3JA> 



1999 



WO 01/075067 



PCT/US01/0863.1 



SEQ ll> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15584 


45952 


A 


15674 


1 


1640 


MSC DTTslGEVEGGRVDSKTRGR 

QEVERNTETHLGSGLNCDIPLIF 

LTYEWRGILEYKIFSVKTGEVL 

GKPGQLGHPTGQTTFFETGTQV 

TSMQEMGSYSFGQPHPVALQG 

TAPLPAAFTGWRLASVAFPGTQ 

CKLSVDLPIWGLEDSGPLLTAP 

LGSAPVGPLCGGSDPTFPFCTA 

LTG PS AASLLEFA RGPLQTLFA 

WVSAEVSAEQGFFVNHECCCLI 

VPLEVLSQRSTRPCEVSVCPYW 

GVPPRDRSNQCPSGFTLDSVGP 

FCADEDECAAGNPCSHSCHNA 

MGTYYCSCPKGLTIAADGRTC 

QD1DECALGRHTCHAGQDCDN 

TIG S Y RC V VRCGSG FRRTSDG L 

SCQD1NECQESSPCHQRCFNAIG 

SFHCGCEPGYQLKGRKCMDVN 

ECRQNVCRPDQHCKNTRGGYK 

CIDLCPNGMTKAENGTCIGECL 

AVSVTEIS/CAVNKSNIDECKDG 

THQCRYNQICENTRGSYRCVCP 

RG YRSQG VG RPCMD I D EC ENT 

DACQHECKNTFGSYQCICPPGY 

QLTHNGKTCQGKLPFKQ1ESGG 


15585 


45953 


A 


15675 


1 


669 


MGFCHDGRSIAFRGERGNDESA 

IEM 1 KVSHLKQY LA V VFRDKPL 

ELWDVRTCTLLREMSKNFPTIT 

ALILTGRCASLKWRSKPKKEEF 

MGYRQWNPTQESSKGDFEIQL 

EGGPSMATVYRTEMQPVQIGIE 

LLPSPLSF HPSPNSG I PNDPS WL 

LSTATLH PPTG VERSSSP ATEQR 

WTENDFDELREEGFRRSNYSEL 

REDTQTKGKEVENFEKANLEECI 


15586 


45954 


A 


15676 


1 ! 


323 


MAHESAEDLFHFNVGGWHFSV 
PRSKLSQFPDSLL WKEAS A LTS\ 
SESQRLFI DRDGSTFRH VH Y YL 
YTSKLSFSSC AELNLL Y EQ ALG 
LQLM PLLQV RCSCFLG V V DQ 


15587 


45955 


B 


15677 


1 


1443 





2000 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X— Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


15588 


45956 


A 


15678 


1 


708 


EVTASPQGVSAVSKGDQKWT 
vLGKGLTFIKAVGSJQRNRWRG 
WQLKALYQCTTIAGATGVFLR 
V YRA LD VLQMEEED VLKFLAA 
GIHLGGTTMLDFQMKQY1YKKK 
CDGVYirNLKRTWEKLLLAACA 
1VAIENPADVRVISSRNTGQRAI 
LKFAAATGATPIAGRFTPGIFTN 
QIQATFQEPQHLFFTDSRADH/S 
PLTEASYVNLHTIAPRNTDSPLC 
YVDIAIPCKKGAHSVGL 


15589 


45957 


A 


15679 


78 


757 


REIFINVRSLLMACFV1CEEDVL 

KFLAAGTHLGGTNLDFQMEQY 

IYKRKSDGIYIFNLKRTWEKLLL 

AARAIVAIENPADVSVISSRNTG 

QRAVLKJFAAATGATPIAGRFTP 

GTFTNQIQAAFREXPRLLVVTDP 

RADHQPLTEASYVNLPTIALCN 

TDSPLRYVDIAIPCNNKGAHSV 

GLMWWMLAREVLRMRGTISR 

EHPWEVMPDLYFYRDPEEIEKE 

EQAAAEE 


15590 


45958 


B 


15680 


1 


1767 




15591 


45959 


A 


15681 


98 


412 




15592 


45960 


A 


15682 


521 


600 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15593 


45961 


A 


15683 


117 


285 




15594 


45962 


C 


15684 


12 


468 




15595 


45963 


B 


15685 


1 


840 




15596 i 


45964 


A 


15686 


1 


1173 




15597 


45965 


A 


15687 ! 

1 


1 


2931 


MDLFMNVAMLRAARYLWSEA 

VSGFGAQDPKSLALRTHCQTSG 

WSLTEQDP YNNVI RTTI E AL A A 

TLGGTQSLHTNVFDEALGLPTD 

FSARIARNTQI1IQEESELCRTVD 

PLAGSYYIESLTDQIVKQARAII 

QQIDEAGGMAKAIEAGLPKRMI 

EEASAREQSLIDQGKRVIVGVN 

KYKLDHEDETDVLEIDNVMVR 

NEQIASLERIRATRDDAASDTR 

EIVDLTNGNIKTFNGSHIYARFD 

TGRHLFSGGNT 


15598 


45966 


C 


15688 


1 


1779 




15599 


45967 


B 


15689 


22 


1531 




15600 


45968 


A 


15690 


98 


412 




15601 


45969 


A 


15691 


521 


600 


PSPGES/PPLQPDPPVPPWPPPEE 
EPRA 


15602 


45970 


C 


15692 


175 


454 




15603 


45971 


A 


15693 


332 


494 


RKEMASGFSKGPTLGCC\RRAL 
PDGDTQLQLLLRGNHDSVLGA 
KJRRDKGEAGPD 



2001 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15604 


45972 


A 


15694 


2 


1276 


HTLHSL VTI LGT WA LHSGPALL 

LPRPGSGLDFLLSPVLPSPQPPG 

LPTPTPFTNAVQLLLTLKLVSLA 

SEVQDLHLAQRKEMASGFSKG 

PTLGLL/RRRALPDGDTQLQLLL 

RGNHDRPVLPLPHLPGLAGAAL 

PRGSA\SLRPLLRRAWPAPLFGL 

LFLLSSHLFPLEAVREDAFYARP 

LPARLFYMIPVFFAFRMRFYVA 

W1AAECGC1AAGFGAYPVAAK 

ARAXGGGPTLQCPPPSSPEKAAS 

LEYDYET1RNIDCYSTDFCVRV 

RDGMRYWNMTVQWWLAQYI 

YKSAPARSYVLRTAWTMLLSA 

YWHGLHPGYYLSFLTIPLCLAA 

EGRLESALRGRLSPGGQKAWD 

WVHWFLKMRAYDYMCMGFV 

LLSLADTLRYWASIYFCIHFLAL 

AALGLGLALGGGSPSRRKAAS 

QPTSL A PEKLREE 


15605 


45973 


A 


15695 


134 


601 


RDG EQPL W A WG S PC S P V A PTL 

CILWAPSSGPGPSFRPSPAPATP 

WLWPGLSP1SCDSEPSASWACP 

LPCPSPKPDRWLLTLKLVSLAS 

EVQDLHLAQRKEMASGFSKGP 

TLGLL/RRRALPDGDTQLQLLL 

RGNHDSVLGAKRRDKGGQTTII 

FVQV 


15606 


45974 


B 


15696 


76 


504 




15607 


45975 


A 


15697 


11 


706 


HITRGRSCTRWTSSAMAKGAPR 

VILLCLFGAALCLTGSRALQCY 

SFEHTYFGPFDLRAMKLPSISCP 

HERFEA1LSLDTGYRAPVTLAR 

KGCWTGPPAGQDAIEPGRAAA 

RLLGWRGCTTDKCNAHLMTH 

D ALPNLSQA PDPPTLSG AEC YA 

CIGVHQDDCAIGRSRRVQCHQD 

QTAC FQGNG RMT VG KG L EG W 

KGLGKGYGGRAAMRVVIPDRP 

NRETWPCSEVGGMTLV 



2002 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15608 


45976 


A 


15698 


2 


1642 


DEGRAKG H HTWQQTREN ESQA 

KGETPYKTIRFRETYYHKNSMG 

ETTPMIQLSPTGSLPQHVGIMG 

AT1QDKI WV RTG LPGFPGTPGL 

PVSSGFPGSPGFPGLQGPPVSYG 

PTGIPGPIGPPGPPGLMVSSGPP 

GLPGPKVILGLNFQGPKGEKVS 

KGLQGPPGPPGQISEQKRPIDVE 

FQKGDQ V SN G DRG PPGPPGI RG 

PPVSTGGEKGEKGEQGEPGKR 

VSEGKDGENGQPG1PVSSGDPG 

YPG EPGRDG/EKGK N VMGPPGP 

PGFPGERGQKGDEGPPG1S1PGP 

PGLDGQPGAPGLPGPPGPAGPH 

IPPSKLGDTCFNC1GTGISGPPGQ 

PGLPGLPG PPG KLAGAPGAPG FP 

GSKGEPGDILTFPGMKGDKGEL 

GSPGAPGLPGLPGTPGQDGLPG 

LPGPKGEPVSCTFKGERGPPGN 

PGLPGLPGNTGPMGPPGFGPPGP 

VGEKGIQGVAGNPGQPGIPGKF 

GDPGQTITQPGKPGLPGNPGRD 

GDVGLPGM*GLPGQPGLPG1PG 

SKGEPGIPGIGLPGPPGPKGMLL 


15609 


45977 


A 


15699 


246 


433 


GLFPLEPGANGI*GC/SGRIRAQ 

RWLPGRPKFTGESFIR*PPRVAK 

ESGQLIWFGCVPTQISS 


15610 


45978 


A 


15700 


179 


5262 


RSCGSRRRMKLRGVSLAAGLFL 

L ALSL WGQPA E A A AC YGCSPG 

SKCDCSGIKGEKGERGFPGLEG 

HPG LPGFPGPEG PPG PRGQKGD 

DG1PGPPGPKGIRGPPGLPGFPG 

TPGLPGMPGHDGAPGPQGIPGC 

NGTKGERGFPGSPGFPGLQGPP 

GPPGIPGMKGEPGSI1MSSLPGP 

KGNPGYPGPPG1QGLPGPTGIPG 

PIGPPGPPGLMGPPGPPGLPGPK 

GNMGLNFQGPKGEKGEQGLQG 

PPGPPGQ1SEQ 


15611 


45979 


A 


15701 


155 


623 


FNYLPPGPSHN/DVG1MGAT1QD 

KIWGPPGLPGFPGTPGLPGERG 

FPG S PG FPGLQG P PG L PG PTG I P 

GPIGPPGPPGLMGPPGPPGLPGP 

KGNMGLNFQGPKGEKGEQGLQ 

GPPGPPGQISEQKRPIDVEFQKG 

DQVSNGDRGPPGPPGIRGPPVS 


15612 


45980 


A 


15702 


581 


687 


KKGAGQVV/DDVQLAQRLAQA 
NEIVLSWNCWMLCKQY 


15613 


45981 | 


A ! 


15703 


7 


123 





2003 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possinle nucleotide insertion) 


15614 


45982 


A 


15704 


1 


374 


RFRKAQCTIVERLTNSMMMHG 

RNNGKKLMTVRJVKHAFEIIHL 

LTGENPLQVLVNA11N/DVSPLR 

RVNHAIWLLCTGAREAAFRNIK 

TIAECLADELINAAKGSSNSYAI 

KNKDELERVAKSNR 


15615 


45983 


A 


15705 


2 


892 


QAFLPITPDQLSNYKVFAKKTA 

LWQNDDVHSQHKGEYRNAAG 

EPKYRNSVTTHSEGKWQSEKG 

KDLGVGYWSMACYKLGHIAG 

NEQQKHICGG1AKKWKQPKCP 

PTGKWPAVVKPATESEGGGAK 

KEEKAHLPRV VEKELHESSRH I 

RHSIESVLLQAFTQKDYTAVKE 

KYAKYLPHSAERYAAKRFRICA 

QCPIVECLTYSMMTHGRNNRK 

KLMIMRIVKHAFE1IQLLTGDNP 

LQVLVNAIINSGPREDSTLTGRA 

RIVRRQAVAVSPLSRVNQAIWP 

QCTG ALEVAAFRN 1 KTI A 


15616 


45984 


A 


15706 


1 


536 




15617 


45985 


A 


15707 


8 


437 




15618 


45986 


B 


15708 


255 


1058 




15619 


45987 


A 


15709 


609 


1489 


LPLSLPRAARPAVAPHLPPREPG 

PALPLPPPQPPRPPSLPGSAQGC 

NS*RTGTAAAGAGPFAPASMSL 

R VQTPC WPQRG AREPPG SCAS 

WLFCAVWQMVRAHSGCPLAPP 

PA A A A WV AAQLQP* DG H EG PG 

G*ET/S*VLRLRPTPTPPLPTWCC 

TVRPRRPVLPFCLIMRRRTAGPP 

CAPIAAAPTTPSSLRRGKVPTGR 

PPVL*G*AAVMLTMAVTITRTV 

TTSCNAAAVMPPKTGTAHRAP 

LTPGTV* RDLCL VKPTAQMPPS 

APPWTAPPRVAVAPVIVLPAIS 

NLGAFA 


15620 


45988 


A 


15710 


173 


530 


GRERGDKGGAVQTLQDLVNV 
HLGLTYPPRPCGHSPPSWASPQ 
A PLQPPLRGEPG HG WG S/PSG L 
GQG K S EG LG PA H LPRA A RP A V 
APHLPPREPGPALPLPPPQPPRPP 
SLPGSAQGCNS 


15621 


45989 


A 


15711 


1 


227 




15622 | 


45990 


A 


15712 


238 


498 j 




15623 


45991 


B 


15713 


1 


1017 




15624 


45992 


B 


15714 


590 


649 





2004 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15625 


45993 


A 


15715 


3 


843 


AVFLSTSNEAVYK1FDDSPCPFT 

AKTCNPETFPSSNESRQCPNAR 

CQFAFYGGESGYHRALLGLQ1F 

NAFMFFWLANFVLALGQVTLA 

GAFASYYWALRKPDDLPAFPLF 

SAFGRALRYHTGSLAFGALILA1 

VQIIRVILEYLDQRLKAAENKFS 

Y\CLMTCLKCCFWCLEKFIKFL 

NRNAYIM1A1YGTNFCTSAR\NA 

CFLLMRTSIIIRVDVLDKITDFLFL 

*GKLLIVGIVGILAFFFFTHRJRI 

VQDTSPPLNYYXWPILTVIVGS 

YLIAHGFFQRY 


15626 


45994 


A 


15716 


1 


449 


FRGMGDERPHYYGKHGTPQKY 

DPTFKGPIYNRGCTDIICCVFLL 

LAIVGYVAVGIIAWTHGDPRKV 

I YPTDSRG EFCGQ KGTKNENK P 

YLFYFNI VKCASPL VLAGIXQCP 

TPQICVEKCPDRYLTYLNARSS 

RDFEYYKQFCVPGV/PRTIKKA 

NGVLEAGNSPCAYLKITPSLGT 

DY/PWFLLEFQCPTPQ1CVEKCP 

DRYLTYLNARSSRDFEYYKQFC 

VPGVQEQ 


15627 


45995 


A 


15717 


627 


1665 


EQAGQALSTAPVGDGHELLCE 

VGSSSFRDVLGTSMGLCGGY/G 

GAS/GMGGITAVTVNQNVLSPL 

NLEVDPNMQGMHTQEKEQVK 

TLNKSASFVDKVLFLEQQNKM 

LETNWSLLQQQKPAQSNMDN 

MFESYINNLLGQLEILGQEKLK 

LEAELGNMQGLCMFFVKEDFK 

KKYEDEINKPTEMENEFVLIKK 

DVDDAYMNKVELEFRLEGLTD 

EINFLRQLYEEEIPELQSQILDTS 

VVLSMDNSRSLDMDSIIAEIKY 

EELQTLAGKHWDDRRLTKTKIS 

EMNRNISRLQAEIEGLPQRPEQ 

RASLESVIADAEQRGELA1KDA 

KTKLSELEAAQQRAKQDMAHG 



BNSDOCID: <WO 0175067A3JA> 



2005 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possib!e nucleotide insertion) 


15628 


45996 


A 


15718 


3 


3908 


STQQKTA RSNMDN M FES Y INN 

LRRHVETLGQEKLKLEAELXGN 

MQGLVEDFKNKYEDEINKRTE 

MENEFVL1KKDWDEAYINKVE 

LESRJ^EGLTDEINFLRQLYEEEI 

RELQSWISDTSVVLSMDNSRSL 

DMNSVIAEVKAQYEE1ANRSQA 

EAESMYQIKDEELQSLAGKHG 

DNLRCTKT* DLLR*TRN 1SRLQA 

EIEGLKGQRAFLEAAIADAEQC 

GELAIKDANAKL/SELEAALQR 

AKQDMAWQLRVLMN 


15629 


45997 


A 


15719 


1 


804 


MKPRTLVVSVTVLKDGVSRVC 

SFRCSDVSRISSFQWVRGLADF 

RNEATDPHGLLDDILTLRQDKG 

SFMICWLKGKAPPGDPAPPRITP 

TVRFSTMDLSAASHRJPXLSDGN 

SIP1IGLGTYSEPKSLWATNHVP 

EMVRPTLERTLRVLQLDYVDL 

YIIEVPMAFKPGDEIYPRDENGK 

WLYHKSNLCATW\EAM\EACK\ 

DAGLVKSLGVSNFNRRQLEL1L 

N KPGLKH KP VSNQVECHPYFT 

QPKLLKFCQQHDIV1TAYSPLW 

TSTNP 


15630 


45998 


A 


15720 


476 


906 


WKQHSHHQTWYLLTSEACKD 

AGLVKSLGVSSFNSRXQLELIQN 

NPGLKPKPVSNEVECHPYYTQP 

KLLKFRQQHDIVMIAYSPLGTT 

RNPTWTNMSSLPSLKDALLKR 

CNKITAQVILRFN1QQGVVVIPK 

SFNPEKI KENLQA 


15631 


45999 


A 


15721 


138 


217 


RHAPQVLGGLSEGT*GGHRCPA 
RGHW 


15632 


46000 


B 


15722 


8 


578 




15633 


46001 


A 


15723 


1 


3087 




15634 


46002 


A 


15724 


1 


2232 




15635 


46003 


A 


15725 


1 


2085 




15636 


46004 


A 


15726 


1 


1512 




15637 


46005 


A 


15727 


1 


1260 




15638 


46006 


B 


15728 


1 


2145 




15639 


46007 


A 


15729 


J 


1353 




15640 


46008 


A 


15730 




1741 




15641 


46009 


A 


15731 


1 


1995 




15642 


46010 


B 


15732 




3464 




15643 


46011 


A 


15733 


2 


109 


FTFV/HDFAAAGTGCSFPCLVLP 
SWW*QNLSAFACL 


15644 


46012 


B 


15734 


90 


1247 





2006 



BNSDOCID: <WO O175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Un known, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15645 


46013 


A 


15735 


1 


1698 


MELKAKAQELREECRSLRSRC 

NQLEESVSVMEDEMTNEMKREG 

KFREKRJKRNEQSLQEIWDYVK 

RPNLRLTGVHESDGENGTKLEN 

TLQDIIQENFPNLARQANIQIQEI 

QRTPQRYSSRRATPRHI1VRFTK 

VEMKEKIV1LRAAREKGWVTHK 

GKP1RLTVDLSAETLQARREWG 

PIFN1LKEKNFQPRISYPAKLSF1 

SEGEIKSFTDKQMLTDFVTTRP 

ALQELLKEALNMERKNRDTHR 

LKIKGWRKIYQANGKQKKAGV 

AILVSDKTDFKPTKILKDKEGH 

YIIVKGL1QQEELTILNTYAPSTG 

APRF1KQVRSDLQRDLDSHTLI1 

GDFNTPLSTLDRSTRQKVMKDT 

QELNSALHQADLIDIYRTLHPK 

STE YTFFS APH HTYSKIDH I VG S 

KALLSKCKRTEIITNYLSDHSA1 

KLELRl KKLTQNHSTT WKLNNL 

LLNDYWVHNEMKAEIKMFFET 

NENKDTTYQNLWDTFKVVCTG 

KFIALNA HKRKQERSKIDTLTS 

QLKELEKQEQTHSKASRRQEIT 

K I RAELKEI ETQKTL/QK1NESRS 

WFFERINKIDRPL 


15646 


46014 


A 


15736 


1043 


1536 


TSTELSTPNQQNIHFFQHHTTSI 

PKLTTYLEVKLSS*KKH*TWKG 

TTGTSCC/INHAKIVTHRLK1KG 

WRK I YQ ANGKQKKA G V AN L V 

SDKTDFKPTKIKRDKEGHYIMV 

KGSIQQEELTTLNIYAPNTGAPR 

F1KQVLSDLQRDLDSHTLIMGD 

FNTPLLTL D RSTRQK VN KDTQE 

LNSALHQADLIDIYRTLHPKSTE 

YTFFS APHH1YSKTDHILGSKAL 

LSKCKRTEIITNYLSDHSAIKLE 

LRIKNLTKNRSTTWTCLNNLLLN 

DY WVHN EMKAEM K MFFETN E 

NKDTTYQNLWDTFKAMCRGK 

FIAVNAHKRKQERSKIDTLTSQ 

LKELEKQEQTHSKASRRQEITKI 


15647 


46015 


A 


15737 


1208 


1387 


KPWQKNYVTHAQASVADLIK 

WKKGYQ*LK1K*MK*SKKRSLE 

KKE*KETNKASKXYGTI 


15648 


46016 


A 


15738 


308 


487 


KPWHKNYIMHAQASVANLINW 

KKGYQ*LK1K*VK*SEKRSLEK 

KE*KEMNKASKKYGTM 


15649 


46017 


A 


15739 


220 


1101 




15650 


46018 


A 


15740 


1 


1534 




15651 - 


46019 


B 


15741 


365 ; 


3904 





2007 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/U SO 1/08631 



$KQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence < X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion. \=possible nucleotide insertion) 


15652 


46020 


A 


15742 


79 


506 


EPSQRHSQDLQGWSQEHQVCL 

HRVGWGHCATCILPAATASHE 

GPEAW/TARJLLVPQTAVGICSA 

FSGLPTSTHEPTGMHFLPSEAHE 

KPRTQPDQKRGRDDLPCTPSTC 

LHTSLFLDTGQEFGTCRMAGLK 

EHVAGDNRJERRQ 


15653 


46021 


A 


15743 


2 


71 


ELKF**FPILSPSRKTSPLRQGS 


15654 


46022 


A 


15744 


1 


627 


MKAEIKMFFETNENKDTTYQN 

LWNTFKAVRRGKFIALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSQASRRLNQEEVESLNRPIT 

GSEIEA1INSLPTKKRPGPDGFTA 

EFYQRYKEELPK/YLLKQLQQS 

LR1PNQCAK1TSIPKHQ*QTNRE 

PNHE*TPIHNCFKDNKIPRNPTY 

KGREGPLQGELRTIAQRNKRGH 

KQMEEH SMLM 


15655 


46023 


A 


15746 


1 


3828 


MQLP VQT1 AADG Y V 1 KLQKRTT 

EDGHQSPERHQFPHLSSYSEQE 

TTRVPFAKAVASGFPGDTTLVF 

CASPQPSPQVHLPTQAVADIFSE 

FHEHYARISTAPSVTLSKANMM 

GSEFPTARLSNSKYPETLEVGES 

AQPVPMYTWKTVAQDRKDGV 

SPPLLEKQSITKSISNKPVELSSK 

VVEVDASKADHMKKMASMGL 

VHSMAGSGLVLSRSEILKEISSL 

RNGCAIYRSEFISTDPSSWVVPR 

PRTNEENNGES 



BNSDOCID: <WO 0175067A3_1A> 



2008 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence { X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15656 


46024 


A 


15747 


1 


1639 


NCLSDHSAIKLELR1KKLTQNCS 

TTWKLNNLLLNDYWVHNEMK 

AE1KIFFETNENKDTTYQNLWD 

TFKA VC RGKFTA LN A HKRKQE 

RSK1DTLTSQLKELEKQEQTHS 

KASRRQEITKIRAELKEIETQKT 

LQNINESRSLFFEKINKIDRPLA 

RLIKKKREKDQIEAIKNDKGDIT 

TDPTE1QTTIREY\YKHVLYANKL 

EY\LEEM\DKF\LDTYTLPRLT\Q 

EEVESLNRPTTGSEIEAIINSLPT 

KKASPGPDGFTAEFYQRYKEEL 

VPFLLKLFQSIEKEGILPNSFYE 

ASI I LIPKPGRDTTKKENFRPI SL 

MNIDAKILNK1LANRIQQH1KKL 

IHHDQVGFIPGMQGWFNIRKS1 

NVIQHINRAKDKNHMIISIDAG 

KAFDKIQQSFMLKALNKLDIDG 

TAIRQEKEIKGIQLGKEEVKLSL 

FADDMIVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFT1ASKRIK 

YLGIQLTRDVKDLFKENYKPLL 

KE1KEDINKWKNIPCSWVGRTNI 


15657 


46025 


B 


15748 


1 


1563 




15658 


46026 


A I 


15749 




4332 





BNSDOCID: <WO 0175067A3JA> 



2009 



WO 01/075067 



PCT/U SO 1/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15659 


46027 


A 


15750 


1 


2319 


MRJDGAQELTLALPFASGVACR 

DVKPGPRRRPLRYRCFQKPSNR 

LGSASLGAGFWAGRRDAKSGH 

DDDPSGALFSVTMDRDLEQAL 

DRAEN1IEIAQQRPPRRRYSPRA 

GKTLQEKLYDIYVEECGKEPED 

PQELRSNVNLLEICLVRRESLPC 

LLVNL YPGNQG YSVM LQREDG 

SFAETIRLPYEERALLDYLDAEE 

LPPALGDVLDKASVNIFHSGCV 

IVEVRDYRQSSNMQPPGYQSRH 

ILLRPTMQTLAPEVKTMTRDGE 

KWSQEDKFPLESQLI LATAEPL 

CLDPSVAVACTANRLLYNKQK 

N41MTDPMEQCLQRYSWPSVICPQ 

QEQSDCPPPPELRVSTSGQKEE 

RKVGQPCELM ITKAGSC VDTW 

KGRPCDLAVPSEVDVEKLAKG 

YQSVTAADPQLPVWPAQEVED 

PFRHAWEAGCQAWDTKPNIMQ 

SFNDPLLCGKIRPRKKARQKSQ 

KSPWQPFPDDHSAWLRPGSETD 

AGRAVSQAQESVQSKVKGPGK 

MSHSSSGPASVSQLSSWKTPEQ 

PDPVWVQSSVSGKGEKHPPPRT 

QLPSSSGK1SSGNSFPPQQAGSP 

LKRPFPA A A P A V A A A A PAP AP A 

PAAAPALAAAAVAAAAGGAAP 

SHSQKPSVPL1KASRRRPAAGRP 

TRFVK1APAIQVRTGSTGL/IGH 

QRGGPSPGSPG1SGSGLQSSGGP 

LPDARPGSSAGCPAPLCLGXQQP 



BNSDOCID: <WO 0175067A3_IA> 



2010 



WO 0.1/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possinle nucleotide 
deletion, ^possible nucleotide insertion) 


15660 


46028 


A 


15751 


409 


1874 


YDSYIVVIDDADITRGDDAVPR 

DHHSSTSMVVFRHIRLDVIVVD 

G D DQH RRJVJ VG RRCRS A WFRR 

GSLDVDQVIGDTAAGRLNVMG 

DITRDARRDKVKNERYGVAPS 

V AFGLGTANRL YLN YLH VTQH 

NTPDGGIPTIGLPGYSAPSAGTA 

ALNHSGKVDTHNFYGTDSDYD 

DSTTDTATMRFEHDINDNTTIR 

NTTRWSR/S/WTWSRTANTKDV 

SNKILTNQTNLTSTFYTGSIGHD 

VSTGVEFTRETQTNYGVNPVTL 

PAVNIYHPDSSIHPGGLTRNGA 

NANGQTDTFAIYAFDTLQ1TRD 

FELNGGIRLDNYHTEYDSATAC 

GG SG RGAITC PTG VAKGSPVTT 

VDTAKSGNLMNWKAGALYHL 

TENGNVYINYAVSQQPPGGNN 

FALAQSGSGNSANRTDFNPQK 

ANTSEIGTKWQVRGSSRVNVM 

HEVNTPHQCVRFRPARSAPGCC 

QSPCHRSGKHMQYGLSKCQPG 

QYNSVKSGERVNGVTFQ 


15661 


46029 


A 


15752 


421 


441 


P*ARMPSPLGPPCLPVMDPETT 

LEEPETARLRFRGFCYQEVAGP 

REALARLRELCCQWLQPEAHS 

KEQMLEMLVLEQFLGTLPTEIH 

AWVRGQRPGSPEEAAALIEGLQ 

HDPGQLLG 


15662 


46030 


A 


15753 


1 


346 


P AFGG S APSERL ELH VDG PPPRP 

QAPGD/CGVGRSWRAEM/HDR 

ALRGTNPRRHLRSCCARARRRP 

* RRSAPPGPRAN\PS* SS WGPSTP 

GNYHCRYRSWVPHTFKSELND 

PVELLVA 



2011 



BNSDOCID: <WO 0175067A3JA> 



WO 0.1/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X^Unknown, 
*-Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15663 


46031 


A 


15754 


I 


2091 


M KPG LRRRRG RG LG CG LGPQL 

RATWSGAVLAGRDAVLRCEGP 

1PDVTFELLREGETKAVKTVRT 

PGAGAKLELIFVGPQHAGNYRC 

RYRSLVAHTFESELSDPVELLV 

AVAATLNIHLRLVHMLHIPAAG 

EGSFREGTHFLKPSPVKJV1PLVF 

RVGRRRVLNQGPQGVPIPIPRSC 

EHLMWQKGLCGVTKCAAPLLR 

GPPCPAVLRKEIPFVSLKPGLMS 

SICASEAEPLGPRLGSHQSTAAA 

LGPRYNGSADAIRPHTAWAVIQ 

TTISRJTWSLTQVNVPSRTVSLA 

V RRDRYMTSRTTTN PEEGCRG 

TFWARRNGCSPSACAVAEAAL 

EACLADVRYPVVALSCGRLQK 

RRDFRETNAAMSNKEKSLASA 

RFFVEVQVTLGALCTVQATGQ 

SMLVFSTTQMSSYSEKFLTSKH 

ASLSPRLQL A D R WRDQG M KW 

QSPQWGELRPAASHTAEQEPGL 

AASKAFRDLQNLSNSAFLSLTS 

LSAGHQCISAIVVMMSKKEITP 

QGQLAAASFGELQPVALKCPW 

LKSQH VES WL\RPE A HSKEQM L 

EMLVLEQFLGTLPPEIQAWVRG 

QRPGSPEEAAALVEGLQHDPG 

QLLGWITAHVLKQEVLPAAQK 

TEEPLGSPHPSGTVESPGEGPQD 

TRIEGSVQLSCSVKEEPN VDGQ 

EVAPSSPPLAAQSPEGNHGHQE 

PASTSFHPPRJQVSSPKWEV 


15664 


46032 


A 


15755 


1 


208 




15665 


46033 


A 


15756 


3 


373 


EVAQMPRVSTPATLPSLPQPAL 

MAPWTVPYDQLMEEEKARAR 

YAGTIQKWTAAALQPLSRTSLK 

DSGEGTSKWGRSVDTTQPLSPA 

1PVIFQ*AHEQSGHSGMDGGYA 

WALQHG L ALTNTDL A 


15666 


46034 


A 


15757 


3 


266 




15667 


46035 


A 


15758 


3 


587 


YPASAGLMLQNFGVIGLRYHF 

AIHSPAAGGLLDGLHAVAAIQG 

ITKIETTPNHQRAPAHWTLLTQ 

QAHLQPSPLHFNLPLTLCLMHC 

PTA I PHCF AD ARTWVN LPTSSLI 

GHKKENLKEFISGSLIVHEILEE 

V LQ A EG DFQPFTR VT V H WG KG 

NDQTFRGLLDTGSELTLIPGDP 

KHHYGPPVKVG\AYGAQLL 


15668 


46036 


A 


15759 


1 


1566 





2012 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknovvn, j 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15669 


46037 


A 


15760 


1 


981 


MVA1AKVLIAYKEDSDSKNQPN 

TRMTVSKGPVSAVEGGRRGQD 

SDDCVEENDAVRTWPPSRILRT 

ESHPSPHTCSWRRHLLSSCPYT 

GMSFPIPSSGNISSTHAVISFPPL 

SEEMNPMLPKATVMTSLEAAA 

RQNLKSRQAPRCEVESVTHEEV 

YYTRKELFEFSNLYRKKSGEQI 

REWILRKTDGSWRJTVDYRKL 

NQMVTPIAAAVPDV/VVSLLEQ 

INTSPGTW\LCHNLIWRDLDCFL 

LPQNITLVHYTDDIMQIGSSEQE 

VANTLDLLPALMASW/ENSP*S1 

DRGRED*SLVHKWFCTICRHHP 

KVDSCSTTAPF*DIPEGQQL 


15670 


46038 


A 


15761 


349 


718 


AGPEGTTTAECP/1/CQQQRPILS 
LRYGTISWG/DQSATWWQVDY 
IRTLLSWKWQSASAKTTIHGLT 
KCL1HHDIPHSIASD*GTCFMAK 
EVWQWYCFSHSQDSRVQESRG 
G IG SCTTHH H PC SFPN 


15671 


46039 


A 


15762 


143 


469 


ARIQ/GSRNQGVEVEVAPLTVT 

PSDPLANVLLPVPATLPSAGLE1 

LVPEEGRLPPGDTTMMPLNWN 

LRLPHGHFGLLLPLNQQAKKG 

VAVLGGVIALDCQDE1SLLLYK 


15672 


46040 


A 


15763 


1 


2712 




15673 1 


46041 


A 


15764 


3 


578 


LKSRQAPRCEVESVTHEEVYYT 

RKELFEFSNLYRKKSGEQIREWI 

LRKTDGSWRITVDYRKLNQMV 

TPIAAAVPDV/VVSLLEQINTSP 

GTWXLCHNLIWRDLDCFLLPQN 

ITLVHYTDD1MQIGSSEQEVAN 

TLDLLPALMASW/ENSP*SIDRG 

RED*SLVHKWFCTICRHHPKVD 

SCSTTAPF*D1PEGQQL 


15674 


46042 


A 


15765 


1 


461 


MTVDYRKFNQVVTPMAA/AVP 

DAVSLLEQINTFPGTWYAAIDL 

ANAFFSIPVHEAHQKQFAF\LPQ 

GYINFPALCrfNLlRRELDFFLLL 

QDITLVHYIDDILLIGSSEQEVV 

NTLDLL1HKRSKEAEHTAASRIR 

VSCLPEQKSHEQTLPWEQVP 


15675 


46043 


A 


15766 


1 


1371 




15676 


46044 


B 


15767 


54 


864 





2013 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possinle nucleotide insertion) 


15677 


46045 


A 


15768 


2 


1148 


PRGRNRRRKTFQERRMTLNESP 

EKIGKWIECYGHPPASKLVEIYI 

HT V F VEDKLS I C 1 RS FN KKA DG S 

WRMTVDYCKLNQVVTAIAAAI 

P\E WFHCLSKLI H LLI PG MQPLT 

WQ/HALFS1PVHKGY1NSLALC/ 

Q*CYLERT*LLFTSTRYHTGPLH 

* * H Y AD Wl QC A RSRKQTG LTG 

KGQRFVLTERDTYXYGFTY PAH 

NASAKTTIHGCTECLTHPHVIPH 

SIASEQDTHFTAKEVWQWAHG 

NG1HWSYHVPHHPEIARLIEWW 

NGLLKSQVQCHLGDNTLQGW 

GKVLQKAVYALNQYPIYGTVS 

PIARIHGSRNQGVEVEVAPLT1T 

PSDPLAKCLFPVPKTLCAACLE 

VLLPGGGMLPPGDTTTIPLNRK 

LRFPLEHFGLL 


15678 


46046 


A 


15769 


917 


2352 


DTISHQLEWRSLKSQETTGIAE1 

SATIKDLKGAGVVIPTTSLFNSS 

VWPVQKTDKSWRMTVDYCKL 

NQVLTPNAAAVPDVVPLLEQ1N 

TSPGTWYAAIDLAMAIFS1PVHK 

AQQKQFAFSWQGQQYTFTVLP 

QGYlSSLALCrfNLIRRDLDGFLL 

LQN1TLLVHYVDDIMLIGSSEQE 

VANALDLLVRHLCVRGWEISPT 

KIQG PSTL VKFLG VQ WCG ACR 

DILSKVKDKLLHLAPPTTKKEA 

QRL VGLFGF WRQH 1 PHLGG LLQ 

PLYLVIQKAAIFEWNPEPEKVL 

QKVQAAVQAALPLGPYDPTDP1 

MLEVLVADRDAVWSLWQALI 

GESQQRPVGFWSMALPSSADN 

YSPFERQLFACSWALVETECLT 

MGHQVTMQPELP1MNWMLSDP 

SSHKV VQ AQQHVQE V AQM PRV 

STPATLPSLPQPALMAPWTVPY 

DQLMEEEKARARYAGTIQKWT 

AAA LQPLSRTSLKDSG EGTSKW 


15679 


46047 


A 


15770 


1 


861 




15680 


46048 


A 


15771 


5 


90 




15681 


46049 


A 


15772 


1 


324 


MVQEASEV1GQLQSSAAK*AM 
HWAGFSYLTKKSLNAN 


15682 


46050 


C 


15773 


1 


726 




15683 


46051 


A 


15774 


364 


543 


ARGAARSMKHTSGDETKRQKL 

D*VRLTGIRASREEVTKEAGPR 

ICRIMCSGMDELNGGLQL 


15684 


46052 


B 


15775 


1 


1056 




15685 


46053 


A 


15776 




282 





2014 

BNSDCXID: <WO 0175067A3JA> 



WO 01/075067 PCT/US01/08631 



SEQ ID 

NO: 


SEQ ll> NO: 
or peptide 
sequence 


(Viet 
hod 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location or first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15686 


46054 


A 


15777 


167 


954 


KRVTSKLKSPRRGSPHCSRNPV 

LLRGIGRYSRSAMYSRKAMYKA 

RXYSAAKSKVEKKKKEKVLAT 

VTKPVGGDKNGGTRVVKLRK 

MPRYYPTEDVPRKLLSHGKKAP 

FSQHVRKLRASITPGT1L11LTGR 

HRGKRVVFLKQLASGLLLVTG 

PLVLNRWPLRRTHQKFVIVATFT 

KIDISNWKIPKHLTDAYFKKKX 

LRKPRHQEGEIFDTEKEKYEITE 

QRKIDQKA VDSQILPKIKA I PQL 

QGYLRSVFALTNGIYPHKLVF 


15687 


46055 


A 


15778 


1054 


1403 


MVEGGILRVNTSVECKTGPFFF 

SPHILWREPFCSVQVGKKKKEK 

VL ATVTKPVGGDKNGGTRV V K 

LRKMPRYYPTEDVPRICLLSHG 

KKPFSQHVRKLRPSITPGXTILIIL 

TG\RHRG 


15688 


46056 


A 


15779 


1 


388 




15689 


46057 


A 


15780 


1 


456 


M KLPEEG SLSD1 CCS A I F A V LQP 

LLVIPRETGSGVDLQQTPTDLQ 

LRQTESQIMSELPFTVASKRIKY 

LGIQLTKDVKDLFKEIYKPLLSE 

IKEDTNKWKSIPCSWLGRJNIVK 

MAILPKVTY1FNAIHIKLPMTEL 

EKTKAFIWNRKRACI 


15690 


46058 


A 


15781 


1 


504 




1569 J 


46059 


A 


15782 1 


1836 





2015 

BNSDOCID: <WO 0175067A3_!A> 



WO 01/075067 



PCT/US01/08631 



SEQ Il> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of hist 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nkno>vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15692 


46060 


A 


15783 


285 


1949 


RGENfNSRGRNNLSIlNKTDFPFI 

ALNAHKRKHERSKIDTLTSQLK 

ELEKQEQTNSKASRSHEITKIRA 

ELKE1ETKNKPFKKISESR\SWFF 

IFYF\ERINKIDRPLARLIKKKRE 

KNQIDTIKNDKGDITTDPTEIQT 

TI RE Y Y KH L Y AN KLENLEEM D 

KFLDTYTLPRLNQEEVESLNRP1 

TGSEIEAIFNSLPTKLRSPGPDGFT 

AEFYQRLKQCRKAHLDPVSLT 

HRSGPGAREDRLSDSGDASRGC 

WNLSQHAAVTSPESEERRIRTL 

SCRSVGVCRRSTPDPVCLGISSG 

GC RT VN I G EQQM LLPDRSSG SF 

VSEGYRPCEVSAPTGGCPPVRC 

LMFNTVSLIGVKFTEVFDSIN1SE 

HLELACLQDHNSLLAREQNWT 

EDEFDELTEVGFRRWVITNSSE 

LKEEVQTHCKEVKNLETRLDE 

WLTRITN AEKSLKDLM ELKTM 

AGELRDACTRFSSRFNQLEERV 

TEIEDQMNEMKQEEFCFREKJtJK 

RNEQSLQEIWDYVKRJPNLHWL 

GVPESDRENGTKLENTLQDIIQE 

NFPNL A RQTNIQIQEMQRM P 


15693 


46061 


B 


15784 


596 


1414 





2016 

BNSDOCIO: <WO 0175067A3JA> 



WO 01/075067 



PCT/US0 1/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unkiiovvn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15694 


46062 


A 


15785 


610 


2986 


QTERNSININRNGHQHQNPICRS 

PS S KTKGSI KPQRSG RN QSRKA 

ENSKDQRTSSPTKDCSSSPATE 

QRWMENDFDELTEV/VLQKPG 

RDTTAKQKEKFRPISLMNIDVKJ 

LNKILANRJQQH1KKLIHHDQV 

GFISGMQGWFNICKSINVIHHIN 

RTNDKNHMIISIDAEKAFDKIQ 

QPFMLKTLKKLGIDGTYLKIIRA 

JYDKSTASIILNGQKLEAFPLKD 

RTRQGCPLSPLLFNI AL E V LARA 

JRQEKDJKCIQLGKEKVRLSLFA 

EDMIVYLENPIVSAPNLFKLISN 

FSKVSGYKINVQKSQVFLYINN 

RQRESQIMNEFPFTIARRRIKYL 

GIQLTRDVKDLFKENYKPLLKE 

IKEDTNKWKNMPCSWIGRINIM 

KM A IL A K V I Y RFN A I PI KLPMTF 

FTELEK\TTLKCI*NQKRAHIAK 

PILSQKNKAGGITLPDFKLHYK 

AAVTKTAWYWYQNRDIDQRN 

RTEPTEIMLHIYNHLIFDKPDKN 

KKWGNDSLFNKWCWENWLAI 

CRKLKRDPFLTPYTKINSRWIE 

DLN I RPETI KTLE EN LGNTIQDI A 

MGKDFMSKTPKAMATKAKIDK 

WDLIKLKNFCTAKETTIRVNRQ 

PTEWEKIFA1YSSDKGIISRIYNE 

LKQIYKKK\NNPIKKWAKDINR 

HFSKEDIQAASKHVKKHSTSRJF 

MQIKTTLGYHLTPVRMATIKKS 

KNNRCWCGCGEKGTLIHCW/M 


15695 


46063 


A 


15786 


1 


906 


MVNQKRYHIPGGTAEISGT1KK 

LKNAGVVIPTTSPLNSPIWPVQ 

KTDGSWRMTMDYHKLNQVVT 

PIAVAVPYVVALLEQfNTFSCT 

WYAAIDLANTFFSFSVHKA/HK 

K*FAFSRQGQQYTFTVHP\YDN 

YSPFERQLLACYWASVETEHLT 

MGYQVTJQLELPIMNWVLSDPS 

SHKLGHAKQHS1IKWKWYIRD 

RA RAG PEGTA Rl HRSRNQG VE V 

EVAPLT1TPSDPLARFLLPVPTIL 

HSAGLEVLVPEGGTLPLGDTTT 

f PFN WKLRLPPGHFRLLLPLNQ 

QAKKGVTVFAGVIEA1KMK 



2017 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ JD NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15696 


46064 


A 


15787 




909 


MVLEVSVSDRJDAVWRLWRAPI 

GESQQRSLGFWSKVLPYSADN 

YFPFERQLLACYWALLETDRLT 

VGHQVTLQPELPIMNWVLSDPS 

SHKVGH VHQHSI1 KWKWYIRD 

QTRAGPEGTTTPVITQ/WDAHE 

QSGLSGRDGVKGQRFVLTGVDT 

YSGYWFAYPAHNASAKTS1YG 

FTECLIHCHGIPHSIASDQGTLFT 

AKEVWQWAHAHG1HWSYHIP 

HHPIAAGLIEWWNGLLKSQLQ 

CQLGDNTLQGWGKDLQKAMY 

SLNQRL1YSTVSP1SRIHGSRNQ 

RVEVEVAPLTITLSDPLAKFFFL 


15697 


46065 


A 


15788 


1 


754 


MQKNVDSFQEPPPTPLFSSRP1A 

RLKSKQAPRGEAESVTH EELESI 

RLRAKTSDKJSSLTFRRGWGKV 

LQKAMYALNQHPIYGTVFPIPR1 

DGSRNQGVEVKVAPLTITLSDP 

LAKFLLPVLSALHSAGLEVLVP 

EGGILPPGAGDMRM1QLNV/KL 

SLPPGYFGLLLPLSQQTKKGVT 

DLGGVIDLDYQDEISLLFHIXKV 

NGKLQQPNPDRTTSGPDPSGM 

K V WVTPPG K/EPQ PA EG LA EG K 

GNTEWVVEE 


15698 


46066 


A 


15789 


686 


1506 


VETVHLMLQIGEFKKTDVS/WK 

TVDYHKLNQVVTPTAAAVPDV 

VSLLEQINTYPGTWYAV1DLEN 

AFFSVPVHNAHQKGFAFSWQG 

QQYTFTVLPQGYINSPTLCITNLI 

RRDPGHFSYPQDITLVHYIDDI 

MLIGSSEKEVANTLDLLPIYQV 

TLKAANYEWGPEQEKA VQQV 

QAAVQAALPLGQHNPADPTVL 

EVSVADRDAIWNLWQAPIARJH 

GSRNQGVEVEVAPLTITPSDPL 

AKFLPPV PATFCS AG LE VL V PE 

GGMLPPGEIETIPLK 


15699 


46067 


A 


15790 


422 


537 


VNQFGVIFCAAIIN*YECLKQSF 
KTQTDYFPSPLNTSQ 


15700 


46068 


B 


15791 


1 


519 





2018 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


1 Amino acid sequence ( \= Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15701 


46069 


A 


15792 


53 


753 


SLGTGTLRVLLGTAEAQMLQFS 

HLYADYGGKPALEDfNLTLESG 

ELLVVLG/PSGCGKTTLLNLIAG 

FVPYQHGS1QLAGKRIEGPGAE 

RGVVFQN EG LLP WRN VQDT VA 

FGLQLAGIKKMQRLKFAHQML 

KKVGLEGADKRYIWQLSGGQR 

QRVGJARALAANPQLLLLDEPF 

GALDAFTRDQMQTLLLNLWQE 

TGKQVLLITHDIEEAVFMATEL 

VLLSSAP\GRVLERLPHI 


15702 


46070 


A 


15793 


2348 


2760 


LWLVCINCFIPAFLLMLRWLPR 

LKPLSQLS VPTY RLPS VPFLKPT 

GMESPEAISRVSGKGIL*RDSDA 

YSVSLSYHYPHRJHPSSIIVDHRS 

SIDP*PIVDHSSSIAKRSGTFPLG 

YWEVFVQLTFGQQRQASGILQ 


15703 


46071 


A 


15794 


2 


415 


HPGLETTDLLSPLPAALEPQGQ 

GRPSIQGAPRGSFTRIEAGTPHV 

PAPCPAAQRNQGWGLVGAWL 

GFMAP*EQSVASSWK*PLMKS 

QYSREVISHLPLVPMQQGRPVM 

TQSM WG WL V WFP ALFL VQI GH 

LVMSSGHS 


15704 


46072 


A 


15795 


428 


885 


GISMKLSRJSAI/NWNKISDDKD 
LEVWNR/LTSNFWLPEKVPLSN 
DIGAWQTLTVVEQQLTMRVFT 
G LTL VDTLQN V IG A PSLMPD A L 
TPHEEAGLSNISFMEAGHARSY 
SS1FSTLCQTKDVDAAYAWSEE 
NAPLQRKAQIIQQHYRGDDPLK 
K 


15705 


46073 


A 


15796 


1 


1125 




15706 


46074 


A 


15797 


57 


303 


SHKHYADALLYPAPDVCTAC* 
LLRGNRRDQSKS\TAKRHLTAA 
HFRFVRMVRHGNH/SRLRPDSF 
R* P VSPDR* PPLRAAH FR 


15707 


46075 


A 


15798 


3 


430 




15708 


46076 


B 


15799 


1 


1338 




15709 


46077 


A 


15800 


380 


1043 

] 
J 
< 
< 
I 


WTRWRASAADNLAHGRWGEQ 

KLVVTTGASGAPDRQAARCGC 

I WRK I S WYRS KGSKH PLTPKE V 

EKTGWGLKIRGMGKQQIA\ERV 

KEAARILELDGLLKRRPRELSG 

GQRQRVAMARAIVRDPAVFLF 

DEPLSNLDA KLRVQM RLELQQ 

LHRRDQVEAMTLAQRVMVMN 

3 G V AEQ I G TP V E V DG DDTLEIL 

3ADNLAHDAGRAEAGGDWR1 

R.SARRSSTCAH 



2019 



BNSDOCID: <WO 0175O67A3JA> 



WO 01/075067 



PCT/US0.1/0863I 



SEQ Il> 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15710 


46078 


A 


15801 


1 


900 


MAAIAFLITWFLSHDKKRJRJLK 

RLSGGGTMMADEFPGGAVVFTV 

LNLTHWLEDWGLPVHWRSSC 

MPSGLEYLIVLIFKGV1VAVHLL 

1VDALNL1RRIHAV/QGSPCVET 

CQHALDQLIMHSQPTHAVAVF 

DDENRSSGWRHQGLPDYKAGR 

PPMPEELHDEMPALRAAFENQR 

G VPC WSTSGN E ADDLA ATLA V 

KVTQAGHQATIVSTDKGYCQL 

LSPTLRIRDYFQKRWLDAPFID 

KEFGVQPQQLPDYWGLAGISSS 

KVPGVAGIGPKSATQLLVEFQS 

LDG I YENLADVA VAEK WRH KL 


1571 1 


46079 


A 


15802 


1 


1350 




15712 


46080 


A 


15803 


1618 


2082 




15713 


46081 


A 


15804 


1 


803 


M1NLIGSDVNYDWLKLPLVHL 

HWYDKEVRPGRKVGHLNLTDS 

DTSRLTATLEALIPLLPPEYASG 

VIWAQSLIRCVKHRIRHCAPIAG 

CGTGCRPDKTRQASHQAQMSN 

AYDYSEIQGIGKQKAANRVAEP 

RTYHSFASITDRRADLLKPGNH 

AQDGRLTAARRADKHDELFIG 

NFQKADNRGQVSDSVEGNSNC 

APVKPAPIPTERIPLALMASMPA 

CASSMPIHACGGTPSPAQAARK 

ISGSGFEFLSWEASAQKVKNSR 

SSSAAKIVGAFRETEASPTEICC 

ARRSASKERMPG*ARADPHRA 

HTAGVNGVNARLRIFNADTCL 

RRHAQPCTGGEKDFRVRFRVF 

KLGSIRAEGEKLAQLQRR 



2020 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/LJ SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


r Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15714 


46082 


A 


15805 


1 


1655 


MRGHNWIDMDQARQQSTPHT 

DRKICHKNDRPRTTPLRKIDAH 

PHTLIILPAESTLSTTKYKLRAL 

LVENTNKDKSAVSVVFRGSVL 

HQQAANFPNLMLCFQLKNGVN 

ACNDFIMLFVDDNAAGSIERAA 

SPCINEKQHAFSESVPA1AAVRG 

LGSMIAVEFNDPQTGEPSAAIA 

QKIQQRALAQGLLLLTCGAYG 

NACKRRJDYVCRIKHSRRIRQV 

VLLNFAKSGAFSTTRGTDDKLT 

PVIQPRASGEYNEEFSLLPVVN 

YLKDKLLSNPVRLVKDYLDGVD 

VAEGELVVLENVRFNKGEKXD 

DETLSKKYAALCDVFVMDAFG 

TAHLRAGFLLTGAGKLRCSLRC 

AGPLLAAELDALGKALKEPARP 

MVAIVGGSKVSTKLTVLDSLSK 

IADQLIVGGG1ANTFIAAQGHD 

VGKSLYEADLVDEAKRLLTTC 

NIPVPSDVRVATEFSETAPANT 

KSVNDVKADEOILDIVRDI DA A 

NVVINAVFSYVTNVWGWAFF 

WYMVVMLFGWFWLVFG PYAK 

KRLGNEPPEFSTASWIFMMFAL 


15715 


46083 


A 


15806 


1 


1359 




15716 


46084 


A 


15807 


670 


1008 




15717 


46085 


A 


15808 


455 


1137 


GTKPRDIDHILGTFITPGMPKGG 

KLDVYAAPELPLKLLGRPTEGE 

YNEEF/SLLPVVNYLKDKLSNP 

V/RLDGVDVAEGELA/VLENVR 

FNKGEKKDDE/HRAQASTHGIG 

K/FADVACAGPLLA/AVLDSLSK 

/IADOLIVGGGIANTFI/AAOGHD 

VGKSLYEADLV/DEAKRLLTTC 

NIPVPSD/VRVATEFSETAPATL 

KSVRHSDKISYISTGGGAFLEL 

WKVKYLPAVAMLEERG 


15718 


46086 


A 


15809 


465 


888 


RGLVALSSERRCRLRRRNHPES 

GTRSPDPAGAASLSRRFFYAPP 

GTPETGCGYSSRSRSQRKR/LST 

WRCNS*ETPKSPPKACCRPARJP 

APRSSSVKKASACGPAAVMKK 

RCRKASITPISKITCAIHRMRRW 

TCTKRAAF 


15719 


46087 


A 


15810 


417 


707 


IOIHERSWRYLHWWSSVRRRA 
A*YGAPL*RDGIQRGTRR1SQV 
YQ*SSVRQLRRDASASGSAPRV 
CREYAAACYLRHEHWSCDAVS 
PTPRMLKSFV i 


15720 


46088 


B 


1581 1 


1 


4350 





2021 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ II) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15721 


46089 


B 


15812 


1 


2862 




15722 


46090 


A 


15813 


1 


1471 


MLHSRGFLAEVFGILARHN1SV 

DLITTSEVSVALTLDTTGSTSTG 

DTLLTQSLLMELSALCRVEVEE 

GLALVALIGNDLSKACGVGKE 

VFGVLEPFNIRMICYGASSHNL 

CFLVPGEDAEQDGTGTSGIGAQ 

KKKMYANNGAIDRXLLFEATF 

VTIEKCCDTNQKGDDTHALGQ 

P1RGHDKSLAGSFCYACRSEEG 

LSQYRAYDSRGQL1AVKDTQG 

HETRYEYNIAGDLTAVIAPDGS 

RNGTQYDAWGFCAVRTTQGGVL 

TRSMEYDXAAGRVIRLTSENGS 

HTTFRYDVLDRLIQETGFDGRT 

QRYHH DLTG KLI RSEDEGL VTH 

WHYDEADRLTHRTVKGETAER 

WQYDERG WLTDISH I SEGHRV 

AVHYRYDEKGRLTGERQTVHH 

PQTEALLWQHETRHAYNAQGL 

ANRC1PDSLPAVEWLTYGSGYL 

AGMKLGDTPLVEYTRDRLHRE 

TLRSFGRYELTTAYTPAGQLQS 

QHLNSLLTYRHANFAL 


15723 


46091 


A 


15814 


1 


1367 


MSKJLL ERFRYFKQKGETF A DG 

HGQVMHSNRDWEDSYRQRWQ 

FDKIVRSTHGVNCTGSCSWKIY 

VKNGLVTWE1QQTDYPRTRPD 

LPNHEPRGCPRGASYSWYLYSA 

NRLKYPLIRKRLIELWREALKQ 

HSDPAADNDLIARFQSFTNQPFI 

ANRLTGNDRA RFNLTFI VNNQH 

ATAITTTGTFLPEWSTTF1ITLIL 

QSKVQAIDLTKEA1VTVGCNT1S 

TTVHEVVSASIG1ATKFWQH1GP 

CFYVIYDTVVTTIVESRTTEYSP 

DVVTGLITRITTPDGRASAFYN 

NHHSQLTSATGPDGLE1RREYD 

EWGRL1QETAPDGDITRYRYDN 

PHSDLPCATEDATGSRKTMTW 

SRYGQLLSFTDCSGYVTRYDH 

DRFGQVTAVHREEGLSQYRAY 

DSRGQLIAVKDTQGHETRYEY 

NAA/GDIRQCESDLQSPSCSQYR 

AIDGESLSETARYSVHQ 



2022 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


i Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possiblc nucleotide 
deletion, V=possible nucleotide insertion) 


15724 


46092 


A 


15815 


357 


1733 


TADSPETLRCQTSGENARGAGT 

VERAGKSLWRSLR*SHRP*STR 

TGDIHCQIQTNFSLFN*QHPGQH 

RWGSGTAirNQSLlTHDPEYPEN 

LPAAPLVRYGWTPRGELAVVY 

DRSGKQVRSFTYDDKYRGRMV 

AHRHTG RPEI RYRYDSDG RVTE 

QLNPAGLSYTYQYEKDRITITD 

SLDRREVLHTQGEAGLKRVVK 

KEHADGSVTQSQFDAVGRLRA 

QTDAAGRTTEYSPDVVTGLITR 

1TTPDGRASAFYYNHHNQLTSA 

TGPDGLELRREYDELGRLIQET 

A PDGDITRYRYDNPHSDLPCAT 

EDATGSRKTMTWSRYGQLLSF 

TDCSGYVTRYDHDRFGQMTAV 

HREERLSOYRAFDRRGTVIAVK 

ETQGLETGFEYHFPVPDGV1AP 

KG/SRNGNSQSVGKRRSTED1R 

G * TR WRG YTA D R RA A KTH A R V 

E*HLRARPRVCALFFPKQCERH 


15725 


46093 


A 


15816 


1595 


3228 


DNNAKLFRAGQMKVLKPYVDS 

G KJKV VG DQ WVDG WLPEN AL 

KIMENALTANNNKIDAVVASN 

DATAGGAIQALSAQGLSGKVAI 

SGQDADLAG1KRIAAGTQTMT 

VYKP1TLLANTAAEIAVELGNG 

QEPKADTTLNNGLKDVPSRLLT 

PIDVNKNNIKDTNLPAAPLVRY 

GWTPRGELAVVYDRSGKQVRT 

FTYDDKYRGRMV AHRHTG RPE 

IRYRYDSDGRVTEQLNPAGLSY 

TYQYEKDRITITDSLDRREVLH 

TQGEAGLKRVVKKEHADGSVT 

QSQFDAVGRLRAQTDAAGRTT 

EYSPDVVTGLITRJTTPDGRASA 

F YY>J H HNQLTS A TG PDG L E LR 

REYDELGRLIQETAPDGDITRY 

RYDNPHSDLPCATEDATGSRKT 

MTWSRYGQLLSFTDCSGYVTR 

YDHDRFGQMTAVHR\EEGL\SQ 

YRAYDSRGQLIAVKJDTQGHET 

RYEYNIAGDLTAVIAPDGSRNG 

TQ Y DA WG KA VRTTQG G LTRS 

MEYDAAGRVIRLTSENGSHTTF 

RYDVLEQYCGQVIKAHAVSRF 


15726 


46094 


A 


15817 


1 


527 




15727 


46095 


A 


15818 


701 


895 





BNSDOCID: <WO 0175067A3_IA> 



2023 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SKQ II) NO: 
of peptide 
sequence 


IVlel 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide j 
deletion, \=possiblc nucleotide insertion) 


15728 


46096 


A 


15819 


1412 


1705 


LAS1STSCAPPKVNCGVMAIFLA 
SDSRLWSGLRAQATSRSTLSLM 
TRSGLWLAIQ*NALRSWLASHE 
TKRPPSTLGGNTVPS*ALRLGIL 
ASSRJLL 


15729 


46097 


A 


15820 


344 


547 




15730 


46098 


A ! 


15821 


1 


1518 




15731 


46099 


A 


15822 


1693 


2455 


VLAAFTRSKQRYGAPRLTDELR 

AQGYPFNVKTVAASMRRQGLR 

AKASRKFSPVSYRAHGLPVSEN 

LLEQDFYASSPNQKWAGDITYL 

RTDEGWLYLAVVIDLWSRAMA 

LLRRKSPGNV1VHTDRGGQYCS 

ADYQAQLKRHNLRGSMSAKG 

CCYDNACVESFFHSLKVECIHG 

EHFISREIMRATVFMISNVITIGG 

GGTVAARGGVP*AVKSNVNDV 

RRNCLARSSNNGWIFPPVVVTslG 

WRQQALT1VAGICC 


15732 


46100 


B 


15823 


I 


1407 




15733 


46101 


A 


15824 




3252 




15734 


46102 


A 


15825 




2409 




15735 


46103 


B 


15826 




2802 




15736 


46104 


A 


15827 


1715 


1824 




15737 


46105 


A 


15828 


410 


720 


PGSRAVIGWSMSPRMTAHWPA 
MPCR WRCGG V RT Y APEPTG * R 
RWLQNCSACSS**LRKTSRKNR 
TT*RTPARSSSAPPLMLKQPFTR 
QWPLNTPWKPPRLSPS 


15738 


46106 


A 


15829 


905 


1008 


SCDSYRLSSRAAAVTPMRSASF 

RASGFLLV1LFVCRVSVVGCRV 

LAWSGGSVFRRGVPLAWTVLR 

WVRRRCGCGVGRCRGLSAVV 

YPSGIITVDSARSWR1MGRSGSP 

LA\TVGLAGCWSQPRL*TDAFS 

KLQGFRVFTGDTICM 


15739 


46107 


B 


15830 


1 


3148 




15740 


46108 


A 


15831 


1896 


2062 


SVCYPGRN*IPSG*N*PRIWSDP 
VQRRERAGKKWLHENPGWRK 
♦♦PDYHYRSEAD 



2024 

BNSCXXID: <WO O175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ II) 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


1574! 


46109 


A 


15832 


1 


1456 


MSTEIARLKRQLADGMKSWLS 

SKRPRHTSRAPEMKYVFIEKHQ 

AEFASKQCAACSGWPATAGNV 

VS A A DKDKH A S A V PPHCDS V V 

LAAFTRSKQRLPLNVKTVAASL 

RRQGLRARPPGSS A RSATAHTA 

CLVRKSVGAGFLRQWPEPKWA 

GDITYLRTDEGWLYLAVVIDL 

WSRAVIGWSMSPRMTAQLACD 

ALQMALWRRK1CPRNVIVHTDR 

GGQFGDRWK/ALANALN1PLDQ 

LSARJS ANPKGGFM YLAREVNP 

DMADY1KKLKLPGIHVREESRR 

YYPSGEVTAHLJGFTNVDSQGI 

EGVEKSFDKWLTGQPGER1VRK 

DRYGRVIEDISSTDSQAAHNLA 

LSIDERLQALVYRELNNAVAFN 

KAESGSAVLVDVNTGEVLAMA 

NSPSYNPNNLSGTPKEAMRNRT 

ITDVFEPGSTVKPMVVMTAT OR 

G V VRENSVLNTIPYRINGHF1K D 

VARITTEEDFNHASAARFVCAA 

AERALQNHH 


15742 


46110 


A 


15833 


2 


929 




15743 


4611] 


A 


15834 


1 


472 




15744 


46112 


A 


15835 


1 


513 




15745 


46113 


A 


15836 


1 


254 


CDN LKTCHTSHG S VM A ETA VI 
N HK KRKN S PRI VQSN DLTG A A 
YSLSRDQKRV/LRYEPVSQFRLS 
ETQKHQSVCHAFIRJPVSVS 



BNSDOCID: <WO 0175067A3_IA> 



2025 



WO 01/075067 



PCT/USO 1/08631 



SEQID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15746 


461 14 


A 


15837 


145 


1929 


VSGVIEIADGSRRRKAAALTES 

DYRVLVGELDDEQMAALSRLG 

N DYRPTSAY E RG QR Y A S R LQN 

EFAGNISALADAECDNLKTCHT 

SHGSVMAETAVINHKKRKNSP 

RJVQSNDLTEAAYSLSRDQKRM 

LYLFVDQIRKSDGTLQEHDGIC 

EIHVAKYAE1FGLTSAEASKDIR 

QALKSFAGKEVVFYRPEEDAG 

DEKGYESFPWFIK/RPSRGLYSV 

HFNPYLIPFFIGXLQNRFTQFRLS 

ETKEITNPYAMRLYESLCQYRK 

PDGSGIVSLK1DWI1ERYQLPQS 

YQRMPDFRRRFLQG FCRFRNH 

HQTGFSPAGANQRGPLAATLSG 

PGGEGQSAVARLTGEKKNHPG 

AQYANRLSPRVGRPrNAAGTTG 

FPTWKAGSERNAINDDVTYAIK 

PTCWPGLDIIPSCLALHRIETEL 

MGKFDEGKLPTDPHLMLRLA1E 

TVAHDYDVIVIDSAPNLGIGTIN 

VVCAADVLIVPTPAELFDYTSA 

LQFFDM L RDLLKN V DLKGNSN 

GSQSPWMEEQIRDAWGSMVLK 

NVVRETDEVGKGQ1RMRTVFE 

Q A I DQRSSTG A WRN A LSI WEPE 

CME1S1GVSLDQDGGSNSVLRK 


15747 


46115 


B 


15838 


1 


1734 




15748 


46116 


A 


15839 


1 


971 




15749 


46117 


A 


15840 


1 


1143 




15750 


46118 


A 


15841 


I 


556 




15751 


46119 


B 


15842 


8 


1000 




15752 


46120 


A 


15843 


1 


1169 


MLTLILLDLQFMAQLAGYQMS 

FNSTKSKQTKNNFAVGYRTGD 

FQLHTNVNDGAEFGGSVYQKV 

CEELDALINLAWTSSTSCTRFG 

LA A KFQLKPI AFISTKVN H WLT 

GVSYTPPLEAGVKJJMLSALCDN 

LKTCHTSHGSVMAETAVINHK 

KRKNSPRJVQSNDLTEAAYSLS 

RDQKRMLYLFVDQ1RKSDGTL 

QEHDGICEIHVAKYAEIFGLTSA 

EASKDIRQALKSFAGKEVVFYR 

PEEDAGDEKGYESFPWFIKRAH 

SPSRGLYSVHINPYLIPFF1GLQN 

RFTQFRLSETKEITNPYAMRLY 

ESLCQ YRKPXDGSG 1 VSLKID WI 1 

ERYQLPQ/TYQRMPDFRRRFLQ 

EEFESLNRQ1TGSEIVAMIMSLST 

KKSPGPDGFTAEFYQ 


15753 


46121 


A 


15844 


1 


1509 





2026 



BNSDOCID: <WO 017S067A3JA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
or peptide 


Met 
hod 


SEQ II) NO: 
in USSN 
0O7540 217 


Nucleotide 
location of first 
cuuun lur pcpuuL 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /-possible nucleotide 
deletion, \=possible nucleotide insertion) 


15754 


46122 


A 


15845 


1 


558 




15755 


46123 


A 


15846 


1 


1773 




15756 


46124 


A 


15847 


1 


2256 




15757 


46125 


A 


15848 


1 


812 


MEVLASWATFTLGQTEQHVD 

WISAGAAPQGP1VKQLPSPVPPT 

EQLEQEKPVTIGSAPSTPNKLLL 

SHSNCQLPRPLRSITNISACFSLE 

LAIDHRGFPHSPGARSLYSNSVF 

GT YQLC DLCDN L KTCHTSH G S 

VMAETAVINHKKRKNSPLIVQS 

NDLTEAAYSLSRDQKRMLYLF 

VDQIRKSDGTLQEHDGICEIHV 

AK Y AEIFGLTS AEASKDI RQAL 

KSFAGKEVVFYRPEEDAGDEK 

GYESFPW/FIKRSPE*RRGKFPFT 

QMGQD 


15758 


46126 


A 


15849 


1 


1773 




15759 


46127 


B 


15850 


1 


1755 




15760 


46128 


A 


15851 


1 


726 


MPASGNENDLNMPSGT1EIFVR 

CYVEVERJMSAWTEQPNEHRT 

MMWSVLLQPCDNLKTCHTSHG 

SVMAETAVINHKKRKNSPRIVQ 

SNDLTEAAYSLSRDQKRMLYL 

FVDQIRKSDGTLQEHDGICEIHV 

AKY A EIFGLTS AEA SKDI RQAL 

KSFAGKEVVFYRPEEDAGDEK 

G YESFP WFI KRA H SPSRG/L YS V 

H 1NP YL 1 PFFIG LQN RFTQFRLSE 

TKEITNPYAMRLYESLCQYRKS 


15761 


46129 


B 


15852 


356 


671 




15762 


46130 


A 


15853 ! 


1 


2121 




15763 


46131 


B 


15854 


721 


2739 




15764 


46132 ; 


A 


15855 


1 


5828 


MQEQQQASSLIRSGNGRLPGSG 

AQRTPCHIRRDGSQRRVCDDCK 

QQWWKAKYNIPSGLHACTATL 

EETHILDSGAHVQVFYKGQLH 

VMR VPCTD YFDTQKNPNLSH L 

HGSVMAETAVINHKKRKNSPRl 

VQSNDLTEAAYSLSRDQKRML 

YLFVDQ1RKSDGTLQEHDG1CE1 

HVAKYAE1FGLTSAEASKDIRQ 

ALKSFAGKEVVFYRPEEDAGD 

EKGYESFPWFIKRAHSPSRGLY 

SVHINPYLIPFFIGLQN 


15765 


46133 


B 


15856 


537 


1318 




15766 


46134 


B 


15857 


1 


41 1 




15767 


46135 


A 


15858 


1 


1356 





2027 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, \=possibte nucleotide insertion) 


15768 


46136 


A 


15859 


1 


1215 


MPYDRPFTVMAAFPLCPACDK 

EYRDPLDRRFHAQPVACPECGP 

HLEWLKMGKIVAIKG1GGFHLA 

CDARNSNAVATLRARKHRPAK 

PLAVMLPVADGLPDAARQLLT 

TPAAPIVLVDKKYVPELCDDIA 

PDLNEVGVMLPANPLQHLLLQ 

ELQCPL VMTSGN LSGKPPA I SN 

EQALADLQGIADGFLIHNRDIV 

QRMDDSVVRE\RRNAAPF/AGA 

VLSQHLGDLSDDG1QMQWRER 

YSLMQNIYDFTPQYVVHDAHP 

GYVSSQWAREMNLPTQTVLHH 

HAHAAACLAEHQWPLDGGDVI 

ALTLDGIAQPDERSRSEDVDRA 

HQRGHERDRRRRRSGTSHLTR 

VDLKEDGKGLK1VRQSLPYGTA 

SGTHGLYFCAYCARLHNIEQQL 

LSMFGDTDGKRDAMLRSPNR 


15769 


46137 


B 


15860 


74 


2050 




15770 


46138 


A 


15861 


2 


703 


LQARFPLSWRNFPITFACYAGL 

FCLSASIIYP/DHLCPVSVPRAFA 

GPRHRRHLLVLHRGCGLRH/TK 

RPGPGPGPARALAIWPPDPGC* 

RCRRPSLPASSLRSSATPTCTST 

QPALEWCVAVYAICFILAAIAIL 

LNLGECTNVLPIPFPSFLSALAL 

LSVLLYATALVLWPLYQFDEK 

YGGQPRRSRDVSCSRRHAYYV 

GAWDRRLAEAILTAINLLTYVA 

DLMHSAHLDFSKV 


15771 


46139 


A 


15862 


1 


849 


MAQPLAKQWTPVSPRALLVSIS 

SMPPRPAADVTVCRHRNCTLRE 

LLYGFAYAAAQQLNLHGDVCN 

DGDG/VEVRLREDPETFLVQLY/ 

QHCPPLA\RTGGTMNTQIVPDA 

ATCPASLSEMNTPGERRYRYPF 

INCTHYGPSFPIIRAM PYDRPFT 

VMAAFPLCPAC/DKEYRDPLDR 

RFHAQPA/ACPECGPHLE/WGIG 

GFHLAC/DARNSMAVATLRARK 

H/RPAKPLAVMLPVADGLPD/A 

ARQLLTTPAGAGLWLGGNGYP 

RAPDNANSTAMSCASHAHSFG 

GGHPRGR 


15772 


46140 


B 


15863 




2688 




15773 


46141 


A 


15864 


1 


1578 





2028 

BNISDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15774 


46142 


A 


15865 


1 


877 


MQAAHRLRPAYRIKTGKPPAL 

ADYHPAYQEMLSRKQDRVIDQ 

IDFGIKDTVE1LHMGQIQSMGRE 

FALSLRFS1HGHNVHGNESPEM 

GPERRSGFYDEWSPERIIQYYRP 

AREQLMNELVQILKNTRQHLM 

TGVSHMIPFVVSGGILLAVSVM 

LYGKGAVPDAVADPNLKKLFD 

I\G VAGLTLM VPFLAAYIG YSI A 

ERS A L APC A IG A WVGNSFG AG F 

FGALIDAFPRLSEEINPALPEAK 

VMACLEAVARQDNVDSPQELP 

PTPLFASRPITRJLKSWWAPGGE 

VESGTHKK 


15775 


46143 


A 


15866 


3 


423 




15776 


46144 


A 


15867 


633 


771 


NN RSHPALCTN RPPRTRL VF Y P 

LLAPNA*LAALQKGWAYGAGH 

NA 


15777 


46145 


A 


15868 


1 


4014 




15778 


46146 


A 


15869 


1 


180 


SGHPFIPLKDLTQIA1GDVFNNN 
LIL WANRE1 1 HS VP* RY*HDANI 
QCFVVISSFVRSQQ 


15779 


46147 


A 


15870 


815 


1905 


1FQEHIMDHLPMPKFGPLAGLR 

VVFSEM/WRAEVIWIENVAWA 

DTIRVQPNYPQLSRRNLHALSL 

NI FKDEGRE A FLKLMETTD1FIE 

ASKGPAFARRGITDEVLWEDKP 

KLV1GHLSGFAHQVSQISTHQG 

SSNWVSPDQLQCNTQTNSPKQ 

LFSTHCMQCRPNSTTNSRQFQS 

NPVNHALNHQSKPHHPLVYAQ 

HKAKRAHRAKSITASRKQATTF 

QQVGAPAGGHTHTSSSHPQTT 

KALEQVKHLTTRQAILSKAKPQ 

ATSPIPRDTGPLRGRQFHALNPS 

TTVIGQPANQRIGQHGHPQFKP 

KTPFWPQPKEKVPNRQCTSKTY 

SNGEQNIPQTYAIRTKNRSTYPR 

N L KQQPLN PGKA KT 


15780 


46148 


A 


15871 


1 


361 


QTTGISFQGRGGAGPGVPTRTQ/ 

CLRCHGGRHG/HPSHLCKPNKG 

DPRK1RJLKMS WR* P WFAIGPRD 

WSSSRPKPTSPRGSCRSFIEASK 

MSAPVVWSTKTHSSRSMLSFSL 

MEDFVTALSIL 


15781 


46149 


A 


15872 


1 


447 





BNSDOCID: <WO 0175067A3_IA> 



2029 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn t 
*=Stop codon. /=possiblc nucleotide 
deletion, \=possible nucleotide insertion) 


15782 


46150 


A 


15873 


1 


1424 


MLLEQLSQHKLDMMSDCPIDST 

QQEGLFSVRIGECGVSFWCTNP 

PPEKPFPACLEERRLLIPGRRSM 

LGRKLLNWFNSQGLNVEILGEF 

DDAALMKAFGAMHNAIFVAPT 

LYAYDFYADKTVVEIGRVENV 

MEEYHAIFAERM1QHPAVQRIC 

NTDYSALFSPAKLRRA L Y H PAS 

TELHPACGKDFRQLYRRIQNQI 

QRHALWHKIFDVEIPHPILIIAR 

VSANMPHTGCR1AIEWPGKVVE 

AILRLTNDAPEYLPIGFNHKSK 

MRSEGMNPYQRQFMELALSNQ 

VLKCGEFTLNRGRKSPY FFN AG 

LFNTGRDLALLARFYAEALVDS 

GIEFDLLLAPAYKGIPIATTTAV 

ALAEHHDLDLPYCFNRKEAKD 

HGEGGNLVGSALQGRVMLVD 

DV1TAGTAIRESMEJIQANGATL 

AGVLISLDRQERGR*CDHRRNG 

DSRVDGDYSGQWRDACWRVD 

FARSSGTRARRDFGDSGS*A*L 

QLQSDLYHHPERPDCLPGREAG 

NGGTSGGG 


15783 


46151 


B 


15874 


1 


1086 




15784 


46152 


A 


15875 


484 


729 


CTQFRKTCFTCKASNGFCFATS 
CNLIYTSE11CRGPTG*HNLIASL 
LQR1DNLRKFIVIPTLKYLTRCR 
LDDNIMIFYAQGI 


15785 


46153 


A 


15876 


1717 


1971 


PANAWAEMWEYSAWQRRMYS 
MG*TSKVVVHPGATDRW*NTN 
GCYRIFW1AAPFVPAAVIHGNIL 
PTHGACVHKGFGRAPAGAAVE 


15786 


46154 


B 


15877 


1 


765 




15787 


46155 


A 


15878 


103 


823 


VPACAGLKKEA RSLLASPPRLL 

NTKLQASCRALFSPPIQSRQTTG 

1SFQGRGGAGPGVPTRTQ/CLRC 

HGGRHG/HPSHLCKPNKGDPRK 

IRLKMSWR*PWFA1GPRDWSSS 

RPRPTSPRGSCRSFIEASKMSAP 

VVWSTKTHSSRSMLSFSLMEM 

PA RMPITSSM PSTPLRQGS V KFE 

DFVTALSILLRGTVHEKLRWTF 

NLYDINKDGYINQEEMMD1VK 

A1YDMMGKYTYPVLKEDTPRQ 



2030 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ H> 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15788 


46156 


A 


15879 


1 


2926 


MVKDASQSQASLGLDAFLPAS 

GVQYTHERSPDSPLKSQECPSG 

VVNEDTFKQIYAQFFPHGGLMS 

ENGTGKKASVFGSTGSGALLLE 

EGERRREQPL1EMRKPPHVLIN 

YQAKVGGNSI PSPSLCKPAFPPL 

PSWAVDLASARQKEDASRSLQ 

NKEEDFYTSQPGFPALALGCCL 

RVNLLLGHRGISAGSSYRPITST 

PCHLCKLGQEVFAKPLNLQDQ 

CQQNLVMQVLKLVLNCLNFDF 

1GSSADESADDLCTV 


15789 


46157 


A 


15880 


1 


1521 




15790 


46158 


A 


15881 


1 


1182 


MDKFLDTYTLPRLNQEEVESLN 

RPITGSEIVAIINSLPTKJCSPGPD 

GFTAEFYQRYKEELVPFLLKLF 

QSIEKEGILPNSFYEASIILIPKPG 

RDTTKKENFRPISLMNIDAKILY 

K1LAKR1QQHIKKLIHHDQVGFI 

PGMQGWFNIRKSINV1QH1NRA 

KDKNHMIIS1DAEKAFDKIQQPF 

MLKTLNKLAQNLLKLISNFNKV 

SGYKrNVQKSQAFLYTSNRQTE 

SQIMSELPFTIASKRIKYLGIQLT 

RDVKDLFKENYKPLLKE1KEDT 

NKWKN1PCSWVGRINIVKMA1L 

PKVIYRFNAIPIKLPMTFFTELE 

KTTLKF1WNQKRAHIAKS1LSQ 

KNKAGGITLPDFKLYYKATVT 

KTAWYCYQNRHIDQWNRVPSEI 

TPHIYNYLIF 


15791 


46159 


A 


15882 




690 




15792 


46160 


B 


15883 




458 




15793 


46161 


A 


15884 




719 




15794 


46162 


B 


15885 




3552 




15795 


46163 


A 


15886 




321 




15796 


46164 


A 


15887 




362 




15797 


46165 


B 


15888 




489 




15798 


46166 


B 


15889 




1660 





2031 

BNSDOCID: <WO 0175067A3_IA> , 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: i 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=pussible nucleotide 
deletions-possible nucleotide insertion) 


15799 


46167 


A 


15890 


1 


1593 


M G K KQN RKTGN S K KQ STSP P P 

KERSSSPAMEQSWMENDFVEL 

REEGFRRSNYSELQEDIQTKGK 

EVENFEKNLEECMTRITNTEKC 

LKELMELKTKARJELHEECRSLR 

SRCDQLEERVSAMEDENfNEMK 

REGICFREKRIKRNEQSLQEIWD 

YVKRPNLHLMGVPESDGENGS 

KLEMTLQDI1QENFPNLARJNKI 

DRPLARLIKKKREKNQ1DTIKN 

DKGDITTN PTE1QTTI REYYKHL 

YANKLENLEEMDTFLDTYTLPR 

LNQEEVESLNRPITGAE1 V A 1 INS 

LPTKJCSPGPDGSIAEFYQRYKE 

E/PADKQLQQSLS1QNQCTKJTS1 

L1HQQQTNREPMHE*TP1HNCFK 

ENKIPRNPTYKGCEGLLPGELQ 

TTAQGN KRG YKQTEEH SMLM 

GRKNQYRENGHTAQGNF*IQC 

HPHQATNAFLHRIGKNYFKVH 

MEPKKSPHRQVNPKPKEQSWR 

HHTT*LQTILQGYSNQNSMVLV 

PKQG YRSM EQN RA LRNNAAYL 

QLSDL*QT* EKH AMGK/EFPt * * 


15800 


46168 


A 


15891 


1 


1177 




15801 


46169 


A 


15892 


1 


3663 




15802 


46170 


A 


15893 


1 


1995 




15803 


46171 


A 


15894 


1 


4191 


MVKGSIQQEELTILNTYAAHTG 

APRLIKQVLSDLQRDLDSHTIIM 

GDFNTPLSTLDRSTRQKVNKDT 

QELKSALHQADLTDIYRTLHHK 

STEYTFFSAPHHIYSKJDHILGSK 

ALLSKCKRTEI1TNYLSDHSA1K 

LELWIKNLTQNHSTTWELNNLL 

LNDYWVHNEMKAEIKMFFETTN 

ENKDTT YHNL WDTFKA VCRG K 

FIPLN AH KRKQERSK1 DTLTSQL 

KELEKQEQTHSKASRRQEITKIR 

AELK£IETQ 



2032 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/0863I 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
locution of first 
codon for peptide 
sequence 


Nucleotide location of Ins 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possible nucleotide insertion) 


15804 


46172 


A 


15895 


] 


1659 


MGDFNTPLSTLDRSTRQKVNK 

DTQELNSALHQADLIDIYRSLH 

AKSTEYTFFSAPHHTYSKIDHIL 

GSKALLSKCKRTEIITNYLSDHS 

A I KLELRI KN LTQN RSTTWKLN 

NLLLNDY WI HDEMKAEI KMFF 

ETNENKDTTYQNLWDAFKATA 

SKTNKEKEKNQI DTJKNDKGDI 

TTDPTEIQTTIRE Y Y KHLYANK 

LENLEEM DKFLDTYTLPRLNQE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEELHI 

NRA K DKNH M I IS IDAEKA FDKI 

QQPFMLKTLNKLGIDGTYFKIJR 

AIYDKPTANIILNGQKLEAFPLK 

TGTRQGCPLSPLLFNIVLEVLAR 

AIRQEKEIKGIQLGKEEVKLSLF 

ADDMTVYLENPIVSAQNLLKLI 

SNFSKVSGYKINVQKSQAFLYT 

NNRQTESQIMSELPFTIASKRIK 

YLG IQLTRD VKDLFKEN YKPLL 

KEIKEDTNKWKNIPCSWVGRJN 

IMKMAILPKVIYRFNAIPIKLPM 

TFFTELEKTTLKFIWNQK\RARI 

AKAILSQKNEAGGITLP 


15805 


46173 


A 


15896 


1 


1740 




15806 


46174 


A 


15897 


1 


880 




15807 


46175 


A 


15898 


1 


2777 


MGKKQNRKTGNSKKQSTSPPP 
KERSSSPAMEQSWMENDFVEL 
RE EG FRRSN YSELQEDIQTKGK 
E V ENFEKN L EECMTR1TNTEKC 
LKELMELKTKARELHEECRSLR 
SRCDQLEERVSAMEDEMNEMK 
REGKFREKRIKRNEQSLQEIWD 
Y VKRPN LHLMG VPESDGENG S 
K L ENTLQ DI IQENFPNL A STL S D 
HSG I KLEINSKRNPQNH ANTWK 
LSNLLLNAH WVNNEIKMK VKN 
FFELNDNSDTIYQNFSD 


15808 


46176 I 


A 


15899 


326 


3096 

] 
I 


qtertstpkthlyvtiikdqk*i 

KPQRRGKNRGEKLETLKSRAP 

VLLQRNAVPQQQRNKAGRRM 

TLTS* EKKSSDNQTTPS YRRKF 

KPMAKKLKTL/RKKLDECITRIT 

NAEKCLMELMELKAKARELRE 

ECKSLRSQCNQLEERMNKIDRP 

LARLIKRKREKNQIDAIKIDKGD 

ITTD PTE IQTTIREYYKHL YANK 

LENLEEMDKFLDTYTLPRLNQE 

EVESLNRPITGAEIVAIINSLPTK 

KSPGPDGFTA 



2033 



BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=L)nknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15809 


46177 


A 


15900 


1 


2047 


MENDFEELREEGFRRSNYSELR 

EDIQTKGKEVENFEKNLEECITR 

ITNTQKCLKELMELKTKARELR 

EECRSLRSRCDQLEERVSAMED 

EMNEMKREGftFREKRIQRNEQ 

SLQE1WDYVKRPNLRLIGVPET 

LHPRDEAHLKNLIDAIKNDKGD 

ITTDPTEIQTTl RE Y YKHL Y AN K 

LENLEETDKFLDTYTLPRLNQE 

EVESLNRPITGSEIVAIINSLPTK 

KSPGPDGFTAEFYQRYKEEL/PD 

KQLQQSLR1QNQCTKITSILIHQ 

QQTNREPNHE*TPIHNCFKENKI 

PRN PT YKGC EG PLQG ELQTTAQ 

GNKRGYKQMEEHSMLMGRKN 

QYHENGHTAQGNLQIQCHPH* 

ATNAFLHRIGKNYFKVHMEPK 

KSPHRQVNPKPKEQSWRHHTT 

♦LQTILQGYSNQNSMVLVPKQR 

YRSMEQNRALRNNAAYLQLSD 

L*QT*EKQEMGKGFPI**MVLG 

KLASHM*KAETGSLPYTLYKN 

QFKMD*RLKR*T*NHKNPRRKP 

RHYHSGHRHGQGLHV*NTKSN 

GNKSQN*QMGSN*TKELLHSK 

KKKN Y * QTEQ ATC KM G EN FUN 

LLI*QRAN!QNLQ*TQTNLQEKN 

KQPHQKVGKGHEQTLLKRRHL 

CSQKNNHEKMVTITGHQRNAN 

QNHNE1PSHAS*NGNH*KVRKQ 

VLERMCRNRNTFTLLVGL*TSS 


15810 


46178 


A 


15901 


1 


3285 




15811 


46179 


A 


15902 


1 


3681 





2034 

BNSDOCID: <WO 0175067A3JA> 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15812 


46180 


A 


15903 


I 


1854 


M K A EI KTFFETN EN KDTTYQN L 

WDAFKAVCRGKFTALNAHKR 

KQERSKIDTLTSQLKELEKQEQ 

THSKASRRQEITKIRAELKEIET 

QKALQKFNESRSWCFEKmKlD 

rplarlikxkreknqidaiknd 

kgdittdpteiqttireyykhly 

anklenleemdkfldtytlprl 

nqeeveslnrpitgseivaiinsl 

ptknspgpdgftaefyqryk.ee/ 

renkiprnptykgceg plqgel 

QTTAQGNKRGYKQMEEHSML 

mgrknqyrenghtaqgnlqiq 

chphqatndflhrigknyfkv 

hmepkksphrqvnpkpkeqsw 

rhhtt*lqtilqgysnqnsmvl 

vpkqryrsteqnralrnnaty 

lqlsdl*qt* ekq a m ekgfpi * * 

mvlgklashm*kaetgslpyt 

lyknqfkmd*rlkr*t*nhkn 

prrkprhyhsghrhgqglhv* 

ntksngnksqn * qmgsn *tke 

llhskrnyhqseqatykmgen 

frnlli*qraniqnlq*tqtnlq 

EKNKPPHQKVDEGHEQTLLKR 
RHLCSQKTHEKMLIITGHQRNA 
NQNHNEIPSHTS*NGNH*KVRK 
QQ VLERM WRNRNTFTLL VGL* 
TSSTIVEVSVV 


15813 


46181 


B 


15904 


1 


2718 




15814 


46182 


A 


15905 


1896 


5031 


TWKGTTSTSRCKIMPKYRSTRQ 

KVNKDTQELNSALHQADLIDIY 

RTLHTKSTEYTFFSAPHHTYSK 

TDHIVGSKALLSKCKRTEIITNY 

LSDHSAIKLELRIKNPTQSRSTT 

WKLNNLLLNDYWVHNEMKAE 

IKMFFETNENKDTTYQNLWDT 

FKAVCRGKFIALYAHKRKQERS 

K1DTLTSQLKELEKQAQTHSKA 

SRRQEITKIRAELKEIETQKTL\Q 

KINE\SRSWFF\ERJNKIDRPLAR 

LIKKKREKNQ 


15815 


46183 


A 


15906 


4 


133 





BNSDOCID: <WO_0175067A3JA> 



2035 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ 11) NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15816 


46 1 84 I 


A 


15907 


95 


1875 ! 


PFFGRKNYRLPSKNMPRRCRSS 

PLPCSMKMTI*CVLTSTATITRL 

PA A S AQ W* LDG RTL VTKNSFR 

YLHTLHTMGPAPEPNLTILWSE 

ELP1AFKKYAAQVSIVTSSLQYE 

NDDLMRTDFNSDDYAIACCVS 

PMVIGKQMQFFGARANLAKTL 

LYAINGGVDEKLKIQVGPKTAP 

LMDDVLDYDKVMDSLDHFMD 

WLAVQYISALNIIHYMHDKYSY 

EASLMALHDRDVYRTMACGIA 

GLSVATDSLSAIKYARVKP1RD 

ENGLAKDIQGTTEPQFRNSHSR 

TSGTVTLYLPVSTFVGTGFFIRV 

DPPKKPLKIRKIEFVEIYEPFSEG 

QAKAQADRCLSCGNPYCEWKC 

PVHN YI PN WLKL AN EGRIFEAA 

ELSHQTNTLPEVCGRVCPQDRL 

CEGSCTLNDEFGAVTIGNIERY1 

NDKAFEMGWRPDMSGVKQTG 

KKVAIIGAGPAGLACADVLTRN 

GVKAVVFDRHPEIGGLLTFGIP 

AFKLEKEVMTRRRE1FTGMGIE 

FKLNTEVGRDPRASSFYEEKQL 

IARKALPFIDNKTTMAADSSST 

VMELLKLLQDRSGLTLLTNSAE 

AIHVLAQSEIKVVSTGGELNKN 

TLSLQGRJTKEIIRRYHVDIMWL 

PDELR V E KG FSPDTL KL LEA KG 

QKVALKEAMGSTQSIMVGPDE 

RRTGFSYLRYQNLMIRVKF 


15817 


46185 


B 


15908 


271 


21 18 




15818 


46186 


A 


15909 


597 


743 




15819 


46187 


A 


15910 


573 


1066 


IRAQNGSPWLSFLVDSVCVLKA 

CVDAVMRAGICSVSWWQYQS 

GVGANSSALSGFSQGAIMMLES 

IKAEPGLASRV1AFNGRYSSLPE 

TA STATTIHL I HGGEDPV I DL AH 

AVAAQEALISAGGDVTLDIVED 

LGHAIDNRSMQFALDHLRYTIP 

KHYFDEALSG 


15820 


46188 


A 


15911 


1 


2652 




15821 


46189 


B 


15912 


1 


1494 





BNSDOCID: <WO 0175067A3_IA> 



2036 



WO 01/075067 



PCT/US01/08631 



SEQID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15822 


46190 


A 


15913 


1 


1733 


MGVGSKGT1FGSTTTQHGSFIPY 

LTGYLTYTHGHSPANPKPAVG 

GQILTAVLPAHDGYVSRIMTM 

NTQLTTPLTTATHTARQTASLIS 

V1GRQLRCFRHSSQPSVLTHVR 

DDSTQYAQLDMANGQPTSHGY 

EHWAQLMYATDRJIYGRHMSD 

AARQGCSDTGIVKFSHPEPEMS 

VRKFTSARSGCVRSGAWNVTV 

SAQTRVSQALTTLLRRVHKSPM 

NALTVPAVMAEAPSQAHGRRQ 

TRRL S L H QTL RLL LTTPD WVG V 

IRRCVPVVWGCLEHLDTAGFPL 

PNSHTMPLP1GWNDTRKRLHHS 

AHNGQHDVAQGRRVLGRKVG 

LTHPKVQQQLGVDGLSLFCVY 

LVWYIGLHLRRPFRLAYTICPSL 

VYGADLRVIVRLFSDSHHFMAF 

GNPQPKHLDCQEYALFLLNSM 

PDNTAEHYRNK1AIYLHCLPED 

DRJKA1MEIRMAIHQVSPFREEP 

VDCVLWVKYSQLMPNDYNPN 

NVAPPEKICLLQKSTEIDGFTQPI 

VVTHTDKNAMEIVDGFHRHEI 

GKG/SHASLKLRLRGYLPVTCL 

EGTRNQRIAATISHNRARGRHH 

ITAMSEVTPELRLLGW 


15823 


46191 ; 


B 


15914 


1 


273 




15824 ! 


46192 


B 


15915 


169 


292 




15825 


46193 


A 


15916 


2 


844 


KGGVYKTSVSVHLAQDLALKG 

LRCLLWKGT\PPQGTPSMVSRE 

GDPALHN+CKTQLLCLSYLGEK 

DDVTYAIKPTCWPGLDI1PFCLA 

LDRIETEUMGKFDEGKLPTDPH 

LMLRLAIETVAHDYDVIVIXDSA 

HNRGMGTINVVCAADVLIVPTP 

VE\M FDYTSA LQFFDMLRDLLK 

NAVDLKGFEPDVRIFVTKYSNSN 

GSQFP\WMEEPIPECLPKHGSKK 

NMVRNANEVGKGQIRMRTAVFE 

QA1DQRSSTGAWRNALSIWEPV 

CNXEIFDRLIKPRWEIR 



8NSDOCID: <WO 0175067A3_IA> 



2037 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15826 


46194 


A 


15917 


1 


681 


MSIGGSGNSLCTRPKQQQGGTG 

LKQYEVSVPGTLRCLACPQACT 

LRKEHWIHFAPKSNYDSCRYIE 

EYFA YEASFMSVQLTELVIKSL 

EDLASLFMIHKKNPVSIPHTVW 

YADDIRRGEREAADVLGLTLYE 

LMLRAGEAAFQVCRSAYPDTR 

HWLVLCGHGNNGGDGYVVAR 

LAKAVGIDDTLLAQESDKPLPE 

EAPLAHEAWVNAGGE1HALNI 

GWXPESEHLIV 


15827 


46195 


A 


15918 


3 


774 


VKCSEKCLFLPLGQFSQF1QKLR 

W1FLDPLFIRKGQGVTPTAFAM 

HLHEYISQGLES1LGALDIEGSY 

DKQRTITIATTPSVGALVLPV1Y 

RAIKTHYPQLLLRNPPISDAENQ 

LSQFQTDLI I DN M FCTN RTVQH 

HGLFAANMVL1CREGNPLLSLE 

DDREAIANAAHVLLLPEEQNFS 

GLRQRVQEMFPGRQINFTSYNI 

LTI AAL V ANSDMLAI I PSRLYNL 

FSRCWPLEKLPHPSLNEEQIDFS 

IHYNKFSLR 


15828 


46196 


A 


15919 


1 


741 


MITVLLIATQFAPYFTEMALKG 

GFSFAGESAQISALSVGNMFGW 

SISELMSLGIIGVVVAVGIVASV 

VLFLRVLSMSWLKEVIGTEKAV 

1AMCHLRALPGDPSFDAQLGM 

NWV1DKAWDDLMALQNGGVD 

AVMFSNEFSLPYLTKGLVPALV 

A REI LVRGMYVRG RKMVAFLV 

CC V ALA ISAM YELIEWWAALA 

MGQGADDFLGTQGDQWDTQS/ 

GYVLRAAWRINDGDTPRSLSLP 

P ATA L WLDNR I 


15829 


46197 


A 


15920 


1 


678 


MCH LR A LPG DPS FD AQLG MN 

WVIDKAWDDLMALQNGGVDA 

V MFSNEFS L P YLTK V RPETT A A 

MARIIGQLMSDIRIPFGVNVLW 

DPVASFDLAMATGAKF1RE1FT 

GAYASDFGVWDTNVGETIRHQ 

HRIGAGEVKTLFNIVPEAAVYL 

GN RDICSI AKSTVFNNH PDALC 

VSGLTAGTRTDSALLKRVKETV 

PDTWVLANTGVCLENVEEQLSI 

ADGCVTATTF 


15830 


46198 


A 


15921 


624 


734 


TRTLRQIVDSRAIPFT*ERLHSPI 
NQPKNPYPPESV 



2038 



BNSDOCID: <WO 0175067A3_IA> 
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SEQID 

NO: 


SEQID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of lust 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno>vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15831 


46199 


A 


15922 


1 


1923 


MPFALGGGDLEETPRSDPGVTF 

ACSLAQPMRKPTGVLGNRFHD 

TQEPPVPGGPGLRGFHLWHAPP 

LDRPAQFAAIRTDSELMSSANP 

KSFTASPLMTFTPARSRINYRY 

YPAGTRAKGENEAAFAARJHSF 

LP YRRPVF W ATTMGQ A KS A I K 

PMSTAVTRDASVFQTEYERSRF 

GARPWPLRKAPEAMGRGFHEI 

GVQCEAPTANTLEPSRRGAVM 

AAGLSFQRTPWREVLGRGEGSF 

LGAGSDPVLRALSLASTPFPGE 

KHVGSWGMGRJVLRSFALASSS 

LRHSGERIPGTVLPCDDIFACHQ 

RN Y AE VFG I WRTTSS VLQP1 EP V 

EPKCI SQFLY I VLERJRSSSSL I SL S 

FNSASLCRSRHDARYVLQHALF 

CFTTNDFGQIFTTFFVSGGSGTR 

MSLPAEFGVIAQSDQKVLFIDA 

DLAVV1R1TCLPSTSMSWLKEVI 

GTEKAV1/AMCHLRALPGDPSF 

DAQ/LGMNWVIDKAWDDLMA 

LKMVRPETTAAMARI/IGQLMS 

DIRIPFGVNV/LWDPVASFDLA \ 

MATGAK/FIREIFTGAYASDFGV 

/WDTNVARSRR1RASTVFRLAQ 

RCQPDASEYGFRMIARVFVDVR 

GDQNSEASLRVGSGIGPRTCAP 

V A WQSRRFPRLLDRS DD V K RF 

QADTDSLVLH 


15832 


46200 


A 


15923 


480 


900 


KTRYSCRGETWSNPQSSQLSAL 

IAAVRHPATSNAVCRSARSCCIL 

RALRAIQFHTGCSAGMVAPEW 

CQFAPCWRKPLKAEESDSVFMR 

VI KESL WQEL ADITDKTQL E WR 

EVFQDLNHHGVYHSGEVVGLG 

NLVCEKCHFH 


15833 


46201 


A ! 


15924 


1 


431 


SKVFAVAGCVVLMTTMPDSCN 

SWQKCRNKTMNKKIHSLALLV 

NLGIYGVAQAQEPTDTQAPGVS 

TITADEIRKNPVARDVSKIIRTM 

PGVNLTGNSTSGQRGNNRQIDI 

RGMGPENTLIL/IDGKPVSSRNS 

VRQGYRLECGDG 


15834 


46202 


B 


15925 1 


1352 





BNSDOCID: <WO 0175067A3JA> 



2039 



WO 01/075067 



PCT/U SO 1/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*-Stop codon, /= possible nucleotide 
deletion, \=possible nucleotide insertion) 


15835 


46203 


A 


15926 


31 


546 


CYCILFVSFPSNRPLCCRSAGVC 

QRYTPDPFCLGITSRGCRRAKIT 

ACSFLWKJLHPRGALARCQPELS 

CWRCLST\LLEGVSPSGGTGVR 

DPYEEAVCPLAELKCCAGRSA 

VLFRAGRQGRLSLLKLFPQLPF 

SPCVLCLSKLVPVSPNSTRTSKL 

LSIPYSRGPALLEVLS , 


15836 


46204 


A 


15927 


2 


479 




15837 \ 


46205 


A 


15928 


1082 


1386 


ADPFQEREAEKYANPIPSREFIL 
EHLTKRJEKPASRDELAVELHIE 
GEEQLEGLRR/RQCYALPERLD 
LVKGTVIGHRDGYGFLRVEGR 
KDDL Y LS\SEQM KTC 


15838 


46206 


A 


15929 


3 


401 




15839 


46207 


B 


15930 


1 


3675 




15840 


46208 


A 


15931 


1749 


1941 


SQIPTSEAQVMSNLMGTNGVLR 

PARAYRNEAVLS*ALVSAMYS 

QTFRNASFGVPQMFSTTSGV 


15841 


46209 


A 


15932 


5 


1465 


KRSTTAQIRW1SPLTSLKPRSKR 

QSKSCATKPKKWYVAAPCCWC 

SPTGISLKTRLPVPAPMAVGAIQ 

TRLVDQSLRCDANIIVETASAR 

DPHHFAVLLGFGATAIYPYLAY 

ETLGRLVDTHAIAKDYRTVML 

NYRNG1NKGLYK1MSKMGISTI 

ASYRCSKLFEAVGLHDDVVGL 

CFQGAVSRIGGASFEDFQQDLL 

NLSKRAWWRCRLSATIGCCDC 

TRGYLGGAR1TGQISS1TVWGVI 

IPVVGLCIIGWFWFSPTLYVDS 

WNPHHAPFFSAVGSSIAMTLW 

AFLGLESACANTDV VEN PERN 

VPIAVLGGTLGAAVIYIVSTNV1 

AGIVPNMELANSTAPFGLAFAQ 

MFTPEVGKV1MA\LMEMSCAGS 

ILGGKFTIAQVFKSSSDEGYFLT 

IFSRVTKVDAPVQGMLTIVIIQS 

ELA LMTISPSLNSQLKEM VNL A 

VVTNHPY1LSMAALVIIQKVAN 

VPPSKAKVANFVAFVGARNSF 


15842 


46210 


A 


15933 


1 


3666 





BNSDOCID: <WO 01 75067 A3 JA> 



2040 



WO 01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


a » 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15843 


46211 


A 


15934 


979 


1626 


FSATITPPF1ALQRVRFHPLDAL 

LLFVISLWLQLGLPDELSRFTPF 

CLALPIIALAWHYGWQGALIAT 

LMNA1ALJASQTGLLLGAGIQR 

LRELNQSLQKELARNQHLAERL 

LETEESVRRDVARELHDDIGQT 

ITAIRTQAG1VQRPGAGHPLTDA 

GNGAGRARYCQPSRMANR*IS 

V KRK V V EH RCF VDFTFTNDDG 

AVNVDRRAVRGVFIAAS 


15844 


46212 


C 


15935 


1 


666 




15845 


46213 


A 


15936 


1 


1137 


MGKFGHTEIGEVDVRDWSDAL 

QAKELQKLPGHSRKLEDPPTSL 

FMLLNPHSDQFSSNAHHHLHA 

TAIDDDYTDPTKSTYALGLNWS 

NSILGGFNISGYKTYSYDGDND 

SSNLNINWNKAFKHATVSVNW 

QHQLSASENNEDDGDLFYVNIS 

1PFGRSNTATLYTRHDDHKTHY 

GTGVMGVVSDEMSYYVNAER 

DHDEPTLPAQNKAQEVLLDVV 

LDEAKIGVASMLGSRVRVKTW 

SWFADDKQEIRQGGFAGWLTD 

GTPLWVTGSGTSKTVLTRYAT 

VLNRVLPVPTQVASGQCVEVE 

LFARYPLKK1TAEKSTTAVNPG 

VLNGRYRVTFTNGNHITFVSHG 

ETTLLSEKGKLKLQSHLDREEY 

VARVLDREAKASTPP 


15846 


46214 


A 


15937 


323 


695 


FTGPRRSLEIEVAELKQRLDSLL 

AIGAGGSVCWTLQGAWSPTRA 

KAGELKTQLATAASLR/MDKH 

RSNSVGPHDLYFTLLDDYLHV 

VDTALWLSGGKASLDGGTLLT 

NDAGEMLFAEHHFSAGPL 


15847 


46215 


A 


15938 


t 


235 




15848 


46216 


A 


15939 


98 


593 


MSKVRLMR1MLSPAPPNAVAKG 
ESKPGIMSGWVF*AEWAYLITG 
*AKKKVYGSS/ARJHLRALRYY 
SN WRQYFAGYTFG RQ Y WQSPE 
DDH LPLLREFL ARHE YMQKYL 
LGTESGIQGEELGASDGIKPEEV 
EWQTAAIEGKLDLLVTLDFRM 
SSTCLFSDIVLPTAT 


15849 


46217 


A 


15940 


367 


677 


LSSCLRATQSAPAVRNWKARFL 
RCTV V V WQKRSSTG RNM Y LP V 
RPTILKLRPTWHVTW*LSGASL 
RNWVHCCTRKXKVKCSSAVA* 
RKRNICPMKLHVSSTRK 



2041 



BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/USO 1/08631 



SKQ ID 

NO: 


SEQ ID NO: 
or peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon Tor peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \-possible nucleotide insertion) 


15850 


46218 


A 


15941 


1 


921 


MEMSSLEFLHSICSHLKCHLLY 

YIASAYNYDWYTQPAKLSF1SE 

GEIKYFTDKQMLRDFVTTRPAL 

KELLKEAVNMERRNRWVD1GP 

GTELDCISQAYAQFVASTAECC 

GEGGIKAWDYVRMGFLSRMG 

VLNNWLTRRRKLLWSARSRIH 

LRA LRY YSN WRQ YFAG YTFGR 

QYWQSPEDDHLPLLREFLARYE 

RPMKKLAGRSSIAILAFRGHDQ 

RDYEFPSKSALN1N* LR WALAS 

VK'TTACATGVFPVSVTGARRF 


15851 


46219 


A 


15942 


531 


637 


SIFARLNASRRC*TSALYALLVR 
LPIIQ1TAKGIL 


15852 


46220 


B 


15943 


120 


881 




15853 


46221 


A 


15944 


1 


1583 


MADRVDSKCSRSRPGAVAKNY 

NPSTLGGRGGRITFWLLSANPS! 

NRGTLEKESRTVAQRLSVLHGI 

NAPEFFDICAVFSSLVLTLRDEG 

YISDSGDAEPAETMKVYQLLAE 

L ITSDLM IFM I SATVL Y ITAFI AC 

SAAVDLTSLRGTRPYMQRAAA 

SKEIEDLKKKLTEGEEISGCDVS 

GSDGDDNEEGKIGEDEEKRNT 

GGNK VFPERTVETPATA DA ER 

KALETKLDVEEETRLQLNSRNR 

KKDLKTRQEHQSLPEKFSGLQK 

NVLLEA VIDPAL1 AQLRQA Y EE 

ALXRIAQAPAKSVWQPEEYEEA 

EHEILLAFRALLASDSERFLPSA 

WQRFIQQLNYCSMEEIDELRWS 

LCTIAMNTAHLSFECVVLLAER 

LRWLQEENTGEIDEEELESFLY 

AIAKGNVFNFQTILHLPVAVQN 

DTIDFYQMFARIWLPGAPGAYC 

DGLHTSKRTTCTTSTHQRQRKD 

TPPALNPHTATCTPPHTWLGAP 

PPASMRSGPHNAPTPPFTGSTPR 

HTHDHTNITNANIPHNVNSN 



2042 

BNSDOCID: <WO 0175067A3JA> 



wo 



01/075067 



PCT/US01/08631 



SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ II) NO: 

in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon tor last amino acid 
of peptide sequence 


Amino acid sequence ( X=lJnkno\vn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possiblc nucleotide insertion) 


15854 


46222 


A 


15945 


1 


1228 


MGVLNNWLSEEESLWIQSRIHL 

RALRYYSNWRQYFAGYTFGRQ 

YWQSPEDDHLPLLREFLARYER 

PMKNCWKILDIEETTDVDIIRRA 

YLALLPSFHPETDPQDFKQLRQ 

AYEEALRIVAQSPAKSVWQPEE 

YEVAEHEILALAYRALLASDSER 

FLPSAWQRFJQQLNYCSMEEID 

ELRWSLCTIAMNTAHLSFECVV 

LLAERLRWLQEENTGEIDEEEL 

GSFLY AI AKGN VFN FQTILHLPV 

ARRPDICTQHNDQSRCEGYQIL 

SDKRGHQHGGGITALYQCGNA 

DPRAKGERLFFDAPAKDSTQTR 

AEDAHYAGSNNMSPPDQQGDG 

RKQIWESVRVHTPVRCQQRSLP 

VTSYLNGGEIFNL1GLICRTRRIA 

ARWVKSHRNRARSFECLKRHR 

F V V A FN RRKPGL V 


15855 


46223 


A 


15946 


71 


323 


AAG AV VSAMPKA KG KTRRQK 
FGYSVNRKRLNRNARRKAAXR 
GSNDLEA EASLPEICKGNTLSRD 
LIDYVRYMVENHGEDYKVSGS 


15856 


46224 


A 


15947 


48 


627 


AAGAVVSAMPKAKGKTRRQK\ 

FGYSVNRKR\MSRNAKRKAAR\ 

GLECSHIRHAWDHAKSVRQNL 

AEMGLAWDPN RAWPSRKRK V 

KAMEWDIEEEA* KNLYRKPY V 

LNDLEAEASLSEKKGNTLASRD 

LHLTMYRYMVXENHGEVDYKAI 

A\RD\EKNYY\QDTPKQI\RS\KIN 

VYKRFYPAEWQDFLDSLQKRK 

MEVE 


15857 


46225 


A 


15948 


796 


1301 


LTKKDYISPNARKAFVQRLPER 

NLLTRGLKRQRQPCLSCWCGG 

QARMPKAKG\KTRRQKFGYSV 

NRKRLN RN ARRK A A PRIE/C V R 

GLGFRVAVGLGRDGPRDDGSA 

MSLFAGSSHIRHAWDHAKSVR 

QNLAEMGLAVDPNMAVPLRK 

RKVLTWQGLGPCLLYSSPAILT 


15858 


46226 


A 


15949 


512 


675 


SQDFGPPSAAPSPSGMP\PGPSG 

CSSHRQQEDPPDGAAAPPGHGL 

RPGRLQELLV 


15859 


46227 


B 


15950 


1 


717 





2043 

BNSDOCID: <WO 0175067A3_IA> 



WO 01/075067 



PCT/US01/08631 



SEO IO 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15860 


46228 


A 


15951 


587 


1387 


RARSRJLGNPLRPLAPAPSNDV 

GVQRAXFRPIRCRKAQPVPGSV 

ANRRRLRQHTRPDPLGTNRSEP 

GWWDRSWSPDQAKSGQSCVA 

KIKNKNHMI1STDSEKAFDK1QH 

RFMIKTLSKISIQGTHRKIIKAIC 

DKLTANIILNGEKLKAFPLRTE 

MRQGCPRLSLLFN1VLEVLAKA 

IRQEKEIKJD1QIAKEEVRLSLFA 

DDMIVYLENPKDSFRKLLELIK 

EFSKVSGYK1KNQYCENDHTA 

VSGVGSFQWICGLADVKNEAA 


15861 


46229 


A 


15952 


3 


3201 


SERGFRAGDLRYPTHFLSTNSV. 

LASVTASLKEH PRGTLLSDGSP 

ALSRNVGMTVSQKGGPQPTPSP 

AGPGTQLGPITGEMDEADSAFL 

KFKQTADDSLSLTSPNTESIFVE 

DPYTASLRSEIESDGHEFEAES 

WSLAVDAAYAKKQKREVVKR 

QDVLYELMQTEVHHVRTLK1M 

LKVYSRALQEVLAQFISTAIGRL 

FPCADDLLETHSHFLARLKERR 

QESLEEGSDRNYVIQKIGDLLV 

OQFSG ENG DRL I EK 


15862 


46230 


B 


15953 


83 


1969 




15863 


46231 


A 


15954 


1 


444 


SSESAVEFSEPASGSSPSWELGS 

EGAIRDKKTSLGAHVGLSALGR 

ALEMTIAFQGKETDVQKSYDSP 

QGDCL\QDVKGKRPTLE*PSLE 

NPETRRFLDASYAWRESCLSW 

H H HTAHDI FAG KP VDPLPG STR 

GQDSAVCSQGQFLIVR 


15864 


46232 


A 


15955 


2 


236 


SEGAICRDKKTSLGAHVVLSAL 
GRA L E KTI A FQG SS/A PSKG R KL 
RSRKVMTRPKGIAWQDVKGKR 
PTLE*PSLENPEVR 


15865 


46233 


A 


15956 


1 


459 


KKVGNYYTTPIYRFRMKCHLC 

VN Y I EMQTD P ANCD Y V I V SG A 

QRKEERWDMADNEQVLTTGE 

RHPLTCLGAL/DPESALGPPFCPS 

RALIVAEHEKKQKLETDAMFR 

LEHGEADRSTLKKALAHTVDHI 

QEAQSAWKDDFALNSMLRRRF 

REKJCKA 
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SEQ ID 

NO: 


SblQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, V=possib1e nucleotide insertion) 


15866 


46234 


A 


15957 


564 


1189 


AAPKMGERKGVNKYYPPDFNP 

EEAWLSSTDYHNSHPFRERASG 

SCSQGI\LIIRFEMPYNJWCEG\C 

RTNFGMGVRYNAEKKKVGNY 

YTTPIYRFRMKCHLCVNYIEMQ 

TDPAN\FDYVIVSGAQRKEERL 

GHWRTMNRLLTHRGIEEEAEA 

WTCTDAMFRAGTMGRPTAAHF 

KKALPKLEPHSGRPRAPWKDD 

FALNSMLRRRFRVPSKP 


15867 


46235 


A 


15958 


2 


1047 


F V DG KLHG RG STDDIG P V AG WI 

N A LE A YQKTGQETP VN V RFCL 

EGMEESGSEGLDEL1FARKDTF 

FKDVDCVCISDNYWLGKKKPC1 

TYGLRGJCYFFIEVECSNKDLHS 

GVYGGSVHEAMTDLILLMGSL 

VDKRGNILIPGINEAVAAVTEEE 

HKLYDDIDFDIKEFAKDVGAQ1 

LLHSHKKDILMHRWRYPSLSLH 

G I EG AFSGSG AKTV1PRK V VGK 

FS1RLVPNMTPEVVGEQVTSYL 

TKKFAELRSPNEFKVYMGHGG 

KPWVSDFSHPXHYLAGRRAMK 

TVFGVEPDLTREGGSIPVTLTFQ 

EATG KN VMLL P VG SADDGAH S 

QNEKLNRYMYIEGTKMLAAYL 


15868 


46236 


A 


15959 


163 


1388 


RLVERWRPSGTLFKYIDENQDR 

YIKKLAKWVAIQSVSAWPEKR 

GEIRRMMEVAAADVKQLGGSV 

ELVDIGKQKLPDGSEIPLPPILL\ 

GRLGSDPQMKTVCIYGHLDVQ 

P A A LEDG WDSEPFTL VERDGLT 

WCSSCRGPYCRGSS/DRLSWKL 

PSVMWGDSREPHLARLDXHPSG 

LEPQRPGSTWGGGDDRRGGRA 

LSRQLPYAGYAAAQCKGEVRP 

QVSSSRLVVECSNKDLHSGVY 

GGSVHEAMTDLILLMEEHKLY 

DDIDFDIEEFAKDVGAQILLHSH 

KSHLHLDLLPVVVRLLGQALFH 

TAHFPDN I PSSSKD 1 LMHRWRY 

PSLSLHGIEGAFSGSGAKTVIPR 

KVVGKFSIRLVPNMTPEVVGEQ 

ACGAGTRESMSSLGYPSRAED 

DSGLSALPSQPQPFILYAT 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unkno\vn, 
*=Stop codon, /=possible nucleotide 
deletion, V=possible nucleotide insertion) 


15869 


46237 


A 


15960 


3 


433 


FETLFSQVQLFISTCNGEHIRYA 

TDTFAGLCIQLTNALVERKQPL 

RGIGILKQA1DKMQMMTNQLTS 

IHADLCQAirrPAMAVXSHIMLE 

SYKKYILVSLILLGKVQQLPKY 

TSP/QLVGRFI\KPLSNA\YHELR 

HKLY\STMNPC 


15870 


46238 


A 


15961 


46 


1481 


TSGSDVAAREDLRWIAAAPPPR 

AAAFSRACCLRRSGRPGENMA 

SALEQFVNSVRLLLSQXGCSCFP 

GQMTQLCELINMSGELLAKNLS 

HL\DTVLGAL\DVQEHSLGVLA 

VLFVKFSMPSVPDFETLFSQVQ 

LF I STCNG EH 1 R Y A TDT WQET V 

LLKSMVLVLVVIYYQPLRGIGIL 

KQA1DKMQMMTNQLTSIHADL 

CQLCLLAKCFKAALPYLDGDM 

MDICKENGAYDAKHFLCYYYY 

GGMIYTVGLKNF\ERALYFYG\Q 

AITTPVAVMAVRHIIVW/ESYKKY 

ILVSLILLGNKVQQLPKIFHLKLV 

G*IPLSLLSNAYHELAQVYSTN 

NPSELRNLVNKHSETFTRDNN 

MGLVKQCLSSLYKKNIQRLTKT 

FLTLSLQDMASRVQLSGPQEAE 

KYVLHMIEDGEIFASINQKDGM 

VSFHDNPEKYNNPAMLHNIDQ 

EMLKCIELDERLKAMDQEITVN 

PQFVQKSMGSQEDDSGNKPSS 


15871 


46239 


B 


15962 


1 


341 1 




15872 


46240 


A 


15963 


689 


925 




15873 


46241 


A 


15964 


1 


244 


GSAPQSCASPAPVSRSAAPGTA 
EAAEPWAIVPGVEQKNYYVCV 
PLGLIGNCTVTSSG1\SLDCADW 
CLKWKSILMESLEVP 


15874 


46242 


A 


15965 


469 


604 




15875 


46243 


A 


15966 


286 


433 




15876 


46244 


A 


15967 


4356 


4643 


DCPLARNKSKPQTVCLKARQTF 

QAINFSRALRITGYLTSFPSLSRS 

TLPSSAGDFRASAWA*SGPTV* 

TLTSVPSVGIMSSY1YEPVFRTLL 

SGE 


15877 


46245 


B 


15968 


1 


1472 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, ^possible nucleotide insertion) 


15878 


46246 


A 


15969 


918 


1619 


KTHVLSWGSPKSTWKAGWLQ 

KQKTTQEKKAESKAPIEEEPAG 

AG LNKDKETEERSDG ER V A E V 

APEERENVAVAKLQESQPGNA 

VSCSGGRRKEDEREDWGKRTQ 

RTH PPAA AQAPGQCPPGSTE VG 

AGGGLRWTPSPGRQPAGVAAD 

MGITVLTVPLQRCLQNSWAKE 

PVLVVSFV1GSLTVILPPLSPYTK 

YS1M1NEATPYNYPVPVHDDGN 

M/PDMCSHPQGPQGPSLEWL 


J 5879 


46247 


B 


15970 


183 


459 




15880 


46248 


A 


15971 


864 


1197 


GSFRLGHGRJPPFHLRGMKESL 

GPDFGDPCPVCPLNSGPGPP\GV 

SAGGAGAGCGGMGRRDAWVP 

TG P V AESPGGHL API SPG RQG A 

PWGGPCGQLGAGTLGQAVCG 

MTQDP 


15881 


46249 


A 


15972 


I 


441 




15882 


46250 


A 


15973 


3 


182 




15883 


46251 


A 


15974 


23 


475 


PLEKGRQFYPQYEDQITIFTDYL 

EEYPDTDELVWILWKQHLLKT 

EKSKLLSDISARLWFTYRRKFSP 

/ILGGTGPSSDAG\WGCMLRCG 

QMMLA\QAL\ICRHLGRDWSW 

EKQIEQPQEYQRILQCFLNRKD 

CCYSIHQMAQMGVGEGKS1GE 


15884 


46252 


A 


15975 


224 


418 




15885 


46253 


A 


15976 


743 


1220 


WC WGHRVRL VLAAGPSSRG VL 

LLLVVLPSWASFLVRVCAWVG 

VLGDDGVLGGFLLWLGVVGRP 

LAVLRADLAVCVGVVCACVPF 

VVLPICAALVRVGCSLVEAALG 

\LGARPLKTFFAVVVPLTKGGV 

VAGSMLVFVPA VGEF V I PELLG 

GPDSIVIGRV 


15886 


46254 


A 


15977 


3 


3492 


RKHKVGILYCKPGQSSEEEMSN 

NEEAGPAFEKFLSL1GEKVCLK 

GFTKYAAQLDVKTDSTGTHSL 

YTMYQDYEIMFHVSTLLPYTPN 

NRQQLLRJCRH IGNDI VTI I FQEP 

GALPFTPKNIRSHFQHVFIIVRV 

HNPCTDNVCYSMAVTRSKDAP 

PFGPPIPSGTTFRKSDVFRVDFLL 

AKV1*RLRNAAEQVPTSFTPWA 

TRTRQEYLKDLAENCVSNTPID 

STG KFN L1SLTSKK KEKTKA RA 

GAEQHSAGAIA 


15887 


46255 


B 


15978 


402 


2884 
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SEO ID 

NO: 


SKQ ID NO: 
of peptide 
sequence 


Met 
hud 


SKQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, \=possible nucleotide insertion) 


15888 


46256 


A 


15979 j 


294 


1721 


AVRPGRHDPSAGLRSAAAASQ* 

VRGHPGGLCA*GS1QGPGASAA 

EGPPAHSRAA*SKGGAELRTR* 

AGGRRPAGPHAQRP*LP*GPRV 

PLRPPSGTFLLP/PPACTPITSRPS 

*KSCSRASTPPTWSS*IPASGTSP 

GMVRTPGEAVPGEPGEPVPVPG 

PGAARVLPPGVE/PRPCLWARK 

SPGVFFRPSSGGRRPPS*KTKWS 

KPTSTAPPR\P*T* LRCTGLAFPL 

PPREGEPALGRGALEWTCAPLP 

LPAAAGPRGRRLGCGAAPPPPR 

GRVDQEEKAPGPRVEGPPQANR 

NHPALPLSPPLPSPT/*PPPAWVP 

TPALAAAPAPVPTASSSHSPSPG 

NAPVPTGSPRCLFFLRPYFPVGS 

ILLPFRCPLISPCRFLRRRQFYG 

WSSAAYALLPHTPLSAACPSGP 

TTALHGQPQSSCSCCQEATFTV 

KSGVVQSGRPSLRQFYVHDFCK 

IQPQQLLVSHATTKATTDRYST 

ASCVAR 


15889 


46257 


B 


15980 


35 


314 




15890 


46258 


A 


15981 


1 


197 




15891 


46259 


A 


15982 


3 


3889 




15892 


46260 


B 


15983 


172 


287 




15893 


46261 


A 


15984 


8 


166 




15894 


46262 


A 


15985 


250 


1095 




15895 


46263 


A 


15986 


366 


870 


NHSLAKKGTAHGLGMEKCCGR 

SPFFSFFPSW1AKPTLRSSSSWPH 

SSSSPSM SSPLQRA VG DTMCRAL 

SASSSSSASLPFDDRDSNHPSEA 

CTTPGGGWEVADGNTDSLLAD 

EGSDFEDSFNRNVKKKAAKRPP 

KTTPV/AKQPKFCGSRVVHRHSR 

KQSEPPANDLFNAV 


15896 


46264 


A 


15987 


30 


229 


ALETNIGSSYNYGSEDQAEFLC 
VVSKELHSTPNGLSSESSRKTK\ 
CYKPEAPGCEAPDHLQGLGVPI 


15897 


46265 


C 


15988 


1 


930 




15898 


46266 


A 


15989 


1 


609 
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SEQID 
NO: 


SEQ ID NO: 
of peptide 
sequence 


Mel 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /=possible nucleotide 
deletion, V=possiblc nucleotide insertion) 


15899 


46267 


A 


15990 


1 


875 


MRMEAGEAAPPAGAGGRAAG 

GWGKWVRLNVGGTVFLTTRQ 

TLCREQKSFLSRLCQGEELQSD 

RDETGAYLIDRDPTYFGPILNFL 

RHGKLVLDKDMAEEGVLEEAE 

FYN1GPLIRMKDRMEEKDYTVT 

Q\VPPKHVYRVL\QCQEEELTQ 

MVSTMSDGWRFEQLVNIGSSY 

NYGSEDQAEFLCVVSKELHSTP 

NGLSSESSRKTKSTEEQLEEQQ 

QQEEE V EE VEVEQ VQVE ADAQ 

EKGSRPHPLRPEAELAVRASPR 

PLARPQSCHPCCYKPEEPGCEA 

PDHLQGLGVPI 


15900 


46268 


A 


15991 


1 


2448 


M R RG ETRSRRPPQC W A F A H V V 

SRSSRRGEFFSFDRWKKHRSEV 

RESAQVPTTKREPVLFQHKINIK 

IVIALVDILFALGLGNLVCVSPV 

QLFS VQTDSRATG DQRLPSWT 

AQRYGTRTLGPDGFTERCPYGP 

SPESLLCSALPWLRDLGMPVAE 

APQVAGGQGDGGDGEEAEPEG 

MFKACEDSKRKARGYLRLVPL 

FVLLALLVLASAGLEMLSDPGS 

RSYGSGLLPAWAKCPKAPHQR 

SLIPPDYAPGVNHPPPQERCSM 

GLRTQGTLGRHRVLSAQQVAF 

SVSLLMAKIAFAKQKSDDIIPDF 

KLFMVTLVHRPNRLSARVLTM 

VPVLPAPCPMLLPLLEGYKAEV 

MVSQVYSGSLRVLNRHFSQDL 

TRRESSAFRSETAKAQKMLKEL 

ITSTRLGTYYNSSSVYSFGEGPL 

TCFFWFILQIPEHRRLMLSPEVV 

QALLVEELLSTVNSSAAVPYRA 

EYEVDPEGLVILGQYCEWKPPG 

RRMQTPRPAMRMEAGEAAPPA 

GAGGRAAGGWGKWVRLNVG 

GTVFLTTRQTLCREQKSFLSRL 

CQG EELQSDRDETG A YLI DRDP 

TYFGPI LNFLRHG KL VLDKDM A 

EEGSQVWTVTSGGWGDRNAV 

LTGMGRALSLFLWLIQYLKFCL 

VRAWVLEEAEFYNIGPLIRIIKD 

RMEEKDYTVTQVPPKHVYRVL 

QCQEEELTQMVSTMSDGWRFE 
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SEQ II) 

NO: 


SEO ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of last 
codon for last amino acid 
of peptide sequence 


Amino acid sequence ( X=Unknown, 
*=Stop codon, /^possible nucleotide 
deletion, \= possible nucleotide insertion) 


15901 


46269 


A 


15992 


1 


573 


MPGLLSRPRRGSLRARPCGGGE 

ALPEHVAIDVCPGPIRP1QQISG 

YFPHFPRDLPHDAPARPATASA 

GRRRPSDGARDHDKDGDHLFG 

SLTIQHRPW/PAPSPDFPFTPFAV 

LYPGYLKPM DHNGLADPC VKL 

HLRPGARKVPEACQLAPDLQD 

SSCLTAITKAHDVLTVFLPAAL 

KIQGNKYLTFIECQKLF 


15902 


46270 


A 


15993 


500 


2022 


WTREKEPPGVETHGKASRTTL 

GLSLWCCLHLSEIQSSFISDCAR 

PRCSGRLPGSGPMLLATPHVLA 

TVVASSCSKQLWWLPPKVATD 

QQQMKLKGLF1AGAPPGSPR/G 

VQPHLQP1RNMSVSRTMEDSCE 

LDLVYVTERJIAVSFPSTANEEN 

FRSNLREVAQMLKSKHGGNYL 

LFNLSERRPD1TKLHAKVLEFG 

WPDLHTPALEKICSICKLAMDTW 

LM A DPHN V V VLHNKGN RG RIG 

VVIAAYMHYSNISASADQALD 

RFAMKRFYEDK1VPIGQPSQRR 

YVHYFSGLLSGSIKMNNKPLFL 

HHVIMHGIPNFESKGGCRPFLRI 

YQAMQPVYTSG IYNIPG DSQTS 

VCITIEPGLLLKGDILNSEILFGV 

DELSLTGFGLKCYHKKFRSPAR 

D VIFRVQFHTCA I HDLG V VFGK 

EDLDDAFKDDRFPEYGK.VEFVF 

SYGPEKIQGMEHLENGPSVSVD 

YNTSDPL1RWDSYDNFSGHRDD 

GMEGAQHPQIGQDTPPGPSDPP 


15903 


46271 


A 


15994 


171 


720 


LSGSSAGKVAAPCVPPSNHELV 

PITTENAPKNVLDKGERPSRGG 

NT RK S L E\TT A STG S PR/G VQPH 

LQPIINMNVSRTMEDSCELGPV 

YRTERNIAVSFPSTATMEENFRSN 

LREVAQMLKSKHGGNYLQRM 

VSL/RRLSPSLRHPGPWPPSQEP 

GMCQGEPGPPATLWPMPCGPT 

VLESPGGPGP 


15904 


46272 


B 


15995 


145 


972 
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SEQ ID 

NO: 


SEQ ID NO: 
of peptide 
sequence 


Met 
hod 


SEQ ID NO: 
in USSN 
09/540,217 


Nucleotide 
location of first 
codon for peptide 
sequence 


Nucleotide location of las 
codon for last amino acid 
of peptide sequence 


t Amino acid sequence ( X=Unknovvn, 
*=Stop codon, /^possible nucleotide 
deletion, \=possible nucleotide insertion) 


15905 


46273 


A 


15996 


2 


1096 


WPVLTAAGCWLQDPAGHRGG 

RAGGAGRAVLFQLQAGRAELR 

GLRARGWARSWAPAPGCQRTG 

RDAAAAGRRAGRAGALLGFTC 

LLLAALCGHLGPSWRGGLAPG 

GE Wl WLRASETRG PSGPRPALM 

GSQKIRNITRTRHGPLHWLHSG 

CTTATPFCLTRSCSDAACSLKG 

LPCLCPCGLSVLIRVRLELRRHQ 

RAGHTIPRIFQAVVQRQPERLA 

LVDAGTGECWTFAQLDAYSNA 

V ANL FRQLG FA PG D V V A I FL/E 

uivrcr vuLWLuLArvAU/MtAA 

LLN VNLRREPL A F/C LGTSG AK 
ALIFGGEMVRAPPPNAQAPPLT 

JT V o \ rWJ I\JL, r Till OVJ 1 I ULrlVA 

AIVVHSSARPSCPSSRTLRAAHR 


15906 


46274 


A 


15997 


397 


597 


SIKSPEIHSPSTR1RMGCSSLPTE 
EAHA EG VIELSRIKCVEIVKSD/ 
DRIPCHYKYPFQVSPSGGSSP 


15907 


46275 


A 


15998 


1922 


3886 


EGDNKLRPRIRRKLFPLVVLRG 

DAQGAPPFKNWIMNNFILLEEQ 

LIKKSQQKRRTSPSNFKVRFFVL 

TKASLAYFEDRHGK1CRT\RKGS 

IELSRIKCVEIVKSDISIPCHYKY 

PFQVVHDNYLLYVFAPDRESR 

QRWVLALKEETRNNNSLVPKY 

HPNFWMDGKWRCCSQLEKLA 

TGCAQYDPTKNASKKPLPPTPE 

DNRRPLWEPEETWIALYDYQT 

NDPQEL ALRRN EE YCLLDSSEI 

HWWRVQDRNGHEGYVPSSYL 

VEKSPNNLETYEWYNKSISRDK 

A EKLLLDTG KEG AFM VRDSRT 

AGTYTVSVFTKAVVSENNPCIK 

HYH I KETNDN PKRYYV A EK Y V 

FDSIPLLINYHQHNGGGLVTRL 

R Y P VCFGRQ KA P VTAG LR YG K 

WV I DPSE LTF VQEIG SG QFG L V 

HLGYWLNKDKVA1KTIREGAM 

SEEDFIEEAEVMMKLSHPKLVQ 

LYGVCLEQAPICLVFEFMEHGC 

LSDYLRTQRGLFAAETLLGMCL 

DVCEGMAYLEEACVIHRDLAA 

RNCLVGENQVIKVSDFGMTRF 
vi nnnvTQQTr,Tk r CD\/i f u/ a cdc 

VLUUv^Y 1 Us.rrvlvWAort 

VFSFSRYSSKSDVWSFGVLMW 

EVFSEGKIPYENRSNSEVVEDIS 

TGFRLYKPRLASTHVYQIMNHC 

WKERPEDRPAFSRLLRQLAEIA 


15908 


46276 


B 


15999 


58 


1526 
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